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Day, Anthony G. 
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Yao, Jian 

<120> Methods for Modulating Proteins Not 
Previously Known as Proteases 



<130> GC773-2 

<140> US 10/618,281 
<141> 2003-07-11 

<150> US 60/395,325 
<151> 2002-07-12 

<160> 92 

<170> FastSEQ for Windows version 4.0 

<210> 1 
<211> 303 
<212> PRT 

<213> Homo sapiens 
<400> 1 



Asn 


Met 


Ala 


He 


Leu 


cys 


Ala 


Met 


val val Gly 


val Gly 


Leu 


He 


Ala 


1 








5 






10 




15 




Gly 


Leu 


Ala 


val 


Gly 


Leu 


Thr 


Arg 


Ser cys Asp 


Ser Ser 


Gly 


Asp Gly 






20 






25 




30 






Gly 


Leu 


Gly 


Thr 


Val 


Pro 


Ala 


Pro 


Ser His Leu 


Pro Ser 


Ser 


Thr 


Ala 




35 










40 




45 








Ser 


Pro 


Ser 


Gly 


Pro 


Pro 


Ala 


Gin 


Asp Gin Asp 


lie Cys 


pro 


Ser 


Ser 




50 








55 




60 








Glu 


Asp 


Glu 


Ser 


Gly 


Gin 


Trp 


Lys 


Asn Phe Thr 


Ala Glu 


Leu 


Arg 


Gin 


65 






70 




75 








80 


Pro 


Gly 


Pro 


Asp 


Leu 


His 


val 


Lys 


Pro Leu Leu 


Glu Glu 


Asp 


Thr Tyr 






85 






90 






95 




Thr 


Gly 


Thr 


val 


Ser 


He 


Ser 


lie 


Asn Leu Ser 


Thr Pro 


Thr 


Arg 


His 






100 










105 




110 




Leu 


Trp 


Leu 


His 


Leu 


Gly 


Glu 


Ser 


Arg lie Thr 


Trp Leu 


Pro 


Asp 


Thr 




115 








120 


125 








Arg 


His 


Leu 


Trp 


Leu 


His 


Leu 


Gin 


Glu Thr Arg 


lie Thr 


Trp 


Leu 


Pro 


130 








135 






140 








Glu 


Met 


Lys 


Arg 


Pro 


Ser 


Gly 


Asp 


Gin val Gin 


lie Arg 


Arg 


Cys 


Phe 


145 






150 


155 








160 


Glu 


Tyr 


Lys 


Lys 


Gin 


Glu 


Tyr 


val 


Val val Glu 


Ala Glu 


Glu 


Glu 


Ser 




165 






170 






175 




Gly 


Asp 


Gly 


Leu 


Tyr 


Leu 


Leu 


Thr 


Met Glu Phe 


Ala Gly 


Trp 


Leu 


Asn 


180 








185 




190 






Ser 


Ser 


Leu 


Leu 


Gly 


Phe 


Thr 


Tyr 


Thr Glu Asn 


Gly Gin 


Val 


Lys 


Ser 






195 








200 




205 






lie 


Ala 


Ala 


Thr 


Asp 


His 


Glu 


Pro 


Thr Asp Ala 


Arg Lys 


Phe 


Phe 


Pro 




210 








215 




220 








Cys 


Phe 


Asp 


Lys 


Pro 


Asn 


Lys 


Lys 


Ala Thr Tyr 


Thr lie 


Ser 


val 


Thr 


225 






230 






235 








240 


His 


Pro 


Lys 


Glu 


Tyr 


Glu 


Ala 


Leu 


Ser His Met 


Pro Val 


Ala 


Lys 


Glu 








245 








250 






255 




Glu 


Ser 


val 


Asp 


Asp 


Lys 


Trp 


Asn 


Gin Thr Thr 


Phe Lys 


Lys 


Ser 


val 
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st 



260 



265 



270 



Pro Met Ser Met Tyr Leu val Cys Phe Ala val His Gin Phe His Thr 

275 280 285 

val Lys Thr lie Ser Asp lie Gly Lys Pro val Ser Leu lie lie 

290 295 300 

<210> 2 

<211> 407 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 
<222> 230 

<223> Xaa = Any Amino Acid 
<400> 2 

Met Ser Pro Pro Leu Leu Leu Leu Pro Leu Leu Leu Leu Leu Pro Leu 

15 10 15 

Leu Asn val Glu Pro Ala Gly Ala Thr Leu Asp Pro val Trp lie Pro 

20 25 30 

Leu Arg Gin Val His Pro Gly Arg Arg Thr Leu Asn Leu Leu Arg Gly 

35 40 45 

Trp Gly Lys Pro Ala Glu Leu Pro Lys Leu Gly Pro Ser Pro Gly Asp 

50 55 60 

Lys Pro Ala Ser val Pro Leu Ser Lys Phe Leu Asp Ala Gin Tyr Phe 
65 70 75 80 

Gly Glu lie Gly Leu Gly Thr Pro Pro Gin Asn Phe Thr Val Ala Phe 

85 90 95 

Asp Thr Gly Ser Ser Asn Leu Trp val Pro Ser Arg Arg Cys His Phe 

100 105 110 

Phe Ser val Pro Cys Trp Phe His His Arg Phe Asn Pro Asn Ala Ser 

115 120 ~ 125 

Ser Ser Phe Lys Pro Ser Gly Thr Lys Phe Ala lie Gin Tyr Gly Thr 

130 ' 135 140 

Gly Arg val Asp Gly lie Leu Ser Glu Asp Lys Leu Thr lie Gly Gly 
145 ~ 150 155 160 

lie Lys Gly Ala Ser val lie Phe Gly Glu Ala Leu Trp Glu Ser Ser 

165 170 175 

Leu val Phe Thr val Ser Arg Pro Asp Gly lie Leu Arg Leu Gly Phe 

180 " 185 190 

pro lie Leu Ser val Glu Gly val Arg Pro Pro Leu Asp val Leu val 

195 200 205 

Glu Gin Gly Leu Leu Asp Lys Pro val Phe Ser Phe Tyr Phe Asn Arg 

210 215 220 

Cys Trp Gly Gly Gly xaa Gly Cys Ala Met Tyr Cys Arg lie val Arg 
225 230 235 240 

Leu Glu Asp Pro Leu Asp Thr Gly Thr Pro val lie val Gly Pro Thr 

245 250 255 

Glu Glu lie Gly Pro Cys Met Gin Pro Leu Gly Glu Ser Leu Leu Ala 

260 265 270 

Gly Glu Tyr lie lie Arg Cys Ser Glu lie Pro Lys Leu Pro Ala val 

275 280 285 

Ser Leu Leu lie Gly Gly val Trp Phe Asn Leu Thr Ala Gin Asp Tyr 

290 295 300 

val lie Gin Phe Ala Gin Gly Asp val Arg Leu Cys Leu Ser Gly Phe 
305 310 315 320 

Arg Ala Leu Asp lie Ala ser Pro Pro val Pro val Trp lie Leu Gly 

325 330 335 

Asp val Phe Leu Gly Ala Tyr val Thr val Phe Asp Arg Gly Asp Met 

340 "345 350 

Lys Ser Gly Ala Arg Val Gly Leu Ala Arg Ala Arg Pro Gly Ala Asp 



355 



360 



365 
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Leu Gly Arg Arg Glu Thr Gin Ala Gin Tyr Arg Gly Cys Arg Pro Gly 

370 " 375 380 

Asp His Ala His Arg val Ala Leu Ala Leu Leu Ser Lys Asn Pro lie 
385 390 395 400 

Phe Pro Leu Asn Glu Pro Ala 
405 

<210> 3 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Asp Thr Ala Ala Lys Ala lie He Leu Glu Gin ser Gly Lys Asn 

1 5 10 15 

Gin Gly Tyr Arg Asp Ala Asp lie Arg Ser Phe Trp Pro Glu Gly Gly 

20 25 30 

val Cys Leu Pro Gly Ser Pro Asp val Leu Glu Ser Gly val Cys Met 

35 40 45 

Lys Ala val Cys Lys Arg val Ala val Glu Gly val Asp val lie Phe 

50 55 60 

Ser Arg Asp Ala Gly Arg Tyr val Cys Asp Tyr Thr Tyr Tyr Leu Ser 
65 " ' 70 75 80 

Leu His His Gly Lys Gly Cys Ala Ala Leu lie His val Pro Pro Leu 

85 90 95 

Ser Arg Gly Leu Pro Ala Ser Leu Leu Gly Arg Ala Leu Arg val lie 

100 105 ' 110 

lie Gin Glu Met Leu Glu Glu val Gly Lys 
115 120 

<210> 4 
<211> 393 
<212> PRT 

<213> Homo sapiens 
<400> 4 

lie Tyr val Ser Ser Trp Ala Val Gin Val Ser Gin Gly Asn Arg Glu 

1 5 10 15 

val Glu Arg Leu Ala Arg Lys Phe Gly Phe val Asn Leu Gly Pro lie 

20 25 30 

Phe Pro Asp Gly Gin Tyr Phe His Leu Arg His Arg Gly val val Gin 

35 40 45 

Gin ser Leu Thr Pro His Trp Gly His Arg Leu His Leu Lys Lys Asn 

50 55 60 

Pro Lys val Gin Trp Phe Gin Gin Gin Thr Leu Gin Arg Arg val Lys 
65 70 75 *' 80 

Arg ser val val val Pro Thr Asp Pro Trp Phe Ser Lys Gin Trp Tyr 

85 90 95 

Met Asn Ser Glu Ala Gin Pro Asp Leu Ser lie Leu Gin Ala Trp Ser 

100 105 110 

Gin Gly Leu Ser Gly Gin Gly lie val val Ser val Leu Asp Asp Gly 

115 120 125 

lie Glu Lys Asp His Pro Asp Leu Trp Ala Asn Tyr Asp Pro Leu Ala 

130 135 140 

Ser Tyr Asp Phe Asn Asp Tyr Asp Pro Asp Pro Gin Pro Arg Tyr Thr 
145 150 155 160 

Pro Ser Lys Glu Asn Arg His Gly Thr Arg cys Ala Gly Glu val Ala 

165 170 175 

Ala Met Ala Asn Asn Gly Phe Cys Gly Val Gly val Ala Phe Asn Ala 

180 185 190 

Arg lie Gly Gly val Arg Met Leu Asp Gly Thr lie Thr Asp val lie 

195 200 205 

Glu Ala Gin ser Leu Ser Leu Gin Pro Gin His lie His lie Tyr ser 
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210 215 220 

Ala ser Trp Gly Pro Glu Asp Asp Gly Arg Thr val Asp Gly Pro Gly 
225 230 235 240 

lie Leu Thr Arg Glu Ala Phe Arg Arg Gly Val Thr Lys Gly Arg Gly 

245 250 255 

Gly Leu Gly Thr Leu Phe lie Trp Ala Ser Gly Asn Gly Gly Leu His 

260 265 270 

Tyr Asp Asn Cys Asn Cys Asp Gly Tyr Thr Asn Ser lie His Thr Leu 

275 280 285 

Ser val Gly Ser Thr Thr Gin Gin Gly Arg val Pro Trp Tyr ser Glu 

290 295 300 

Ala Cys Ala ser Thr Leu Thr Thr Thr Tyr Ser Ser Gly val Ala Thr 
305 310 315 320 

Asp Pro Gin lie val Thr Thr Asp Leu His His Gly Cys Thr Asp Gin 

325 330 335 

His Thr Gly Thr Ser Ala Ser Ala Pro Leu Ala Ala Gly Met lie Ala 

340 345 350 

Leu Ala Leu Glu Ala Asn Pro Phe Leu Thr Trp Arg Asp Met Gin His 

355 360 365 

Leu val val Arg Ala Ser Lys Pro Ala His Leu Gin Ala Glu Asp Trp 

370 375 380 

Arg Thr Asn Gly Val Gly Arg Gin Gly 
385 390 

<210> 5 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Leu val Gly Tyr Ala lie Gin Tyr Gly Cys lie Ala His Cys Ala ser 

1 5 10 15 

Glu Tyr val Gly Gly val val Met Cys Ser Gly Pro Ser Met Glu Pro 

20 25 30 

Thr lie Gin Asn Ser Asp Thr Val Phe Ala Gin Asn Leu Ser Arg His 

35 40 45 

Phe Asp ser lie Gin Arg Gly Asp lie val lie Ala Lys Ser Pro Ser 

50 55 60 

Asp Pro Thr ser Asn lie Cys Lys Arg val Thr Gly Leu Glu Gly Asp 
65 70 75 80 

Lys lie Leu Thr Thr Ser Pro Ser Asp Phe Phe Lys Ser Tyr Ser Tyr 

85 90 95 

Val Pro Val Gly His val Trp Leu Glu Gly Asp Leu Gin Asn Ser Thr 

100 105 110 

Asp Ser ser Tyr Tyr Gly Pro lie Pro Tyr Glu Leu lie Arg Gly Arg 

115 * 120 125 

lie Phe Phe lie Arg Pro Leu ser Asp Phe Gly Phe Leu Cys Ala ser 

130 " 135 140 

Leu Asn Gly His Arg Phe Ser Asp Asp 
145 150 

<210> 6 
<211> 396 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Leu lie Thr val Tyr Cys val Arg Arg Asp Leu Ser Glu Val Thr 

15 10 15 

Phe Ser Leu Gin Val Ser Pro Asp Phe Glu Leu Arg Asn Phe Lys Val 

20 25 ~ 30 

Leu Cys Glu Ala Glu Ser Arg val Pro val Glu Glu lie Gin lie lie 
35 40 45 
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st 



His Met Glu Arg Leu Leu lie Glu Asp His Cys Ser Leu Gly Ser Tyr 

50 " 55 60 

Gly Leu Lys Asp Gly Asp lie val val Leu Leu Gin Lys Asp Asn val 
65 70 75 80 

Gly Pro Arg Ala Pro Gly Arg Ala Pro Asn Gin Pro Arg val Asp Phe 

85 90 ' 95 

Ser Gly lie Ala val Pro Gly Thr Ser Ser Ser Arg Pro Gin His Pro 

100 105 ~ 110 

Gly Gin Gin Gin Gin Arg Thr Pro Ala Ala Gin Arg Ser Gin Gly Leu 

115 ~ 120 125 

Ala ser Gly Glu Lys val Ala Gly Leu Gin Gly Leu Gly Ser Pro Ala 

130 135 140 

Leu lie Arg ser Met Leu Leu Ser Asn Pro His Asp Leu Ser Leu Leu 
145 150 155 160 

Lys Glu Arg Asn Pro Pro Leu Ala Glu Ala Leu Leu Ser Gly Ser Leu 

165 170 175 

Glu Thr Phe Ser Gin val Leu Met Glu Gin Gin Arg Glu Lys Ala Leu 

180 185 190 

Arg Glu Gin Glu Arg Leu Arg Leu Tyr Thr Ala Asp Pro Leu Asp Arg 

195 200 205 

Glu Ala Gin Ala Lys lie Glu Glu Glu lie Arg Gin Gin Asn lie Glu 

210 215 220 

Glu Asn Met Asn lie Ala lie Glu Glu Ala Pro Glu Ser Phe Gly Gin 
225 230 235 240 

val Thr Met Leu Tyr lie Asn Cys Lys Val Asn Gly His Pro Leu Lys 

245 250 255 

Ala Phe val Asp Ser Gly Ala Gin Met Thr lie Met Ser Gin Ala Cys 

260 ' 265 270 

Ala Glu Arg Cys Asn lie Met Arg Leu Val Asp Arg Arg Trp Ala Gly 

275 ' 280 285 

Val Ala Lys Gly Val Gly Thr Gin Arg lie lie Gly Arg Val His Leu 

290 295 300 

Ala Gin lie Gin lie Glu Gly Asp Phe Leu Gin Cys Ser Phe Ser lie 
305 310 315 320 

Leu Glu Asp Gin Pro Met Asp Met Leu Leu Gly Leu Asp Met Leu Arg 

325 330 335 

Arg His Gin Cys Ser lie Asp Leu Lys Lys Asn val Leu val lie Gly 

340 345 350 

Thr Thr Gly Thr Gin Thr Tyr Phe Leu Pro Glu Gly Glu Leu Pro Leu 

355 360 365 

Cys Ser Arg Met val Ser Gly Gin Asp Glu Ser ser Asp Lys Glu He 

370 375 380 

Thr His Ser val Met Asp Ser Gly Arg Lys Glu His 
385 390 395 

<210> 7 

<211> 469 

<212> PRT 

<213> Homo sapiens 

<400> 7 

His Gly Arg val Leu Leu Pro Leu Asn Leu Gin Leu Gly Ala Lys val 

15 10 15 

Ser Phe val Cys Asp Glu Gly Phe Arg Leu Lys Gly Arg ser Ala Ser 

20 25 30 

His Cys val Leu Ala Gly Met Lys Ala Leu Trp Asn Ser Ser val Pro 

35 40 45 

val Cys Glu Arg lie lie Cys Gly Leu Pro Pro Thr lie Ala Asn Gly 

50 55 60 

Asp Phe Thr Ser lie Ser Arg Glu Tyr Phe His Tyr Gly Ser val val 
65 70 75 80 

Thr Tyr His Cys Asn Leu Gly Ser Arg Gly Lys Lys val Phe Glu Leu 



85 



90 



95 
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Val Gly Glu Pro Ser lie Tyr Cys Thr ser Lys Asp Asp Gin val Gly 

100 105 110 

lie Trp Ser Gly Pro Ala Pro Gin Cys lie lie Pro Asn Lys Cys Thr 

115 120 125 

Pro Pro Asn val Glu Asn Gly lie Leu val Ser Asp Asn Arg Ser Leu 

130 135 140 

Phe ser Leu Asn Glu val val Glu Phe Arg Cys Gin Pro Gly Phe Gly 
145 150 155 160 

Met Lys Gly Pro Ser His val Lys Cys Gin Ala Leu Asn Lys Trp Glu 

165 170 175 

Pro Glu Leu Pro Ser Cys Ser Arg val Cys Gin Pro Pro Pro Asp val 

180 185 190 

Leu His Ala Glu Arg Thr Gin Arg Asp Lys Asp Asn Phe Ser Pro Gly 

195 200 205 

Gin Glu val Phe Tyr Ser Cys Glu Pro Gly Tyr Asp Leu Arg Gly Ser 

210 215 220 

Thr Tyr Leu His Cys Thr Pro Gin Gly Asp Trp ser Pro Ala Ala Pro 
225 230 235 240 

Arg Cys Glu val Lys Ser Cys Asp Asp Phe Leu Gly Gin Leu Pro Asn 

245 250 255 

Gly His val Leu Phe Pro Leu Asn Leu Gin Leu Gly Ala Lys val Asp 

260 265 270 

Phe val Cys Asp Glu Gly Phe Gin Leu Lys Gly Ser Ser Ala Ser Tyr 

275 280 285 

Cys val Leu Ala Gly Met Glu Ser Leu Trp Asn Ser ser val Pro val 

290 295 300 

Cys Glu Arg Lys Ser cys Glu Thr Pro Pro val Pro val Asn Gly Met 
305 310 315 320 

Val His val lie Thr Asp lie His val Gly ser Arg lie Asn Tyr Ser 

325 330 ~ 335 

Cys Thr Thr Gly Ser Ala Ser His Cys Val Leu Ala Gly Thr Lys Ala 

340 345 350 

Leu Trp Asn Ser ser val Pro val Cys Glu Gin lie Phe Cys Pro Asn 

355 360 365 

Pro Pro Ala lie Leu Asn Gly Arg His Thr Gly Thr Pro Pro Gly Asp 

370 375 380 

lie Pro Tyr Gly Lys Glu val Ser Tyr Thr Cys Asp Pro His Pro Asp 
385 390 395 400 

Arg Gly Met Thr Phe Asn Leu lie Gly Glu Ser Thr lie Arg Arg Thr 

405 410 415 

Ser Glu Pro His Gly Asn Gly val Trp Ser Ser Pro Ala Pro Arg Cys 

420 425 430 

Glu Leu Pro Val Gly Ala val lie Phe Ser Thr His Leu lie Thr Leu 

435 440 445 

Phe Tyr Cys Leu Gly Thr Leu Leu Gly Thr lie lie Phe lie Leu lie 

450 455 460 

lie lie Phe Leu Tyr 
465 

<210> 8 
<211> 556 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Gly Gly Gly Ser Pro Gly Trp Gly Cys Ala Gly lie Pro Asp Ser Ala 

15 10 15 

Pro Gly Ala Gly val Leu Gin Ala Gly Ala Val Gly Pro Ala Arg Gly 

20 25 30 

Gly Gin Gly Ala Glu Glu val Gly Glu Ser Ala Gly Gly Gly Glu Glu 

35 40 45 

Arg Arg val Arg His Pro Gin Ala Pro Ala Leu Arg Leu Leu Asn Arg 
50 55 60 
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St 








Lys Pro 


Gin 


Gly 


Gly 


Ser 


Gly 


Glu 


He 


Lys Thr 


Pro 


Glu 


Asn 


Asp 


Leu 


65 




70 






75 








Ala 


80 


Gin Arg 


Gly 


Arg 


Leu 


Ser 


Arg 


Gly 


Pro 


Arg Thr 


Ala 


Pro 


Pro 


Pro 


85 






90 








95 




Gly Met 


Gly 


Asp 


Arg 


Ser 


Gly 


Gin 


Gin 


Glu Arg 


Ser 


val 


Pro 


Hi s 


Ser 


100 






105 








110 






Pro Gly 


Ala 


Pro 


val 


Gly 


Thr 


Ser 


Ala 


Ala Ala 


val 


Asn 


Gly 


Leu 


Leu 


115 








120 








125 








His Asn 


Gly 


Phe 


His 


Pro 


Pro 


Pro 


val 


Gin Pro 


Pro 


His 


val 


Cys 


Ser 


130 








135 








140 










Am G~\ v 


Pro 


val 


Gl V 
vj i y 


Gl V 
\j i y 


Ser 


Asp 


Ala 


Ala Pro 


Gin 


Arg 


Leu 


Pro 


Leu 


145 






150 






155 


Gin 


HIS 






160 


Leu Pro 


Glu 


Leu 


Gin 


Pro 


Gin 


Pro 


Leu 


Leu Pro 


Asp 


Ser 


Pro 








165 










170 






175 




Ala Lys 


Lys 


Cys 


Arg 


Leu 


Arg 


Arg 


Arg 


Met Asp 


Ser 


Gly 


Arg 


Lys 


Asn 


180 








185 








190 






Arg Pro 


Pro 
195 
val 


Phe 


Pro 


Trp 


Phe 


Gly 
200 
Lys 


Met 


Asp lie 


Gly 


Gly 
205 
Glu 


Thr 


Leu 


Val 


Lys Leu 


Tyr 


Phe 


Glu 


Pro 


Asp 


lie Thr 


Ala 


Glu 


Glu 


Gin 


210 








215 






220 










Glu Glu 


val 


Glu 


Asn 


Leu 


Lys 


Ser 


lie 


Arg Lys 


Tyr 


Leu 


Thr 


Ser 


Asn 


225 








230 






235 




Glu 




240 


Thr Ala 


Tyr 


Gly 


Lys 


Thr 


Gly 


lie 


Arg 


Asp val 


His 


Leu 


Leu 


Lys 




245 






250 








255 


Phe 


Asn Leu 


Thr 


Met 


Cys 


Gly 


Arg 


Lys 


Gly 


Asn Leu 


His 


Phe 


lie 


Arg 






260 


265 








270 






Pro Ser 


cys 


Ala 


Met 


His 


Arg 


Phe 


He 


Gin Met 


Gly 


Ser 


Glu 


Lys 


Asn 




275 








280 








285 








Phe Ser 


Ser 


Leu 


His 


Thr 


Thr 


Leu 


Cys 


Ala Thr 


Gly 


Gly 


Gly 


Ala 


Phe 


290 










295 






300 


Gin 




His 




Lys Phe 


Glu 


Glu 


Asp 


Phe 


Arg 


Met 


He 


Ala Asp 


Leu 


Leu 


Lys 


305 






310 






315 






val 




320 


Leu Asp 


Glu 


Leu 


ASP 


Cys 


Leu 


He 


Gin 


Gly Leu 


Leu 


Tyr 


Asp 


Ser 






325 








330 




Glu 




335 




val Gly 


Phe 


Asn 


Gly 


Lys 


Pro 


Glu 


cys 


Tyr Tyr 


Phe 


Asn 


Pro Thr 




340 






345 






350 






Asn Pro 


Glu 


Leu 


Cys 


Gin 


Lys 


Lys 


Pro 


Tyr Cys 


Leu 


Asp 


Asn 


Pro Tyr 




355 






360 






365 








Pro Met 


Leu 


Leu 


val 


Asn 


Met 


Gly 


Ser 


Gly val 


Ser 


lie 


Leu 


Ala val 


370 










375 




380 










Tyr Ser 


Lys 


Asp 


Asn 


Tyr 


Lys 


Arg 


val 


Thr Gly 


Thr 


Ser 


Leu 


Gly Gly 


385 




390 








395 










400 


Gly Thr 


Phe 


Leu 


Gly 


Leu 


Cys 


Cys 


Leu 


Leu Thr 


Gly 


cys 


Glu 


Thr 


Phe 






405 






410 








415 




Glu Glu 


Ala 


Leu 


Glu 


Met 


Ala 


Ala 


Lys 


Gly Asp 


Ser 


Thr 


Asn 


Val 


Asp 






420 










425 






430 






Lys Leu 


val 


Lys 


Asp 


lie 


Tyr 


Gly 


Gly 


Asp Tyr 


Glu 


Arg 


Phe 


Gly Leu 


435 






440 








445 






Glu 


Gin Gly 


ser 


Ala 


val 


Ala 


Ser 


Ser 


Phe 


Gly Asn 


Met 


Met 


Ser 


Lys 


450 










455 






460 






val 


Lys Arg 


Asp 


Ser 


He 


Ser 


Lys 


Glu 


Asp 


Leu Ala 


Arg 


Ala 


Thr 


Leu 


465 






470 






475 






Ala 




480 


Thr lie 


Thr 


Asn 


Asn 


He 


Gly 


ser 


He 


Ala Arg 


Met 


Cys 


Leu 


Asn 








485 








490 






495 




Glu Asn 


lie 


Asp 


Arg 


val 


val 


Phe 


val 


Gly Asn 


Phe 


Leu 


Arg 


He 


Asn 






500 








505 






510 






Met val 


Ser 


Met 


Lys 


Leu 


Leu 


Ala 


Tyr 


Ala Met 


Asp 


Phe 


Trp 


Ser 


Lys 




ri r 

515 








con 












Gly Gin 


Leu 


Lys 


Ala 


Leu 


Phe 


Leu 


Glu 


His Glu 


Gly 


Tyr 


Phe 


Gly Ala 


530 








535 








540 










val Gly 


Ala 


Leu 


Leu 


Glu 


Leu 


Phe 


Lys 


Met Thr 


Asp 










545 








550 






555 
Page 
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<210> 9 
<211> 993 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Arg Pro val Ala Leu Leu Leu Leu Pro Ser Leu Leu Ala Leu Leu 

15 10 15 

Ala His Gly Leu Ser Leu Glu Ala Pro Thr val Gly Lys Gly Gin Ala 

20 25 30 

Pro Gly lie Glu Glu Thr Asp Gly Glu Leu Thr Ala Ala Pro Thr Pro 

35 40 45 

Glu Gin Pro Glu Arg Gly val His Phe val Thr Thr Ala Pro Thr Leu 

50 ~ 55 60 

Lys Leu Leu Asn His His Pro Leu Leu Glu Glu Phe Leu His Glu Gly 
65 70 75 80 

Leu Glu Lys Gly Asp Glu Glu Leu Arg Pro Ala Leu Ser Phe Gin Pro 

85 90 95 

Asp Pro Pro Ala Pro Phe Thr Pro Ser Ala Leu Pro Arg Leu Ala Asn 

100 105 110 

Gin Asp Ser Arg Pro val Phe Thr ser Pro Thr Pro Ala Met Gly Ala 

115 120 125 

val Pro Thr Gin Pro Gin ser Lys Glu Gly Pro Trp Ser Pro Glu Ser 

130 135 140 

Glu Ser Pro Met Leu Arg lie Thr Ala Pro Leu Pro Pro Gly Pro Ser 
145 150 155 160 

Met Ala val Pro Thr Leu Gly Pro Gly Glu lie Ala Ser Thr Thr Pro 

165 170 175 

pro Ser Arg Ala Trp Thr Pro Thr Gin Glu Gly Pro Gly Asp Met Gly 

180 185 190 

Arg Pro Trp val Ala Glu val val Ser Gin Gly Ala Gly lie Gly lie 

195 200 205 

Gin Gly Thr lie Thr Ser Ser Thr Ala Ser Gly Asp Asp Glu Glu Thr 

210 215 220 

Thr Thr Thr Thr Thr lie lie Thr Thr Thr lie Thr Thr val Gin Thr 
225 230 235 240 

pro Gly Pro Cys Ser Trp Asn Phe Ser Gly Pro Glu Gly Ser Leu Asp 

245 250 255 

ser Pro Thr Asp Leu Ser ser Pro Thr Asp val Gly Leu Asp Cys Phe 

260 265 270 

Phe Tyr lie ser val Tyr Pro Gly Tyr Gly val Glu lie Lys val Gin 

275 280 285 

Asn lie Ser Leu Arg Glu Gly Glu Thr val Thr val Glu Gly Leu Gly 

290 295 300 

Gly Pro Asp Pro Leu Pro Leu Ala Asn Gin Ser Phe Leu Leu Arg Gly 
305 310 315 320 

Gin val lie Arg Ser Pro Thr His Gin Ala Ala Leu Arg Phe Gin Ser 

325 330 335 

Leu Pro Pro Pro Ala Gly Pro Gly Thr Phe His Phe His Tyr Gin Ala 

340 345 350 

Tyr Leu Leu ser Cys His Phe Pro Arg Arg Pro Ala Tyr Gly Asp val 

355 360 365 

Thr Val Thr Ser Leu His Pro Gly Gly Ser Ala Arg Phe His Cys Ala 

370 375 380 

Thr Gly Tyr Gin Leu Lys Gly Ala Arg His Leu Thr Cys Leu Asn Ala 
385 390 " 395 400 

Thr Gin Pro Phe Trp Asp Ser Lys Glu Pro val Cys lie Ala Ala Cys 

405 410 415 

Gly Gly val lie Arg Asn Ala Thr Thr Gly Arg He val Ser Pro Gly 

420 425 430 

Phe Pro Gly Asn Tyr Ser Asn Asn Leu Thr Cys His Trp Leu Leu Glu 

435 440 445 

Ala Pro Glu Gly Gin Arg Leu His Leu His Phe Glu Lys val ser Leu 
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450 455 460 

Ala Glu Asp Asp Asp Arg Leu lie lie Arg Asn Gly Asp Asn val Glu 
465 470 475 480 

Ala Pro Pro val Tyr Asp Ser Tyr Glu val Glu Tyr Leu Pro lie Glu 

485 490 495 

Gly Leu Leu Ser Ser Gly Lys His Phe Phe val Glu Leu Ser Thr Asp 

500 505 510 

Ser Ser Gly Ala Ala Ala Gly Met Ala Leu Arg Tyr Glu Ala Phe Gin 

515 520 525 

Gin Gly His Cys Tyr Glu Pro Phe val Lys Tyr Gly Asn Phe Ser Ser 

530 535 540 

Ser Thr Pro Thr Tyr Pro Val Gly Thr Thr Val Glu Phe Ser Cys Asp 
545 550 555 560 

Pro Gly Tyr Thr Leu Glu Gin Gly Ser lie lie lie Glu Cys Val Asp 

565 570 575 

Pro His Asp Pro Gin Trp Asn Glu Thr Glu Pro Ala Cys Arg Ala val 

580 585 590 

Cys Ser Gly Glu lie Thr Asp Ser Ala Gly Val val Leu Pro Thr Glu 

595 600 605 

Pro Glu Pro Tyr Gly Arg Gly Gin Asp Ser lie Trp Gly val His Val 

610 615 620 

Glu Glu Asp Lys Arg lie Met Leu Asp lie Arg Val Leu Arg lie Gly 
625 630 635 640 

Pro Gly Asp val Leu Thr Phe Tyr Asp Gly Asp Asp Leu Thr Ala Arg 

645 650 655 

val Leu Gly Gin Tyr Ser Gly Pro Arg Ser His Phe Lys Leu Phe Thr 

660 665 670 

Ser Met Ala Asp Val Thr lie Gin Phe Gin Ser Asp Pro Gly Thr Ser 

675 680 685 

val Leu Gly Tyr Gin Gin Gly Phe val lie His Phe Phe Glu val Pro 

690 695 700 

Arg Asn Asp Thr Cys Pro Glu Leu Pro Glu lie Pro Asn Gly Trp Lys 
705 710 715 720 

Ser Pro Ser Gin Pro Glu Leu val His Gly Thr val val Thr Tyr Gin 

725 730 735 

Cys Tyr Pro Gly Tyr Gin Val val Gly Ser Ser val Leu Met Cys Gin 

740 745 750 

Trp Asp Leu Thr Trp Ser Glu Asp Leu Pro Ser Cys Gin Arg val Thr 

755 760 765 

Ser cys His Asp Pro Gly Asp val Glu His Ser Arg Arg Leu lie Ser 

770 775 780 

Ser Pro Lys Phe Pro val Gly Ala Thr val Gin Tyr lie Cys Asp Gin 
785 790 795 800 

Gly Phe Val Leu Met Gly Ser Ser lie Leu Thr Cys His Asp Arg Gin 

805 810 815 

Ala Gly Ser Pro Lys Trp Ser Asp Arg Ala Pro Lys Cys Leu Leu Glu 

820 825 830 

Gin Leu Lys Pro Cys His Gly Leu Ser Ala Pro Glu Asn Gly Ala Arg 

835 840 845 

Ser pro Glu Lys Gin Leu His Pro Ala Gly Ala Thr lie His Phe Ser 

850 855 860 

Cys Ala Pro Gly Tyr val Leu Lys Gly Gin Ala Ser lie Lys Cys val 
865 870 875 880 

Pro Gly His Pro Ser His Trp Ser Asp Pro Pro Pro lie Cys Arg Ala 

885 890 895 

Ala Ser Leu Asp Gly Phe Tyr Asn Ser Arg Ser Leu Asp Val Ala Lys 

900 905 910 

Ala Pro Ala Ala Ser Ser Thr Leu Asp Ala Ala His lie Ala Ala Ala 

915 920 925 

lie Phe Leu Pro Leu Val Ala Met val Leu Leu val Gly Gly val Tyr 

930 935 940 

Phe Tyr Phe Ser Arg Leu Gin Gly Lys Ser Ser Leu Gin Leu Pro Arg 
945 950 955 960 
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Pro Arg Pro Arg Pro Tyr Asn Arg lie Thr lie Glu Ser Ala Phe Asp 

965 970 975 

Asn Pro Thr Tyr Glu Thr Gly Ser Leu Ser Phe Ala Gly Asp Glu Arg 
980 985 990 

He 



<210> 10 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Glu Lys Ala Leu Ala Leu Thr Gly Asn Gin Gly lie Glu Ala Ala Met 

1 5 10 15 

Asp Trp Leu Met Glu His Glu Asp Asp Pro Asp val Asp Glu Pro Leu 

20 25 30 

Glu Thr Pro Leu val Thr Tyr Pro Gly Glu Pro Thr Ser Ser Glu Gin 

35 40 45 

Gly Gly Leu Glu Gly Ser Gly Ser Ala Ala Gly Glu Gly Lys Pro Ala 

50 55 60 

Leu Ser Glu Glu Glu Arg Gin Glu Gin Thr Lys Arg Met Leu Glu Leu 
65 70 75 80 

Val Ala Gin Lys Gin Arg Glu Arg Glu Glu Arg Glu Glu Arg Glu Ala 

85 " 90 95 

Leu Glu Arg Glu Arg Gin Arg Arg Arg Gin Gly Gin Glu Leu Ser Ala 

100 " 105 110 

Ala Arg Gin Arg Leu Gin Glu Asp Glu Met Arg Arg Ala Ala Glu Glu 

115 120 125 

Arg Arg Arg Glu Lys Ala Glu Glu Leu Ala Ala Arg Gin Arg val Arg 

130 " ' 135 140 

Glu Lys lie Glu Arg Asp Lys Ala Glu Arg Ala Lys Lys Tyr Gly Gly 
145 150 155 160 

Ser val Gly Ser Gin Pro Pro Pro val Ala Pro Glu Pro Gly Pro val 

165 170 175 

Pro Ser Ser Pro Ser Gin Glu Pro Pro Pro Lys Arg Glu Tyr Asp Gin 

180 185 190 

cys Arg lie Gin Val Arg Leu Pro Asp Gly Thr ser Leu Thr Gin Thr 

195 200 205 

Phe Arg Ala Arg Glu Gin Leu Ala Ala Val Arg Leu Tyr Val Glu Leu 

210 ~ 215 220 

His Arg Gly Glu Glu Leu Gly Gly Gly Gin Asp Pro val Gin Leu Leu 
225 230 235 240 

Ser Gly Phe Pro Arg Arg Ala Phe Ser Glu Ala Asp Met Glu Arg Pro 

245 250 255 

Leu Gin Glu Leu Gly Leu val Pro Ser Ala val Leu lie val Ala Lys 

260 265 270 

Lys Cys Pro Ser 
275 

<210> 11 
<211> 241 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Ser Leu His Leu Ser Glu Arg Ala Asp Trp Gin Tyr Ser Gin Arg Glu 

1 5 10 15 

Leu Asp Ala val Glu val Phe Phe Ser Arg Thr Ala Arg Asp Asn Arg 

20 25 30 

Leu Gly Cys Met Phe val Arg Cys Ala Pro Ser Ser Arg Tyr Thr Leu 

35 40 45 

Leu Phe Ser His Gly Asn Ala val Asp Leu Gly Gin Met Cys Ser Phe 
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GC773-2-seqlist 
50 55 60 

Tyr lie Gly Leu Gly Ser Arg lie Asn Cys Asn lie Phe Ser Tyr Asp 
65 70 75 80 

Tyr Ser Gly Tyr Gly Val Ser Ser Gly Lys Pro Ser Glu Lys Asn Leu 

85 90 95 

Tyr Ala Asp lie Asp Ala Ala Trp Gin Ala Leu Arg Thr Arg Tyr Gly 

100 105 110 

val Ser Pro Glu Asn lie lie Leu Tyr Gly Gin Ser lie Gly Thr val 

115 120 125 

pro Thr val Asp Leu Ala Ser Arg Tyr Glu Cys Ala Ala val lie Leu 

130 135 140 

His Ser Pro Leu Met ser Gly Leu Arg val Ala Phe Pro Asp Thr Arg 
145 150 155 160 

Lys Thr Tyr Cys Phe Asp Ala Phe Pro Ser lie Asp Lys lie Ser Lys 

165 170 175 

Val Thr Ser Pro Val Leu Val lie His Gly Thr Glu Asp Glu val lie 

180 185 190 

Asp Phe Ser His Gly Leu Ala Met Tyr Glu Arg Cys Pro Arg Ala val 

195 200 205 

Glu Pro Leu Trp val Glu Gly Ala Gly His Asn Asp lie Glu Leu Tyr 

210 215 220 

Ala Gin Tyr Leu Glu Arg Leu Lys Gin Phe lie His Glu Leu Pro Asn 
225 230 235 240 

Ser 

<210> 12 

<211> 420 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Thr Met Glu Lys Gly Met Ser Ser Gly Glu Gly Leu Pro Ser Arg 

1 5 10 15 

Ser Ser Gin val Ser Ala Gly Lys lie Thr Ala Lys Glu Leu Glu Thr 

20 25 30 

Lys Gin Ser Tyr Lys Glu Lys Arg Gly Gly Phe val Leu val His Ala 

35 40 45 

Gly Ala Gly Tyr His Ser Glu Ser Lys Ala Lys Glu Tyr Lys His val 

50 55 60 

Cys Lys Arg Ala Cys Gin Lys Ala lie Glu Lys Leu Gin Ala Gly Ala 
65 70 75 80 

Leu Ala Thr Asp Ala val Thr Ala Ala Leu val Glu Leu Glu Asp ser 

85 90 95 

Pro Phe Thr Asn Ala Gly Met Gly Ser Asn Leu Asn Leu Leu Gly Glu 

100 105 110 

lie Glu Cys Asp Ala Ser lie Met Asp Gly Lys Ser Leu Asn Phe Gly 

115 120 125 

Ala Val Gly Ala Leu Ser Gly lie Lys Asn Pro Val Ser val Ala Asn 

130 135 140 

Arg Leu Leu Cys Glu Gly Gin Lys Gly Lys Leu Ser Ala Gly Arg lie 
145 * 150 155 160 

Pro Pro Cys Phe Leu Val Gly Glu Gly Ala Tyr Arg Trp Ala Val Asp 

165 170 175 

His Gly lie Pro Ser Cys Pro Pro Asn lie Met Thr Thr Arg Phe Ser 

180 185 190 

Leu Ala Ala Phe Lys Arg Asn Lys Arg Lys Leu Glu Leu Ala Glu Arg 

195 200 205 

val Asp Thr Asp Phe Met Gin Leu Lys Lys Arg Arg Gin Ser Ser Glu 

210 215 220 

Lys Glu Asn Asp Ser Gly Thr Leu Asp Thr val Gly Ala val Val val 
225 230 235 240 

Asp His Glu Gly Asn Val Ala Ala Ala val Ser Ser Gly Gly Leu Ala 
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245 250 255 

Leu Lys His Pro Gly Arg val Gly Gin Ala Ala Leu Tyr Gly Cys Gly 

260 265 270 

Cys Trp Ala Glu Asn Thr Gly Ala His Asn Pro Tyr Ser Thr Ala val 

275 280 285 

Ser Thr Ser Gly Cys Gly Glu His Leu Val Arg Thr lie Leu Ala Arg 

290 295 300 

Glu Cys Ser His Ala Leu Gin Ala Glu Asp Ala His Gin Ala Leu Leu 
305 310 315 320 

Glu Thr Met Gin Asn Lys Phe lie ser Ser Pro Phe Leu Ala Ser Glu 

325 330 335 

Asp Gly val Leu Gly Gly val lie val Leu Arg Ser Cys Arg Cys Ser 

340 345 ~ 350 

Ala Glu Pro Asp Ser Ser Gin Asn Lys Gin Thr Leu Leu Val Glu Phe 

355 360 365 

Leu Trp Ser His Thr Thr Glu Ser Met Cys Val Gly Tyr Met Ser Ala 

370 375 380 

Gin Asp Gly Lys Ala Lys Thr His lie Ser Arg Leu Pro Pro Gly Ala 
385 390 395 400 

val Ala Gly Gin Ser val Ala lie Glu Gly Gly val Cys Arg Leu Glu 
405 410 415 

Ser Pro val Asn 
420 

<210> 13 
<211> 381 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Lys lie Lys Asp Cys Tyr Gly Leu Gly Ser Gly Gin Asn His Phe lie 

1 5 10 15 

Lys Asp Ser Gin Trp Glu Gin Gin Ala Glu lie Phe Asn Ala Ser Tyr 

20 25 30 

Lys Lys Tyr Leu Asp Arg Glu Trp Glu Glu Glu Pro Leu Ser Thr Ala 

35 40 45 

Thr Phe Tyr Phe Leu Leu Pro Ser Cys Leu Phe Ala Met Pro Pro Glu 

50 55 60 

val Lys Gly Pro Ser Gly Met Ala Cys Val Leu Gly lie His Trp Thr 
65 ' 70 75 80 

Arg Ser His Asn Phe Phe Leu Tyr Ser Leu Asn Arg Thr Leu Lys Asp 

85 90 95 

Lys Ala Asp Pro Glu Gly val Trp Pro Cys Ala Ala Pro lie Ala Val 

100 105 110 

Ser Gin Leu Ser Cys Ser Ser ser Tyr Leu val Leu Ala Cys Glu Asp 

115 * 120 125 

Gly Val Leu Thr Leu Trp Asp Leu Ala Lys Gly Phe Pro Leu Gly Val 

130 135 140 

Ala Ala Leu Pro Gin Gly Cys Phe Cys Gin Ser lie His Phe Leu Lys 
145 150 155 160 

Tyr Phe Ser Val His Lys Gly Gin Asn Met Tyr Pro Glu Gly Gin val 

165 * 170 175 

Lys Ser Gin Met Lys Cys Val val Leu Cys Thr Asp Ala Ser Leu His 

180 185 190 

Leu val Glu Ala Ser Gly Thr Gin Gly Pro Thr lie Ser val Leu Val 

195 ' 200 205 

Glu Arg Pro val Lys His Leu Asp Lys Thr lie Cys Ala Val Ala Pro 

210 215 220 

val Pro Ala Leu Pro Gly Met Val Leu lie Phe Ser Lys Asn Gly Ser 
225 230 235 240 

val Cys Leu Met Asp val Ala Lys Arg Glu lie lie Cys Ala Phe Ala 

245 250 255 

Pro Pro Gly Ala Phe Pro Leu Glu Val Pro Trp Lys Pro Val Phe Ala 
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260 265 270 

val Ser Pro Asp His Pro Cys Phe Leu Leu Arg Gly Asp Tyr Ser His 

275 280 " 285 

Glu Thr Ala Ser Thr Asp Asp Ala Gly lie Gin Tyr Ser val Phe Tyr 

290 295 300 

Phe Asn Phe Glu Ala Cys Pro Leu Leu Glu Asn lie Ser Lys Asn Cys 
305 310 315 320 

Thr lie Pro Gin Arg Asp Leu Asp Asn Met Ala Phe Pro Gin Ala Leu 

325 330 335 

pro Leu Glu Lys Arg Cys Glu Arg Phe Leu Gin Lys Ser Tyr Arg Lys 

340 345 350 

Leu Glu Lys Asn Pro Glu Lys Glu Glu Glu His Trp Ala Arg Leu Gin 

355 360 365 

Arg Tyr ser Leu Ser Leu Gin Arg Glu Asn Phe Lys Lys 
370 375 380 

<210> 14 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Gly Lys Gly Tyr Tyr Leu Lys Gly Lys lie Gly Lys val Pro val 

1 5 10 15 

Arg Phe Leu val Asp Ser Gly Ala Gin val Ser val val His Pro Asn 

20 25 30 

Leu Trp Glu Glu val Thr Asp Gly Asp Leu Asp Thr Leu Gin Pro Phe 

35 40 45 

Glu Asn val val Lys val Ala Asn Gly Ala Glu Met Lys lie Leu Gly 

50 55 60 

val Trp Asp Thr Ala val Ser Leu Gly Lys Leu Lys Leu Lys Ala Gin 
65 ' 70 75 80 

Phe Leu val Ala Asn Ala Ser Ala Glu Glu Ala lie lie Gly Thr Asp 

85 90 95 

Leu Gin Asp His Asn Ala lie Leu Asp Phe Glu His 
100 105 

<210> 15 

<211> 522 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Met Ser Phe lie Cys Gly Leu Gin Ser Ala Ala Arg Asn His val Phe 

1 5 10 15 

Phe Arg Phe Asn ser Leu Ser Asn Trp Arg Lys Cys Asn Thr Leu Ala 

20 25 30 

Ser Thr Ser Arg Gly Cys His Gin Val Gin Val Asn His lie val Asn 

35 40 45 

Lys Tyr Gin Gly Leu Gly val Asn Gin cys Asp Arg Trp Ser Phe Leu 

50 55 60 

Pro Gly Asn Phe His Phe Tyr Ser Thr Phe Asn Asn Lys Arg Thr Gly 
65 70 75 80 

Gly Leu Ser ser Thr Lys Ser Lys Glu lie Trp Arg lie Thr Ser Lys 

85 90 " 95 

Cys Thr Val Trp Asn Asp Ala Phe Ser Arg Gin Leu Leu lie Lys Glu 

100 105 110 

val Thr Ala val Pro Ser Leu Ser val Leu His Pro Leu Ser Pro Ala 

115 120 125 

Ser lie Arg Ala lie Arg Asn Phe His Thr ser Pro Arg Phe Gin Ala 

130 135 140 

Ala Pro val Pro Leu Leu Leu Met lie Leu Lys Pro val Gin Lys Leu 
145 150 155 160 
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GC773-2-seqlist 

Phe Ala lie lie val Gly Arg Gly lie Arg Lys Trp Trp Gin Ala Leu 

165 ~ 170 175 

pro Pro Asn Lys Lys Glu val val Lys Glu Asn lie Arg Lys Asn Lys 

180 185 190 

Trp Lys Leu Phe Leu Gly Leu Ser Ser Phe Gly Leu Leu Phe Val val 

195 200 205 

Phe Tyr Phe Thr His Leu Glu Val Ser Pro lie Thr Gly Arg Ser Lys 

210 215 220 

Leu Leu Leu Leu Gly Lys Glu Gin Phe Arg Leu Leu Ser Glu Leu Glu 
225 230 235 240 

Tyr Glu Ala Trp Met Glu Glu Phe Lys Asn Asp Met Leu Thr Glu Lys 

245 250 255 

Asp Ala Arg Tyr Leu Ala val Lys Glu val Leu Cys His Leu lie Glu 

260 265 270 

Cys Asn Lys Asp val Pro Gly lie Ser Gin lie Asn Trp val lie His 

275 280 285 

val val Asp Ser Pro lie lie Asn Ala Phe val Leu Pro Asn Gly Gin 

290 295 300 

Met Phe val Phe Thr Gly Phe Leu Asn Ser Val Thr Asp lie His Gin 
305 310 315 320 

Leu Ser Phe Leu Leu Gly His Glu lie Ala His Ala Val Leu Gly His 

325 330 335 

Ala Ala Glu Lys Ala Gly Met Val His Leu Leu Asp Phe Leu Gly Met 

340 345 350 

lie Phe Leu Thr Met lie Trp Ala lie Cys Pro Arg Asp Ser Leu Ala 

355 360 365 

Leu Leu Cys Gin Trp lie Gin Ser Lys Leu Gin Glu Tyr Met Phe Asn 

370 375 380 

Arg Pro Tyr ser Arg Lys Leu Glu Ala Glu Ala Asp Lys lie Gly Leu 
385 390 395 400 

Leu Leu Ala Ala Lys Ala Cys Ala Asp lie Arg Ala Ser Ser val Phe 

405 410 415 

Trp Gin Gin Met Glu Phe val Asp Ser Leu His Gly Gin Pro Lys Met 

420 425 430 

Pro Glu Trp Leu Ser Thr His Pro Ser His Gly Asn Arg Val Glu Tyr 

435 440 445 

Leu Asp Arg Leu lie Pro Gin Ala Leu Lys lie Arg Glu Met Cys Asn 

450 455 460 

Cys Pro Pro Leu Ser Asn Pro Asp Pro Arg Leu Leu Phe Lys Leu Ser 
465 470 475 480 

Thr Lys His Phe Leu Glu Glu Ser Glu Lys Glu Asp Leu Asn lie Thr 

485 490 495 

Lys Lys Gin Lys Met Asp Thr Leu Pro lie Gin Lys Gin Glu Gin lie 

500 505 510 

Pro Leu Thr Tyr lie Val Glu Lys Arg Thr 
515 520 

<210> 16 

<211> 285 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Asn Asn Leu Ser Phe Ser Glu Leu Cys Cys Leu Phe Cys Cys Pro 
1 5 10 15 

Pro cys Pro Gly Lys lie Ala ser Lys Leu Ala Phe Leu Pro Pro Asp 

20 25 30 

Pro Thr Tyr Thr Leu Met Cys Asp Glu Ser Gly Ser Arg Trp Thr Leu 

35 40 45 

His Leu Ser Glu Arg Ala Asp Trp Gin Tyr ser Ser Arg Glu Lys Asp 

50 55 60 

Ala lie Glu Cys Phe Met Thr Arg Thr Ser Lys Gly Asn Arg lie Ala 
65 70 75 " 80 
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Cys Met Phe val Arg Cys Ser Pro Asn Ala Lys Tyr Thr Leu Leu Phe 

85 90 95 

Ser His Gly Asn Ala val Asp Leu Gly Gin Met Ser Ser Phe Tyr lie 

100 105 110 

Gly Leu Gly Ser Arg lie Asn Cys Asn lie Phe Ser Tyr Asp Tyr Ser 

115 120 125 

Gly Tyr Gly Ala Ser Ser Gly Lys Pro Thr Glu Lys Asn Leu Tyr Ala 

130 135 140 

Asp lie Glu Ala Ala Trp Leu Ala Leu Arg Thr Arg Tyr lie Arg Pro 
145 150 155 160 

Glu Asn val lie lie Tyr Gly Gin Ser lie Gly Thr val Pro Ser val 

165 170 175 

Asp Leu Ala Ala Arg Tyr Glu Ser Ala Ala val lie Leu His Ser Pro 

180 185 190 

Leu Thr Ser Gly Met Arg val Ala Phe Pro Asp Thr Lys Lys Thr Tyr 

195 ~ 200 205 

Cys Phe Asp Ala Phe Pro Asn lie Asp Lys lie Ser Lys lie Thr Ser 

210 215 220 

Pro val Leu lie lie His Gly Thr Glu Asp Glu Val lie Asp Phe Ser 
225 230 235 240 

His Gly Leu Ala Leu Phe Glu Arg Cys Gin Arg Pro Val Glu Pro Leu 

245 250 255 

Trp val Glu Gly Ala Gly His Asn Asp val Glu Leu Tyr Gly Gin Tyr 

260 265 270 

Leu Glu Arg Leu Lys Gin Phe Val Ser Gin Glu Leu val 
275 280 285 

<210> 17 

<211> 1513 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Gly Ser Gly Cys Leu Gly Ala Glu Lys Arg Glu Gly Lys Asn Arg Trp 

1 5 10 15 

Gin Gly Glu Ala ser Met Glu Arg Leu Leu Ala Gin Leu Cys Gly Ser 

20 25 30 

Ser Ala Ala Trp Pro Leu Pro Leu Trp Glu Gly Asp Thr Thr Gly His 

35 40 45 

Cys Phe Thr Gin Leu val Leu Ser Ala Leu Pro His Ala Leu Leu Ala 

50 55 60 

val Leu Ser Ala Cys Tyr Leu Gly Thr Pro Arg Ser Pro Asp Tyr lie 
65 70 75 80 

Leu Pro Cys Ser Pro Gly Trp Arg Leu Arg Leu Ala Ala Ser Phe Leu 

85 " 90 95 

Leu Ser Val Phe Pro Leu Leu Asp Leu Leu Pro Val Ala Leu Pro Pro 

100 105 110 

Gly Ala Gly Pro Gly Pro lie Gly Leu Glu val Leu Ala Gly Cys val 

115 * 120 125 

Ala Ala val Ala Trp lie Ser His Ser Leu Ala Leu Trp val Leu Ala 

130 135 140 

His Ser Pro His Gly His Ser Arg Gly Pro Leu Ala Leu Ala Leu val 
145 150 " * 155 160 

Ala Leu Leu Pro Ala Pro Ala Leu val Leu Thr val Leu Trp His Cys 

165 170 175 

Gin Arg Gly Thr Leu Leu Pro Pro Leu Leu Pro Gly Pro Met Ala Arg 

180 185 190 

Leu Cys Leu Leu lie Leu Gin Leu Ala Ala Leu Leu Ala Tyr Ala Leu 

195 200 205 

Gly Trp Ala Ala Pro Gly Gly Pro Arg Glu Pro Trp Ala Gin Glu Pro 

210 215 220 

Leu Leu Pro Glu Asp Gin Glu Pro Glu val Ala Glu Asp Gly Glu Ser 
225 230 235 240 
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Trp Leu Ser Arg Phe Ser Tyr Ala Trp Leu Ala Pro Leu Leu Ala Arg 

245 250 255 

Gly Ala Cys Gly Glu Leu Arg Gin Pro Gin Asp lie Cys Arg Leu Pro 

260 265 270 

His Arg Leu Gin Pro Thr Tyr Leu Ala Arg Val Phe Gin Ala His Trp 

275 280 285 

Gin Glu Gly Ala Arg Leu Trp Arg Ala Leu Tyr Gly Ala Phe Gly Arg 

290 ' 295 300 

Cys Tyr Leu Ala Leu Gly Leu Leu Lys Leu val Gly Thr Met Leu Gly 
305 310 315 320 

Phe Ser Gly Pro Leu Leu Leu Ser Leu Leu val Gly Phe Leu Glu Glu 

325 330 335 

Gly Gin Glu Pro Leu Ser His Gly Leu Leu Tyr Ala Leu Gly Leu Ala 

340 345 350 

Gly Gly Ala val Leu Gly Ala val Leu Gin Asn Gin Tyr Gly Tyr Glu 

355 360 365 

val Tyr Lys val Thr Leu Gin Ala Arg Gly Ala val Leu Asn lie Leu 

370 375 380 

Tyr Cys Lys Ala Leu Gin Leu Gly Pro Ser Arg Pro Pro Thr Gly Glu 
385 390 395 400 

Ala Leu Asn Leu Leu Gly Thr Asp Ser Glu Arg Leu Leu Asn Phe Ala 

405 410 415 

Gly Ser Phe His Glu Ala Trp Gly Leu Pro Leu Gin Leu Ala lie Thr 

420 425 430 

Leu Tyr Leu Leu Tyr Gin Gin val Gly Val Ala Phe Val Gly Gly Leu 

435 * 440 445 

lie Leu Ala Leu Leu Leu val Pro val Asn Lys val lie Ala Thr Arg 

450 455 460 

lie Met Ala Ser Asn Gin Glu Met Leu Gin His Lys Asp Ala Arg Val 
465 470 475 480 

Lys Leu val Thr Glu Leu Leu Ser Gly lie Arg Val lie Lys Phe Cys 

485 490 495 

Gly Trp Glu Gin Ala Leu Gly Ala Arg val Glu Ala Cys Arg Ala Arg 

500 ' 505 510 

Glu Leu Gly Arg Leu Arg val lie Lys Tyr Leu Asp Ala Ala Cys val 

515 520 525 

Tyr Leu Trp Ala Ala Leu Pro val val lie Ser lie val lie Phe lie 

530 535 540 

Thr Tyr val Leu Met Gly His Gin Leu Thr Ala Thr Lys val Phe Thr 
545 550 555 560 

Ala Leu Ala Leu val Arg Met Leu lie Leu Pro Leu Asn Asn Phe Pro 

565 570 575 

Trp val lie Asn Gly Leu Leu Glu Ala Lys val Ser Leu Asp Arg lie 

580 585 590 

Gin Leu Phe Leu Asp Leu Pro Asn His Asn Pro Gin Ala Tyr Tyr Ser 

595 600 605 

Pro Asp Pro Pro Ala Glu Pro ser Thr val Leu Glu Leu His Gly Ala 

610 615 620 

Leu Phe Ser Trp Asp Pro val Gly Thr Ser Leu Glu Thr Phe lie Ser 
625 630 635 640 

His Leu Glu val Lys Lys Gly Met Leu val Gly lie val Gly Lys val 

645 * 650 655 

Gly Cys Gly Lys Ser Ser Leu Leu Ala Ala lie Ala Gly Glu Leu His 

660 665 670 

Arg Leu Arg Gly His Val Ala val Arg Gly Leu Ser Lys Gly Phe Gly 

675 680 ~ 685 

Leu Ala Thr Gin Glu Pro Trp lie Gin Phe Ala Thr lie Arg Asp Asn 

690 695 700 

lie Leu Phe Gly Lys Thr Phe Asp Ala Gin Leu Tyr Lys Glu Val Leu 
705 710 715 720 

Glu Ala Cys Ala Leu Asn Asp Asp Leu Ser lie Leu Pro Ala Gly Asp 

725 730 735 

Gin Thr Glu val Gly Glu Lys Gly val Thr Leu Ser Gly Gly Gin Arg 
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740 745 750 

Ala Arg lie Ala Leu Ala Arg Ala val Tyr Gin Glu Lys Glu Leu Tyr 

755 760 765 

Leu Leu Asp Asp Pro Leu Ala Ala val Asp Ala Asp val Ala Asn His 

770 775 780 

Leu Leu His Arg Cys lie Leu Gly Met Leu Ser Tyr Thr Thr Arg Leu 
785 790 795 800 

Leu Cys Thr His Arg Thr Glu Tyr Leu Glu Arg Ala Asp Ala Val Leu 

805 810 815 

Leu Met Glu Ala Gly Arg Leu lie Arg Ala Gly Pro Pro Ser Glu lie 

820 825 830 

Leu Pro Leu val Gin Ala val Pro Lys Ala Trp Ala Glu Asn Gly Gin 

835 840 845 

Glu Ser Asp Ser Ala Thr Ala Gin Ser val Gin Asn Pro Glu Lys Thr 

850 855 860 

Lys Glu Gly Leu Glu Glu Glu Gin Ser Thr Ser Gly Arg Leu Leu Gin 
865 870 875 880 

Glu Glu ser Lys Lys Glu Gly Ala val Ala Leu His val Tyr Gin Ala 

885 890 895 

Tyr Trp Lys Ala Val Gly Gin Gly Leu Ala Leu Ala lie Leu Phe Ser 

900 905 910 

Leu Leu Leu Met Gin Ala Thr Arg Asn Ala Ala Asp Trp Trp Leu Ser 

915 920 925 

His Trp lie Ser Gin Leu Lys Ala Glu Asn Ser Ser Gin Glu Ala Gin 

930 935 940 

pro Ser Thr Ser Pro Ala Ser Met Gly Leu Phe Ser Pro Gin Leu Leu 
945 950 955 960 

Leu Phe Ser Pro Gly Asn Leu Tyr lie Pro Val Phe Pro Leu Pro Lys 

965 970 975 

Ala Ala Pro Asn Gly Ser Ser Asp lie Arg Phe Tyr Leu Thr val Tyr 

980 985 990 

Ala Thr lie Ala Gly val Asn Ser Leu Cys Thr Leu Leu Arg Ala Val 

995 1000 1005 

Leu Phe Ala Ala Gly Thr Leu Gin Ala Ala Ala Thr Leu His Arg Arg 

1010 1015 1020 

Leu Leu His Arg val Leu Met Ala Pro val Thr Phe Phe Asn Ala Thr 
1025 ^ 1030 1035 1040 

Pro Thr Gly Arg lie Leu Asn Arg Phe Ser Ser Asp val Ala Cys Ala 

1045 1050 1055 

Asp Asp Ser Leu Pro Phe lie Leu Asn lie Leu Leu Ala Asn Ala Ala 

1060 1065 1070 

Gly Leu Leu Gly Leu Leu Ala val Leu Gly Ser Gly Leu Pro Trp Leu 

1075 1080 1085 

Leu Leu Leu Leu Pro Pro Leu ser lie Met Tyr Tyr His val Gin Arg 

1090 1095 1100 

His Tyr Arg Ala Ser ser Arg Glu Leu Arg Arg Leu Gly Ser Leu Thr 
1105 " 1110 1115 1120 

Leu ser Pro Leu Tyr ser His Leu Ala Asp Thr Leu Ala Gly Leu Ser 

1125 1130 1135 

Val Leu Arg Ala Thr Gly Ala Thr Tyr Arg Phe Glu Glu Glu Asn Leu 

1140 ' 1145 1150 

Arg Leu Leu Glu Leu Asn Gin Arg Cys Gin Phe Ala Thr Ser Ala Thr 

1155 1160 1165 

Met Gin Trp Leu Asp lie Arg Leu Gin Leu Met Gly Ala Ala val val 

1170 1175 1180 

Ser Ala lie Ala Gly lie Ala Leu val Gin His Gin Gin Gly Leu Ala 
1185 1190 1195 1200 

Asn Pro Gly Leu val Gly Leu Ser Leu ser Tyr Ala Leu Ser Leu Thr 

1205 1210 1215 

Gly Leu Leu ser Gly Leu val Ser Ser Phe Thr Gin Thr Glu Ala Met 

1220 1225 1230 

Leu val Ser val Glu Arg Leu Glu Glu Tyr Thr Cys Asp Leu Pro Gin 
1235 1240 1245 
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Glu Pro Gin Gly Gin Pro Leu Gin Leu Gly Thr Gly Trp Leu Thr Gin 

1250 1255 1260 

Gly Gly val Glu Phe Gin Asp val val Leu Ala Tyr Arg Pro Gly Leu 
1265 1270 1275 1280 

Pro Asn Ala Leu Asp Gly Val Thr Phe Cys Val Gin Pro Gly Glu Lys 

1285 1290 1295 

Leu Gly lie val Gly Arg Thr Gly Ser Gly Lys Ser Ser Leu Leu Leu 

1300 1305 1310 

val Leu Phe Arg Leu Leu Glu Pro Ser Ser Gly Arg val Leu Leu Asp 

1315 1320 1325 

Gly val Asp Thr Ser Gin Leu Glu Leu Ala Gin Leu Arg Ser Gin Leu 

1330 1335 1340 

Ala lie lie Pro Gin Glu Pro Phe Leu Phe Ser Gly Thr val Arg Glu 
1345 1350 1355 1360 

Asn Leu Asp Pro Gin Gly Leu His Lys Asp Arg Ala Leu Trp Gin Ala 

1365 1370 1375 

Leu Lys Gin Cys His Leu Ser Glu val lie Thr Ser Met Gly Gly Leu 

1380 1385 1390 

Asp Gly Glu Leu Gly Glu Gly Gly Arg Ser Leu Ser Leu Gly Gin Arg 

1395 1400 1405 

Gin Leu Leu Cys Leu Ala Arg Ala Leu Leu Thr Asp Ala Lys lie Leu 

1410 * 1415 1420 

Cys lie Asp Glu Ala Thr Ala Ser val Asp Gin Lys Thr Asp Gin Leu 
1425 1430 1435 1440 

Leu Gin Gin Thr lie Cys Lys Arg Phe Ala Asn Lys Thr val Leu Thr 

1445 " 1450 1455 

lie Ala His Arg Leu Asn Thr lie Leu Asn Ser Asp Arg val Leu val 

1460 1465 1470 

Leu Gin Ala Gly Arg val val Glu Leu Asp Ser Pro Ala Thr Leu Arg 

1475 " 1480 1485 

Asn Gin Pro His Ser Leu Phe Gin Gin Leu Leu Gin Ser Ser Gin Gin 

1490 1495 1500 

Gly val Pro Ala Ser Leu Gly Gly Pro 
1505 1510 

<210> 18 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Ala Ala val Arg Val Leu Val Ala Ser Arg Leu Ala Ala Ala Ser 

1 5 10 15 

Ala Phe Thr Ser Leu Ser Pro Gly Gly Arg Thr Pro Ser Gin Arg Ala 

20 25 30 

Ala Leu His Leu ser val Pro Arg Pro Ala Ala Arg val Ala Leu val 

35 40 45 

Leu Ser Gly Cys Gly val Tyr Asp Gly Thr Glu lie His Glu Ala Ser 

50 55 60 

Ala lie Leu val His Leu Ser Arg Gly Gly Ala Glu val Gin lie Phe 
65 70 75 80 

Ala Pro Asp val Pro Gin Met His val lie Asp His Thr Lys Gly Gin 

85 90 95 

Pro Ser Glu Gly Glu Ser Arg Asn Val Leu Thr Glu Ser Ala Arg lie 

100 " 105 110 

Ala Arg Gly Lys lie Thr Asp Leu Ala Asn Leu Ser Ala Ala Asn His 

115 120 125 

Asp Ala Ala lie Phe Pro Gly Gly Phe Gly Ala Ala Lys Asn Leu Ser 

130 135 " 140 

Thr Phe Ala val Asp Gly Lys Asp Cys Lys val Asn Lys Glu val Glu 
145 150 155 160 

Arg Val Leu Lys Glu Phe His Gin Ala Gly Lys Pro lie Gly Leu Cys 
165 170 175 
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St 






Cys 


He 


Ala Pro 


val 


Leu 


Ala Ala 


Lys 


val Leu Arg 


Gly val 


Glu 


val 




180 








185 


190 






Thr 


val 


Gly His Glu 


Gin 


Glu Glu 


Gly 


Gly Lys Trp 


Pro Tyr 


Ala Gly 






195 






200 


205 






Thr 


Ala 


Glu Ala 


lie 


Lys 


Ala Leu 


Gly 


Ala Lys His 


Cys val 


Lys 


Glu 




210 






215 


220 








val 


Ser 


Leu Arg 


Ser 


val 


Leu Gly 


Gly 


Phe Phe Arg 


Asn Ser 


Ala 


His 


225 






230 


235 






240 


Glu 


Ala 


His val 


Asp 


Gin 


Lys Asn 


Lys 


val val Thr 


Thr Pro 


Ala 


Phe 








245 




250 




255 




Met 


Cys 


Glu Thr 


Ala 


Leu His Tyr 


lie 


His Asp Gly 


lie Gly 


Ala 


Met 




260 








265 


270 






val 


Arg 


Lys val 


Leu 


Glu 


Leu Thr 


Gly 


Lys 










275 






280 













<210> 19 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Met Ala Glu Leu Thr Ala Leu Glu Ser Leu lie Glu Met Gly Phe Pro 

15 10 15 

Arg Gly Arg Ala Glu Lys Ala Leu Ala Leu Thr Gly Asn Gin Gly lie 

20 25 30 

Glu Ala Ala Met Asp Trp Leu Met Glu His Glu Asp Asp Pro Asp val 

35 40 45 

Asp Glu Pro Leu Glu Thr Pro Leu Gly His lie Leu Gly Arg Glu Pro 

50 55 60 

Thr ser ser Glu Gin Gly Gly Leu Glu Gly Ser Gly Ser Ala Ala Gly 
65 70 75 80 

Glu Gly Lys Pro Ala Leu Ser Glu Glu Glu Arg Gin Glu Gin Thr Lys 

85 90 ~ 95 

Arg Met Leu Glu Leu val Ala Gin Lys Gin Arg Glu Arg Glu Glu Arg 

100 105 110 

Glu Glu Arg Glu Ala Leu Glu Arg Glu Arg Gin Arg Arg Arg Gin Gly 

115 120 125 

Gin Glu Leu Ser Ala Ala Arg Gin Arg Leu Gin Glu Asp Glu Met Arg 

130 135 140 

Arg Ala Ala Glu Glu Arg Arg Arg Glu Lys Ala Glu Glu Leu Ala Ala 
145 150 155 160 

Arg Gin Arg val Arg Glu Lys lie Glu Arg Asp Lys Ala Glu Arg Ala 

165 170 175 

Lys Lys Tyr Gly Gly Ser val Gly Ser Gin Pro Pro Pro val Ala Pro 

180 185 190 

Glu Pro Gly Pro val Pro ser Ser Pro Ser Gin Glu Pro Pro Thr Lys 

195 200 205 

Arg Glu Tyr Asp Gin Cys Arg lie Gin val Arg Leu Pro Asp Gly Thr 

210 215 220 

Ser Leu Thr Gin Thr Phe Arg Ala Arg Glu Gin Leu Ala Ala val Arg 
225 230 235 240 

Leu Tyr val Glu Leu His Arg Gly Glu Glu Leu Gly Gly Gly Gin Asp 

245 250 255 

Pro val Gin Leu Leu Ser Gly Phe Pro Arg Arg Ala Phe Ser Glu Ala 

260 265 270 

Asp Met Glu Arg Pro Leu Gin Glu Leu Gly Leu val Pro Ser Ala val 

275 " 280 285 

Leu lie val Ala Lys Lys Cys Pro Ser 
290 295 

<210> 20 
<211> 221 
<212> PRT 
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<213> Homo sapiens 
<400> 20 

Gin val Lys Leu Lys lie Pro Phe Gly Asn Lys Leu Leu Asp Ala Val 

1 5 10 15 

Cys Leu val Pro Asn Lys Ser Leu Thr Tyr Gly lie lie Leu Thr His 

20 25 30 

Gly Ala ser Gly Asp Met Asn Leu Pro His Leu Met Ser Leu Ala Ser 

35 40 45 

His Leu Ala Ser His Gly Phe Phe Cys Leu Arg Phe Thr Cys Lys Gly 

50 55 60 

Leu Asn lie val His Arg lie Lys Ala Tyr Lys Ser Val Leu Asn Tyr 
65 70 75 80 

Leu Lys Thr Ser Gly Glu Tyr Lys Leu Ala Gly val Phe Leu Gly Gly 

85 90 95 

Arg Ser Met Gly Ser Arg Ala Ala Ala Ser val Met Cys His lie Glu 

100 - 105 110 

Pro Asp Asp Gly Asp Asp Phe val Arg Gly Leu lie Cys lie Ser Tyr 

115 120 ** 125 

Pro Leu His His Pro Lys Gin Gin His Lys Leu Arg Asp Glu Asp Leu 

130 135 140 

Phe Arg Leu Lys Glu Pro val Leu Phe val Ser Gly Ser Ala Asp Glu 
145 " 150 155 160 

Met Cys Glu Lys Asn Leu Leu Glu Lys val Ala Gin Lys Met Gin Ala 

165 170 175 

pro His Lys lie His Trp lie Glu Lys Ala Asn His Ser Met Ala val 

180 185 190 

Lys Gly Arg ser Thr Asn Asp val Phe Lys Glu lie Asn Thr Gin lie 

195 200 205 

Leu Phe Trp lie Gin Glu lie Thr Glu Met Asp Lys Lys 
210 215 220 

<210> 21 

<211> 305 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Asn Gly Leu Ser Leu Ser Glu Leu Cys cys Leu Phe cys Cys Pro 

1 5 10 15 

Pro Cys Pro Gly Arg lie Ala Ala Lys Leu Ala Phe Leu Pro Pro Glu 

20 25 30 

Ala Thr Tyr Ser Leu val Thr Glu Pro Glu Pro Gly Pro Gly Gly Ala 

35 40 45 

Gly Ala Ala Pro Leu Gly Thr Leu Arg Ala Ser Ser Gly Ala Pro Gly 

50 55 60 

Arg Trp Lys Leu His Leu Thr Glu Arg Ala Asp Phe Gin Tyr Ser Gin 
65 70 75 80 

Arg Glu Leu Asp Thr lie Glu Val Phe Pro Thr Lys Ser Ala Arg Arg 

85 90 95 

Asn Arg val Ser Cys Met Tyr Val Arg Cys Val Thr Gly Ala Arg Tyr 

100 105 110 

Thr val Leu Phe Ser His Ser Asn Ala Val Asp Leu Gly Gin Met Ser 

115 120 125 

Ser Phe Tyr lie Gly Leu Gly Ser Arg Leu His Cys Asn lie Phe Ser 

130 135 140 

Tyr Asp Tyr Ser Gly Tyr Gly Ala Ser ser Gly Arg Pro Ser Glu Arg 
145 150 155 - 160 

Asn Leu Tyr Ala Asp lie Asp Ala Ala Trp Gin Ala Leu Arg Thr Arg 

165 170 175 

Tyr Gly lie Ser Pro Asp ser lie lie Leu Tyr Gly Gin Ser lie Gly 

180 185 190 

Thr Val Pro Thr val Asp Leu Ala Ser Arg Tyr Glu Cys Ala Ala val 
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195 200 205 

val Leu His Ser Pro Leu Thr ser Gly Met Arg val Ala Phe Pro Asp 

210 215 220 

Thr Lys Lys Thr Tyr Cys Phe Asp Ala Phe Pro Asn lie Glu Lys val 
225 230 235 240 

ser Lys lie Thr Ser pro val Leu lie lie His Gly Thr Glu Asp Glu 

245 250 255 

val lie Asp Phe Ser His Gly Leu Ala Leu Tyr Glu Arg Cys Pro Lys 

260 265 270 

Ala val Glu Pro Leu Trp val Glu Gly Thr Arg His Asn Asp lie Glu 

275 280 285 

Leu Tyr Ser Gin Tyr Leu Glu Gly Leu Arg Arg Phe lie Ser Gin Glu 
290 295 " 300 

Leu 
305 

<210> 22 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Ala Gin Gly Lys Asp Gin Met Trp Tyr Glu Asp Ala Leu Ala Ser Ser 

15 10 15 

His Pro lie lie Leu Tyr Leu His Gly Asn Ala Gly Thr Arg Cys Leu 

20 25 30 

Phe Phe Thr Leu Gin Val Leu Ser Ser Leu Gly Tyr His val val Thr 

35 40 . 45 

Phe Asp Tyr Arg Gly Trp Gly Asp Ser val Gly Thr Pro Ser Glu Arg 

50 55 60 

Gly Met Thr Tyr Asp Ala Leu His val Phe Asp Trp lie Lys Ala Arg 
65 70 75 80 

Ser Gly Asp Asn Pro val Tyr lie Trp Gly His Ser Leu Gly Thr Gly 

85 90 95 

val Ala Thr Asn Leu val Arg Arg Leu Cys Glu Arg Glu Thr Pro Pro 

100 105 110 

Asp Ala Leu lie Leu Glu Ser Pro Phe Thr Asn lie Arg Glu Glu Ala 

115 120 125 

Lys Ser His Pro Phe Ser lie Tyr Arg Tyr Phe Pro Gly Phe Asp Trp 

130 135 140 

Phe Phe Leu Asp Pro lie Thr Ser ser Gly lie Lys Phe Ala Asn Asp 
145 150 155 160 

Glu Asn val Lys His lie Ser Cys Pro Leu Leu lie Leu His Ala Glu 

165 170 175 

Asp Asp Pro val val Pro Phe Gin Leu Gly Arg Lys Leu Tyr Ser lie 

180 185 " 190 

Ala Ala Pro Ala Arg Ser Phe Arg Asp Phe Lys val Gin Phe val Pro 

195 200 205 

Phe His ser Asp Leu Gly Tyr Arg His Lys Tyr He Tyr Lys Ser Pro 

210 215 220 

Glu Leu Pro Arg lie Leu Arg Glu Phe Leu Gly Lys Ser Glu Pro Glu 
225 " 230 235 240 

His Gin His 



<210> 23 
<211>. 233 
<212> PRT 

<213> Homo sapiens 
<400> 23 

Met Asp Ala Ser lie Met Asp Gly Lys Asp Leu Ser Ala Gly Ala val 
15 10 15 
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Ser Ala val Gin cys lie Ala Asn Pro lie Lys Leu Ala Arg Leu val 

20 25 30 

Met Glu Lys Thr Pro His Cys Phe Leu Thr Asp Gin Gly Ala Ala Gin 

35 40 45 

Phe Ala Ala Ala Met Gly val Pro Glu lie Pro Gly Glu Lys Leu val 

50 55 60 

Thr Glu Arg Asn Lys Lys Arg Leu Glu Lys Glu Lys His Glu Lys Gly 
65 70 75 80 

Ala Gin Lys Thr Asp Cys Gin Lys Asn Leu Gly Thr val Gly Ala val 

85 90 95 

Ala Leu Asp Cys Lys Gly Asn val Ala Tyr Ala Thr Ser Thr Gly Gly 

100 * 105 110 

lie val Asn Lys Met val Gly Arg val Gly Asp Ser Pro Cys Leu Ala 

115 120 125 

Gly Ala Gly Gly Tyr Ala Asp Asn Asp lie Gly Ala val ser Thr Thr 

130 135 140 

Gly His Gly Glu Ser lie Leu Lys val Asn Leu Ala Arg Leu Thr Leu 
145 150 155 160 

Phe His lie Glu Gin Gly Lys Thr val Glu Glu Ala Ala Asp Leu Ser 

165 170 175 

Leu Gly Tyr Met Lys Ser Arg val Lys Gly Leu Gly Gly Leu lie val 

180 185 190 

val Ser Lys Thr Gly Asp Trp Val Ala Lys Trp Thr Ser Thr Ser Met 

195 200 205 

Pro Trp Ala Ala Ala Lys Asp Gly Lys Leu His Phe Gly lie Asp Pro 

210 215 220 

Asp Asp Thr Thr lie Thr Asp Leu Pro 
225 230 

<210> 24 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Leu Arg Gly Val Leu Gly Lys Thr Phe Arg Leu val Gly Tyr Thr 

15 10 15 

lie Gin Tyr Gly Cys lie Ala His Cys Ala Phe Glu Tyr val Gly Gly 

20 25 30 

Val val Met Cys Ser Gly Pro Ser Met Glu Pro Thr lie Gin Asn Ser 

35 40 45 

Asp lie val Phe Ala Glu Asn Leu Ser Arg His Phe Tyr Gly lie Gin 

50 55 "60 

Arg Gly Asp lie Val lie Ala Lys Ser Pro Ser Asp Pro Lys Ser Asn 
65 70 75 80 

lie Cys Lys Arg val lie Gly Leu Glu Gly Asp Lys lie Leu Thr Thr 

85 90 95 

Ser Pro Ser Asp Phe Phe Lys Ser His Ser Tyr val Pro Met Gly His 

100 105 110 

val Trp Leu Glu Gly Asp Asn Leu Gin Asn ser Thr Asp Ser Arg cys 

115 120 125 

Tyr Gly Pro lie Pro Tyr Gly Leu lie Arg Gly Arg lie Phe Phe Lys 

130 135 ~ 140 

lie Trp Pro Leu Ser Asp Phe Gly Phe Leu Arg Ala Ser Pro Asn Gly 
145 150 155 160 

His Arg Phe Ser Asp Asp 
165 

<210> 25 

<211> 1091 

<212> PRT 

<213> Homo sapiens 
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st 



<400> 25 



Met Met Asp Ser Pro Lys lie Gly Asn Gly Leu Pro val lie Gly Pro 

15 10 15 

Gly Thr Asp lie Gly lie Ser Ser Leu His Met val Gly Tyr Leu Gly 

20 25 30 

Lys Asn Phe Asp Ser Ala Lys val Pro Ser Asp Glu Tyr Cys Pro Ala 

35 40 45 

Cys Arg Glu Lys Gly Lys Leu Lys Ala Leu Lys Thr Tyr Arg lie Ser 

50 55 60 

Phe Gin Glu Ser lie Phe Leu Cys Glu Asp Leu Gin Cys lie Tyr Pro 
65 70 75 80 

Leu Gly Ser Lys Ser Leu Asn Asn Leu lie Ser Pro Asp Leu Glu Glu 

85 90 95 

Cys His Thr Pro His Lys Pro Gin Lys Arg Lys Ser Leu Glu Ser ser 

100 105 110 

Tyr Lys Asp Ser Leu Leu Leu Ala Asn Ser Lys Lys Thr Arg Asn Tyr 

115 120 ' 125 

lie Ala lie Asp Gly Gly Lys val Leu Asn Ser Lys His Asn Gly Glu 

130 135 140 

val Tyr Asp Glu Thr ser Ser Asn Leu Pro Asp Ser Ser Gly Gin Gin 
145 150 155 160 

Asn Pro lie Arg Thr Ala Asp Ser Leu Glu Arg Asn Glu lie Leu Glu 

165 170 " 175 

Ala Asp Thr val Asp Met Ala Thr Thr Lys Asp Pro Ala Thr val Asp 

180 185 190 

val Ser Gly Thr Gly Arg Pro Ser Pro Gin Asn Glu Gly Cys Thr Ser 

195 200 205 

Lys Leu Glu Met Pro Leu Glu Ser Lys Cys Thr Ser Phe Pro Gin Ala 

210 215 220 

Leu Cys val Gin Trp Lys Asn Ala Tyr Ala Leu Cys Trp Leu Asp Cys 
225 230 235 240 

lie Leu Ser Ala Leu val His Ser Glu Glu Leu Lys Asn Thr val Thr 

245 250 255 

Gly Leu Cys Ser Lys Glu Glu Ser lie Phe Trp Arg Leu Leu Thr Lys 

260 265 270 

Tyr Asn Gin Ala Asn Thr Leu Leu Tyr Thr Ser Gin Leu ser Gly val 

275 280 285 

Lys Asp Gly Asp Cys Lys Lys Leu Thr Ser Glu He Phe Ala Glu lie 

290 295 300 

Glu Thr cys Leu Asn Glu val Arg Asp Glu lie Phe lie Ser Leu Gin 
305 310 " 315 320 

pro Gin Leu Arg Cys Thr Leu Gly Asp Met Glu Ser Pro val Phe Ala 

325 330 335 

Phe Pro Leu Leu Leu Lys Leu Glu Thr His lie Glu Lys Leu Phe Leu 

340 345 350 

Tyr ser Phe ser Trp Asp Phe Glu Cys Ser Gin Cys Gly His Gin Tyr 

355 360 365 

Gin Asn Arg His Met Lys Ser Leu val Thr Phe Thr Asn val lie Pro 

370 375 380 

Glu Trp His Pro Leu Asn Ala Ala His Phe Gly Pro Cys Asn Asn cys 
385 390 395 400 

Asn Ser Lys Ser Gin lie Arg Lys Met val Leu Glu Lys val Ser Pro 

405 410 415 

lie Phe Met Leu His Phe val Glu Gly Leu Pro Gin Asn Asp Leu Gin 

420 425 430 

His Tyr Ala Phe His Phe Glu Gly Cys Leu Tyr Gin lie Thr Ser val 

435 440 445 

lie Gin Tyr Arg Ala Asn Asn His Phe lie Thr Trp lie Leu Asp Ala 

450 455 460 

Asp Gly Asn Trp Leu Glu Cys Asp Asp Leu Lys Gly Pro Cys Ser Glu 
465 470 475 480 

Arg His Lys Lys Phe Glu val Pro Ala Ser Glu lie His lie val lie 



485 



490 



495 
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Trp Glu Arg Lys lie Ser Gin val Thr Asp Lys Glu Ala Ala Cys Leu 

500 505 510 

Pro Leu Lys Lys Thr Asn Asp Gin His Ala Leu Ser Asn Glu Lys Pro 

515 520 525 

val Ser Leu Thr Ser Cys Ser val Gly Asp Ala Ala Ser Ala Glu Thr 

530 535 540 

Ala Ser val Thr His Pro Lys Asp lie Ser val Ala Pro Arg Thr Leu 
545 550 555 560 

Ser Gin Asp Thr Ala Val Thr His Gly Asp His Leu Leu Ser Gly Pro 

565 570 575 

Lys Gly Leu val Asp Asn lie Leu Pro Leu Thr Leu Glu Glu Thr lie 

580 585 590 

Gin Lys Thr Ala Ser val ser Gin Leu Asn Ser Glu Ala Phe Leu Leu 

595 600 605 

Glu Asn Lys Pro val Ala Glu Asn Thr Gly lie Leu Lys Thr Asn Thr 

610 615 620 

Leu Leu Ser Gin Glu Ser Leu Met Ala Ser Ser val Ser Ala Pro Cys 
625 630 635 640 

Asn Glu Lys Leu lie Gin Asp Gin Phe val Asp lie Ser Phe Pro Ser 

645 650 655 

Gin val val Asn Thr Asn Met Gin Ser Val Gin Leu Asn Thr Glu Asp 

660 665 670 

Thr Val Asn Thr Lys Ser val Asn Asn Thr Asp Ala Thr Gly Leu lie 

675 680 685 

Gin Gly val Lys Ser val Glu lie Glu Lys Asp Ala Gin Leu Lys Gin 

690 695 700 

Phe Leu Thr Pro Lys Thr Glu Gin Leu Lys Pro Glu Arg val Thr Ser 
705 710 715 " 720 

Gin val Ser Asn Leu Lys Lys Lys Glu Thr Thr Ala Asp Ser Gin Thr 

725 ' 730 735 

Thr Thr ser Lys Ser Leu Gin Asn Gin ser Leu Lys Glu Asn Gin Lys 

740 745 750 

Lys Pro Phe val Gly Ser Trp val Lys Gly Leu lie Ser Arg Gly Ala 

755 760 765 

Ser Phe Met Pro Leu Cys Val Ser Ala His Asn Arg Asn Thr lie Thr 

770 775 780 

Asp Leu Gin Pro Ser val Lys Gly val Asn Asn Phe Gly Gly Phe Lys 
785 790 795 800 

Thr Lys Gly lie Asn Gin Lys Ala Ser His val Ser Lys Lys Ala Arg 

805 810 815 

Lys Ser Ala Ser Lys Pro Pro Pro lie Ser Lys Pro Pro Ala Gly Pro 

820 825 830 

Pro Ser ser Asn Gly Thr Ala Ala His Pro His Ala His Ala Ala Ser 

835 840 845 

Glu val Leu Glu Lys Ser Gly Ser Thr Ser cys Gly Ala Gin Leu Asn 

850 855 860 

His Ser ser Tyr Gly Asn Gly lie Ser Ser Ala Asn His Glu Asp Leu 
865 870 875 880 

Val Glu Gly Gin lie His Lys Leu Arg Leu Lys Leu Arg Lys Lys Leu 

885 890 895 

Lys Ala Glu Lys Lys Lys Leu Ala Ala Leu Met Ser ser Pro Gin ser 

900 * 905 910 

Arg Thr val Arg Ser Glu Asn Leu Glu Gin val Pro Gin Asp Gly Ser 

915 " 920 925 

Pro Asn Asp Cys Glu Ser lie Glu Asp Leu Asn Glu Leu Pro Tyr Pro 

930 ' 935 940 

lie Asp lie Ala Ser Glu Ser Ala Cys Thr Thr val Pro Gly val Ser 
945 950 * 955 960 

Leu Tyr Ser Ser Gin Thr His Glu Glu lie Leu Ala Glu Leu Leu Ser 

965 970 975 

Pro Thr Pro val Ser Thr Glu Leu Ser Glu Asn Gly Glu Gly Asp Phe 

980 985 990 

Arg Tyr Leu Gly Met Gly Asp Ser His lie Pro Pro Pro Val Pro Ser 
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995 1000 1005 

Glu Phe Asn Asp val Ser Gin Asn Thr His Leu Arg Gin Asp His Asn 

1010 1015 1020 

Tyr Cys Ser Pro Thr Lys Lys Asn Pro Cys Glu val Gin Pro Asp Ser 
1025 1030 1035 1040 

Leu Thr Asn Asn Ala Cys val Arg Thr Leu Asn Leu Glu Ser Pro Met 

1045 ~ 1050 1055 

Lys Thr Asp lie Phe Asp Glu Phe Phe Ser Ser Ser Ala Leu Asn Ala 

1060 1065 1070 

Leu Ala Asn Asp Thr Leu Asp Leu Pro His Phe Asp Glu Tyr Leu Phe 

1075 1080 1085 

Glu Asn Tyr 
1090 

<210> 26 
<211> 439 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Leu Thr Gly val Thr Asp Gly lie Phe Cys Cys Leu Leu Gly Thr 
1 5 10 15 

pro Pro Asn Ala Val Gly Pro Leu Glu Ser Val Glu Ser Ser Asp Gly 

20 ' 25 30 

Tyr Thr Phe val Glu val Lys Pro Gly Arg Val Leu Arg Val Lys His 

35 40 45 

Ala Gly Pro Ala Pro Ala Ala Ala Pro Pro Pro Pro Ser Ser Ala Ser 

50 55 60 

Ser Asp Ala Ala Gin Gly Asp Leu Ser Gly Leu Val Arg Cys Gin Arg 
65 70 75 80 

Arg lie Thr val Tyr Arg Asn Gly Arg Leu Leu val Glu Asn Leu Gly 

85 90 95 

Arg Ala Pro Arg Ala Asp Leu Leu His Gly Gin Asn Gly Ser Gly Glu 

100 105 110 

Pro Pro Ala Ala Leu Glu val Glu Leu Ala Asp Pro Ala Gly Ser Asp 

115 120 125 

Gly Arg Leu Ala Pro Gly Ser Ala Gly Ser Gly Ser Gly Ser Gly Ser 

130 135 * 140 

Gly Gly Arg Arg Arg Arg Ala Arg Arg Pro Lys Arg Thr lie His lie 
145 150 155 160 

Asp Cys Glu Lys Arg lie Thr Ser Cys Lys Gly Ala Gin Ala Asp val 

165 170 175 

Val Leu Phe Phe lie His Gly Val Gly Gly Ser Leu Ala lie Trp Lys 

180 185 190 

Glu Gin Leu Asp Phe Phe val Arg Leu Gly Tyr Glu Val val Ala Pro 

195 200 205 

Asp Leu Ala Gly His Gly Ala Ser Ser Ala Pro Gin val Ala Ala Ala 

210 215 220 

Tyr Thr Phe Tyr Ala Leu Ala Glu Asp Met Arg Ala lie Phe Lys Arg 
225 230 235 240 

Tyr Ala Lys Lys Arg Asn val Leu He Gly His Ser Tyr Gly val Ser 

245 250 255 

Phe Cys Thr Phe Leu Ala His Glu Tyr Pro Asp Leu val His Lys val 

260 265 270 

lie Met He Asn Gly Gly Gly Pro Thr Ala Leu Glu Pro Ser Phe Cys 

275 280 285 

Ser lie Phe Asn Met Pro Thr cys val Leu His Cys Leu Ser Pro Cys 

290 295 300 

Leu Ala Trp Ser Phe Leu Lys Ala Gly Phe Ala Arg Gin Gly Ala Lys 
305 310 315 320 

Glu Lys Gin Leu Leu Lys Glu Gly Asn Ala Phe Asn val Ser Ser Phe 

325 330 335 

val Leu Arg Ala Met Met Ser Gly Gin Tyr Trp Pro Glu Gly Asp Glu 
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340 345 350 

val Tyr His Ala Glu Leu Thr Val Pro Val Leu Leu Val His Gly Met 

355 360 365 

His Asp Lys Phe val Pro val Glu Glu Asp Gin Arg Met Ala Glu lie 

370 375 380 

Leu Leu Leu Ala Phe Leu Lys Leu lie Asp Glu Gly Ser His Met val 
385 390 395 400 

Met Leu Glu Cys Pro Glu Thr Val Asn Thr Leu Leu His Glu Phe Leu 

405 410 415 

Leu Trp Glu Pro Glu Pro Ser Pro Lys Ala Leu Pro Glu Pro Leu Pro 

420 425 430 

Ala Pro Pro Glu Asp Lys Lys 
435 

<210> 27 
<2U> 514 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Met Arg Arg Gin Trp Gly Ser Ala Met Arg Ala Ala Glu Gin Ala Gly 

15 10 15 

Cys Met Val Ser Ala Ser Arg Ala Gly Gin Pro Glu Ala Gly Pro Trp 

20 " 25 30 

Ser cys Ser Gly val lie Leu Ser Arg Ser Pro Gly Leu val Leu Cys 

35 40 ~ 45 

His Gly Gly lie Phe val Pro Phe Leu Arg Ala Gly Ser Glu val Leu 

50 55 60 

Thr Ala Gly Ala Val Phe Leu Pro Gly Asp Ser cys Arg Asp Asp Leu 
65 70 75 ~ 80 

Arg Leu His val Gin Trp Ala Pro Thr Gly Ala Pro Arg Gly Gin Ala 

85 90 95 

Arg Thr Gly Pro Pro Arg Leu Ala Arg Pro Met Arg Asp Leu Ser Pro 

100 105 110 

Pro Pro Pro Ser Gin Ala Ser Leu Ser Gin Ser Cys Asp Trp Arg lie 

115 120 125 

Thr Glu Thr Leu Gly Trp Phe Ala Leu Leu Gly Val Arg Leu Gly Gin 

130 135 140 

Glu Glu Trp Arg Arg Arg Gly Pro Met Ala val Ser Pro Leu Gly Ala 
145 ~ 150 155 160 

val Pro Lys Gly Ala Pro Leu Leu val Cys Gly Ser Pro Phe Gly Ala 

165 170 175 

Phe Cys Pro Asp lie Phe Leu Asn Thr Leu Ser Cys Gly val Leu Ser 

180 185 190 

Asn Val Ala Gly Pro Leu Leu Leu Thr Asp Ala Arg Cys Leu Pro Gly 

195 200 205 

Thr Glu Gly Gly Gly val Phe Thr Ala Arg Pro Ala Gly Ala Leu val 

210 215 " 220 

Ala Leu val val Ala Pro Leu cys Trp Lys Ala Gly Glu Trp val Gly 
225 230 235 240 

Phe Thr Leu Leu Cys Ala Ala Ala Pro Leu Phe Arg Ala Ala Arg Asp 

245 250 255 

Ala Leu His Arg Leu Pro His Ser Thr Ala Ala Leu Ala Ala Leu Leu 

260 265 270 

Pro Pro Glu val Gly val Pro Trp Gly Leu Pro Leu Arg Asp ser Gly 

275 280 285 

Pro Leu Trp Ala Ala Ala Ala val Leu Val Glu Cys Gly Thr Val Trp 

290 295 300 

Gly ser Gly val Ala Val Ala Pro Arg Leu Val val Thr Cys Arg His 
305 ' 310 315 320 

val Ser Pro Arg Glu Ala Ala Arg val Leu val Arg Ser Thr Thr Pro 

325 ^ 330 335 

Lys ser val Ala lie Trp Gly Arg val val Phe Ala Thr Gin Glu Thr 
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340 345 350 

cys Pro Tyr Asp lie Ala val val Ser Leu Glu Glu Asp Leu Asp Asp 

355 360 365 

val Pro lie Pro val Pro Ala Glu His Phe His Glu Gly Glu Ala val 

370 375 380 

Ser val val Gly Phe Gly val Phe Gly Gin Ser cys Gly Pro Ser val 
385 390 395 400 

Thr Ser Gly lie Leu Ser Ala val Val Gin val Asn Gly Thr Pro val 

405 410 415 

Met Leu Gin Thr Thr Cys Ala val His Ser Gly Ser Ser Gly Gly Pro 

420 425 430 

Leu Phe Ser Asn His Ser Gly Asn Leu Leu Gly lie lie Thr Ser Asn 

435 440 445 

Thr Arg Asp Asn Asn Thr Gly Ala Thr Tyr Pro His Leu Asn Phe Ser 

450 455 460 

lie Pro lie Thr val Leu Gin Pro Ala Leu Gin Gin Tyr Ser Gin Thr 
465 470 475 480 

Gin Asp Leu Gly Gly Leu Arg Glu Leu Asp Arg Ala Ala Glu Pro val 

485 490 495 

Arg val val Trp Arg Leu Gin Arg Pro Leu Ala Glu Ala Pro Arg Ser 
500 505 510 

Lys Leu 

<210> 28 
<211> 305 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Met Ala val Ala Arg Leu Ala Ala val Ala Ala Trp val Pro Cys Arg 

1 5 10 15 

Ser Trp Gly Trp Ala Ala val Pro Phe Gly Pro His Arg Gly Leu ser 

20 25 30 

val Leu Leu Ala Arg lie Pro Gin Arg Ala Pro Arg Trp Leu Pro Ala 

35 " 40 45 

Cys Arg Gin Lys Thr Ser Leu Ser Phe Leu Asn Arg Pro Asp Leu Pro 

50 55 60 

Asn Leu Ala Tyr Lys Lys Leu Lys Gly Lys Ser Pro Gly lie lie Phe 
65 70 75 80 

lie Pro Gly Tyr Leu Ser Tyr Met Asn Gly Thr Lys Ala Leu Ala lie 

85 90 95 

Glu Glu Phe Cys Lys Ser Leu Gly His Ala Cys lie Arg Phe Asp Tyr 

100 105 110 

Ser Gly Val Gly Ser Ser Asp Gly Asn Ser Glu Glu Ser Thr Leu Gly 

115 120 125 

Lys Trp Arg Lys Asp Val Leu Ser lie lie Asp Asp Leu Ala Asp Gly 

130 135 140 

Pro Gin lie Leu val Gly Ser Ser Leu Gly Gly Trp Leu Met Leu His 
145 150 155 160 

Ala Ala lie Ala Arg Pro Glu Lys Val Val Ala Leu lie Gly val Ala 

165 170 175 

Thr Ala Asp Thr Leu val Thr Lys Phe Asn Gin Leu Pro val Glu Leu 

180 185 190 

Lys Lys Glu val Glu Met Lys Gly Val Trp Ser Met Pro Ser Lys Tyr 

195 200 205 

Ser Glu Glu Gly Val Tyr Asn val Gin Tyr Ser Phe lie Lys Glu Ala 

210 215 220 

Glu His His Cys Leu Leu His Ser Pro lie Pro val Asn Cys Pro lie 
225 230 235 240 

Arg Leu Leu His Gly Met Lys Asp Asp lie val Pro Trp His Thr Ser 

245 250 255 

Met Gin val Ala Asp Arg val Leu Ser Thr Asp val Asp val lie Leu 
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260 265 270 

Arg Lys His Ser Asp His Arg Met Arg Glu Lys Ala Asp lie Gin Leu 

275 280 " 285 

Leu val Tyr Thr lie Asp Asp Leu lie Asp Lys Leu Ser Thr lie val 
290 295 300 

Asn 
305 

<210> 29 
<211> 728 
<212> PRT 

<213> Homo sapiens 



<400> 29 



Gin Gin 


Gly 


Ser 


lie 


Thr Leu 


Ser 


Leu 


Trp Thr Leu Pro 


Asp 


val Leu 


1 




5 








10 




15 


lie He 


His 


Leu 


Lys 


Arg Phe 


Arg 


Gin 


Glu Gly Asp Arg 


Arg 


Met Lys 






20 


25 




30 


Thr Pro 


Leu Gin 


Asn 


Met 


val 


Lys Phe 


Pro 


Leu 


Thr Gly Leu Asp 


Met 




35 






40 




45 




His Trp 


His val 


val 


Lys 


Arg 


Ser Gin 


Ser 


Ser 


Trp Ser Leu Pro 


Ser 


50 




55 






60 


Glu 




Ser Pro 


Trp 


Arg 


Arg 


Pro Tyr 


Gly 


Leu 


Gly Arg Asp Pro 


Asp Tyr 


65 


70 






75 




80 


lie Tyr 


Asp 


Leu 


Tyr 


Ala val 


Cys 


Asn 


His His Gly Thr 


Met 


Gin Gly 




85 








90 




95 


Gly His 


Tyr 


Thr 


Ala 


Tyr cys 


Lys 


Asn 


ser val Asp Gly 


Leu 


Trp Tyr 


100 






105 




110 




Cys Phe 


Asp 


Asp 


Ser 


Asp val 


Gin 


Gin 


Leu Ser Glu Asp 


Glu 


Val Cys 


115 




120 




125 






Thr Gin 


Thr 


Ala 


Tyr 


lie Leu 


Phe 


Tyr 


Gin Arg Arg Thr 


Ala 


lie Pro 


130 






135 




140 






Ser Trp 


Ser 


Ala 


Asn 


Ser Ser 


Val 


Ala 


Gly Ser Thr Ser 


Ser 


Ser Leu 


145 








150 






155 




160 


Cys Glu 


His 


Trp 


val 


Ser Arg 


Leu 


Pro 


Gly Ser Lys Pro 


Ala 


ser val 




165 






170 




175 


Thr Ser 


Ala 


Ala 


Ser 


Ser Arg 


Arg 


Thr 


Ser Leu Ala Ser 


Leu 


Ser Glu 






180 




185 




190 


Cys Phe 


Ser val 


Glu 


Met 


Thr 


Gly Glu 


Arg 


Ser 


Glu Asp Asp Gly 


Gly 




195 






200 




205 






Ser Thr 


Arg 


Pro 


Phe 


val Arg 


Ser 


val 


Gin Arg Gin Ser 


Leu 


Ser Ser 


210 






TIC 

215 












Arg Ser 


Ser 


val 


Thr 


Ser Pro 


Leu 


Ala 


val Asn Glu Asn 


Cys 


Met Arg 


225 








230 






235 


240 


Pro Ser 


Trp 


Ser 


Leu 


Ser Ala 


Lys 


Leu 


Gin Met Arg ser 


Asn 


Ser Pro 






245 






250 




255 


Ser Arg 


Phe 


Ser 


Gly 


Asp Ser 


Pro 


He 


His Ser Ser Ala 


Ser 


Thr Leu 




260 




265 




270 




Glu Lys 


lie 


Gly 


Glu 


Ala Ala 


Asp 


Asp 


Lys val Ser lie 


Ser 


Cys Phe 


275 






280 




285 






Gly Ser 


Leu 


Arg 


Asn 


Leu Ser 


Ser 


Ser 


Tyr Gin Glu Pro 


Ser 


Asp Ser 


290 






295 






300 






His Ser 


Leu 


Arg 


Glu 


His Lys 


Ala 


val 


Gly Arg Ala Pro 


Leu 


Ala val 


305 






310 






315 




320 


Met Glu 


Gly 


val 


Phe 


Lys Asp 


Glu 


Ser 


Asp Thr Arg Arg 


Leu 


Asn Ser 






325 






330 




335 


Ser val 


val 


Asp 


Thr 


Gin Ser 


Lys 


His 


Ser Ala Gin Gly 


Asp 


Arg Leu 






340 






345 


350 


Pro Pro 


Leu 


Ser 


Gly 


Pro Phe 


Asp 


Asn 


Asn Asn Gin lie 


Ala 


Tyr val 




355 






360 




365 




Asp Gin 


Ser 


Asp 


Ser 


val Asp 


Ser 


Ser 


Pro val Lys Glu 


val 


Lys Ala 


370 






375 






380 






Pro Ser 


His 


Pro 


Gly 


Ser Leu 


Ala 


Lys 


Lys Pro Glu Ser 


Thr 


Thr Lys 
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385 390 395 400 

Arg Ser Pro Ser Ser Lys Gly Thr Ser Glu Pro Glu Lys Ser Leu Arg 

405 410 415 

Lys Gly Arg Pro Ala Leu Ala Ser Gin Glu Ser Ser Leu Ser Ser Thr 

420 425 430 

Ser Pro Ser ser Pro Leu Pro val Lys val Ser Leu Lys Pro Ser Arg 

435 440 445 

Ser Arg Ser Lys Ala Asp Ser Ser Ser Arg Gly Ser Gly Arg His Ser 

450 455 460 

Ser Pro Ala Pro Ala Gin Pro Lys Lys Glu Ser Ser Pro Lys Ser Gin 
465 470 475 480 

Asp Ser val Ser ser Pro Ser Pro Gin Lys Gin Lys Ser Ala Ser Ala 

485 490 495 

Leu Thr Tyr Thr Ala Ser Ser Thr Ser Ala Lys Lys Ala Ser Gly Pro 

500 505 510 

Ala Thr Arg Ser Pro Phe Pro Pro Gly Lys Ser Arg Thr Ser Asp His 

515 520 525 

Ser Leu Ser Arg Glu Gly Ser Arg Gin Ser Leu Gly Ser Asp Arg Ala 

530 " 535 ~ 540 

Ser Ala Thr Ser Thr ser Lys Pro Asn Ser Pro Arg Val Ser Gin Ala 
545 550 555 560 

Arg Ala Gly Glu Gly Arg Gly Ala Gly Lys His val Arg Ser Ser Ser 

565 " 570 575 

Met Ala Ser Leu Arg Ser Pro Ser Thr Ser lie Lys Ser Gly Leu Lys 

580 585 590 

Arg Asp Ser Lys Ser Glu Asp Lys Gly Leu Ser Phe Phe Lys Ser Ala 

595 600 605 

Leu Arg Gin Lys Glu Thr Arg Arg Ser Thr Asp Leu Gly Lys Thr Ala 

610 615 " 620 

Leu Leu Ser Lys Lys Ala Gly Gly Ser Ser Val Lys Ser val Cys Lys 
625 630 ' 635 640 

Asn Thr Gly Asp Asp Glu Ala Glu Arg Gly His Gin Pro Pro Ala Ser 

645 650 655 

Gin Gin Pro Asn Ala Asn Thr Thr Gly Lys Glu Gin Leu val Thr Lys 

660 665 670 

Asp Pro Ala Ser Ala Lys His Ser Leu Leu Ser Ala Arg Lys Ser Lys 

675 680 685 

Ser Ser Gin Leu Asp Ser Gly val Pro Ser Ser Pro Gly Gly Arg Gin 

690 695 700 

ser Ala Glu Lys Ser ser Lys Lys Leu Ser Ser Ser Met Gin Thr Ser 
705 710 715 720 

Ala Arg Pro Ser Gin Lys Pro Gin 
725 

<210> 30 

<211> 561 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Met Cys Gly lie Trp Ala Leu Phe Gly Ser Asp Asp Cys Leu Ser val 

1 5 10 15 

Gin cys Leu Ser Ala Met Lys lie Ala His Arg Gly Pro Asp Ala Phe 

20 25 ~ 30 

Arg Phe Glu Asn val Asn Gly Tyr Thr Asn Cys Cys Phe Gly Phe His 

35 40 45 

Arg Leu Ala val Val Asp Pro Leu Phe Gly Met Gin Pro He Arg val 

50 55 60 

Lys Lys Tyr Pro Tyr Leu Trp Leu Cys Tyr Asn Gly Glu lie Tyr Asn 
65 70 75 80 

His Lys Lys Met Gin Gin His Phe Glu Phe Glu Tyr Gin Thr Lys val 

85 90 95 

Asp Gly Glu lie lie Leu His Leu Tyr Asp Lys Gly Gly lie Glu Gin 
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100 



105 



110 



Thr lie Cys Met Leu Asp Gly val Phe Ala Phe Val Leu Leu Asp Thr 

115 120 125 

Ala Asn Lys Lys val Phe Leu Gly Arg Asp Thr Tyr Gly val Arg Pro 

130 135 140 

Leu Phe Lys Ala Met Thr Glu Asp Gly Phe Leu Ala val Cys Ser Glu 



val Glu Pro Phe Leu Pro Gly His Tyr Glu val Leu Asp Leu Lys Pro 

180 185 190 

Asn Gly Lys val Ala Ser val Glu Met val Lys Tyr His His Cys Arg 

195 200 205 

Asp val Pro Leu His Ala Leu Tyr Asp Asn val Glu Lys Leu Phe Pro 

210 215 220 

Gly Phe Glu lie Glu Thr val Lys Asn Asn Leu Arg lie Leu Phe Asn 
225 230 235 240 

Asn Ala val Lys Lys Arg Leu Met Thr Asp Arg Arg lie Gly Cys Leu 

245 250 ~ 255 

Leu ser Gly Gly Leu Asp Ser Ser Leu val Ala Ala Thr Leu Leu Lys 

260 265 270 

Gin Leu Lys Glu Ala Gin val Gin Tyr Pro Leu Gin Thr Phe Ala lie 

275 280 285 

Gly Met Glu Asp Ser Pro Asp Leu Leu Ala Ala Arg Lys val Ala Asp 

290 295 300 

His lie Gly Ser Glu His Tyr Glu val Leu Phe Asn Ser Glu Glu Gly 
305 310 315 320 

lie Gin Ala Leu Asp Glu val lie Phe ser Leu Glu Thr Tyr Asp lie 

325 330 335 

Thr Thr Val Arg Ala Ser val Gly Met Tyr Leu lie Ser Lys Tyr lie 

340 345 350 

Arg Lys Asn Thr Asp Ser val val lie Phe Ser Gly Glu Gly Ser Asp 

355 360 365 

Glu Leu Thr Gin Gly Tyr lie Tyr Phe His Lys Ala Pro Ser Pro Glu 

370 375 380 

Lys Ala Glu Glu Glu Ser Glu Arg Leu Leu Arg Glu Leu Tyr Leu Phe 
385 390 395 400 

Asp val Leu Arg Ala Asp Arg Thr Thr Ala Ala His Gly Leu Glu Leu 

405 ' 410 415 

Arg val Pro Phe Leu Asp His Arg Phe Ser Ser Tyr Tyr Leu Ser Leu 

420 425 430 

Pro Pro Glu Met Arg lie Pro Lys Asn Gly lie Glu Lys His Leu Leu 

435 440 445 

Arg Glu Thr Phe Glu Asp Ser Asn Leu lie Pro Lys Glu lie Leu Trp 

450 455 460 

Arg Pro Lys Glu Ala Phe Ser Asp Gly lie Thr ser val Lys Asn Ser 
465 470 475 480 

Trp Phe Lys lie Leu Gin Glu Tyr val Glu His Gin val Asp Asp Ala 

485 490 495 

Met Met Ala Asn Ala Ala Gin Lys Phe Pro Phe Asn Thr Pro Lys Thr 

500 505 510 

Lys Glu Gly Tyr Tyr Tyr Arg Gin Val Phe Glu Arg His Tyr Pro Gly 

515 520 525 

Arg Ala Asp Trp Leu Ser His Tyr Trp Met Pro Lys Trp lie Asn Ala 

530 535 540 

Thr Asp Pro Ser Ala Arg Thr Leu Thr His Tyr Lys Ser Ala val Lys 
545 550 555 560 

Ala 



145 150 
Ala Lys Gly Leu val Thr Leu Lys 



165 



155 

His Ser Ala Thr Pro 
170 



160 
Phe Leu Lys 
175 



<210> 31 
<211> 830 
<212> PRT 
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<213> Homo sapiens 
<400> 31 

Gin Ala Asn Cys Gin lie Ala lie Leu Tyr Gin Arg Phe Gin Arg Val 

1 5 10 15 

val Phe Gly lie ser Gin Leu Leu Cys Phe ser Ala Leu lie Ser Glu 

20 25 30 

Leu Thr Asn Gin Lys Glu val Ala Ala Trp Thr Tyr His Tyr Ser Thr 

35 40 45 

Lys Ala Tyr ser Trp Asn lie Ser Arg Lys Tyr cys Gin Asn Arg Tyr 

50 55 ~ 60 

Thr Asp Leu val Ala lie Gin Asn Lys Asn Glu lie Asp Tyr Leu Asn 
65 70 75 80 

Lys Val Leu Pro Tyr Tyr Ser Ser Tyr Tyr Trp lie Gly lie Arg Lys 

85 90 95 

Asn Asn Lys Thr Trp Thr Trp Val Gly Thr Lys Lys Ala Leu Thr Asn 

100 105 * 110 

Glu Ala Glu Asn Trp Ala Asp Asn Glu Pro Asn Asn Lys Arg Asn Asn 

115 120 125 

Glu Asp Cys val Glu lie Tyr lie Lys Ser Pro Ser Ala Pro Gly Lys 

130 135 140 

Trp Asn Asp Glu His Cys Leu Lys Lys Lys His Ala Leu Cys Tyr Thr 
145 150 155 160 

Ala Ser Cys Gin Asp Met Ser Cys Ser Lys Gin Gly Glu Cys Leu Glu 

165 170 175 

Thr lie Gly Asn Tyr Thr Cys Ser Cys Tyr Pro Gly Phe Tyr Gly Pro 

180 185 190 

Glu Cys Glu Tyr val Arg Glu Cys Gly Glu Leu Glu Leu Pro Gin His 

195 ~ 200 205 

Val Leu Met Asn Cys Ser His Pro Leu Gly Asn Phe Ser Phe Asn Ser 

210 215 220 

Gin Cys Ser Phe His Cys Thr Asp Gly Tyr Gin val Asn Gly Pro Ser 
225 230 235 240 

Lys Leu Glu Cys Leu Ala Ser Gly lie Trp Thr Asn Lys Pro Pro Gin 

245 250 255 

Cys Leu Ala Ala Gin Cys Pro Pro Leu Lys lie Pro Glu Arg Gly Asn 

260 265 270 

Met Thr Cys Leu His Ser Ala Lys Ala Phe Gin His Gin Ser Ser Cys 

275 280 285 

Ser Phe Ser Cys Glu Glu Gly Phe Ala Leu val Gly Pro Glu val val 

290 295 300 

Gin Cys Thr Ala Ser Gly val Trp Thr Ala Pro Ala Pro Val Cys Lys 
305 310 315 320 

Ala val Gin Cys Gin His Leu Glu Ala Pro Ser Glu Gly Thr Met Asp 

325 330 335 

Cys val His Pro Leu Thr Ala Phe Ala Tyr Gly Ser Ser Cys Lys Phe 

340 345 350 

Glu Cys Gin Pro Gly Tyr Arg val Arg Gly Leu Asp Met Leu Arg Cys 

355 * 360 365 

lie Asp Ser Gly His Trp Ser Ala Pro Leu Pro Thr Cys Glu Ala lie 

370 375 380 

Ser Cys Glu Pro Leu Glu Ser Pro val His Gly Ser Met Asp Cys Ser 
385 390 395 400 

Pro Ser Leu Arg Ala Phe Gin Tyr Asp Thr Asn cys Ser Phe Arg Cys 

405 410 415 

Ala Glu Gly Phe Met Leu Arg Gly Ala Asp lie val Arg cys Asp Asn 

420 425 430 

Leu Gly Gin Trp Thr Ala Pro Ala Pro val Cys Gin Ala Leu Gin Cys 

435 440 445 

Gin Asp Leu pro val Pro Asn Glu Ala Arg val Asn Cys Ser His Pro 

450 455 ~ 460 

Phe Gly Ala Phe Arg Tyr Gin Ser val Cys Ser Phe Thr cys Asn Glu 
465 470 475 480 
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Gly Leu Leu Leu val Gly Ala Ser Val Leu Gin Cys Leu Ala Thr Gly 

485 490 495 

Asn Trp Asn Ser val Pro Pro Glu Cys Gin Ala lie Pro Cys Thr Pro 

500 505 510 

Leu Leu Ser Pro Gin Asn Gly Thr Met Thr Cys val Gin Pro Leu Gly 

515 520 525 

Ser Ser Ser Tyr Lys Ser Thr Cys Gin Phe lie Cys Asp Glu Gly Tyr 

530 535 540 

ser Leu Ser Gly Pro Glu Arg Leu Asp Cys Thr Arg Ser Gly Arg Trp 
545 ' 550 555 560 

Thr Asp Ser Pro Pro Met Cys Glu Ala lie Lys Cys Pro Glu Leu Phe 

565 570 575 

Ala Pro Glu Gin Gly Ser Leu Asp Cys Ser Asp Thr Arg Gly Glu Phe 

580 585 590 

Asn val Gly Ser Thr Cys His Phe Ser Cys Asp Asn Gly Phe Lys Leu 

595 * 600 605 

Glu Gly Pro Asn Asn val Glu Cys Thr Thr Ser Gly Arg Trp Ser Ala 

610 615 620 

Thr Pro Pro Thr Cys Lys Gly lie Ala Ser Leu Pro Thr Pro Gly val 
625 630 635 640 

Gin Cys Pro Ala Leu Thr Thr Pro Gly Gin Gly Thr Met Tyr Cys Arg 

645 650 655 

His His Pro Gly Thr Phe Gly Phe Asn Thr Thr cys Tyr Phe Gly Cys 

660 665 670 

Asn Ala Gly Phe Thr Leu lie Gly Asp Ser Thr Leu Ser Cys Arg Pro 

675 680 685 

Ser Gly Gin Trp Thr Ala Val Thr Pro Ala Cys Arg Ala val Lys Cys 

690 695 700 

Ser Glu Leu His val Asn Lys Pro lie Ala Met Asn Cys Ser Asn Leu 
705 710 715 720 

Trp Gly Asn Phe Ser Tyr Gly Ser lie Cys Ser Phe His Cys Leu Glu 

725 730 735 

Gly Gin Leu Leu Asn Gly Ser Ala Gin Thr Ala Cys Gin Glu Asn Gly 

740 745 750 

His Trp Ser Thr Thr val Pro Thr Cys Gin Ala Gly Pro Leu Thr lie 

755 760 765 

Gin Glu Ala Leu Thr Tyr Phe Gly Gly Ala val Ala Ser Thr lie Gly 

770 775 780 

Leu lie Met Gly Gly Thr Leu Leu Ala Leu Leu Arg Lys Arg Phe Arg 
785 790 795 800 

Gin Lys Asp Asp Gly Lys Cys Pro Leu Asn Pro His Ser His Leu Gly 

805 810 815 

Thr Tyr Gly Val Phe Thr Asn Ala Ala Phe Asp Pro Ser Pro 
820 825 830 

<210> 32 

<211> 2386 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Leu Arg Gly Pro Gly Pro Gly Leu Leu Leu Leu Ala val Gin Cys 

1 5 10 15 

Leu Gly Thr Ala val Pro Ser Thr Gly Ala Ser Lys Ser Lys Arg Gin 

20 25 30 

Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val Ala Val Ser Gin Ser 

35 40 45 

Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin lie Asn Gin Gin 

50 ' 55 60 

Trp Glu Arg Thr Tyr Leu Gly Asn Ala Leu val Cys Thr Cys Tyr Gly 
65 70 75 80 

Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Ala Glu Glu Thr 
85 90 95 
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Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg val Gly Asp Thr Tyr 

100 105 110 

Glu Arg Pro Lys Asp Ser Met lie Trp Asp Cys Thr Cys lie Gly Ala 

115 120 125 

Gly Arg Gly Arg lie Ser Cys Thr lie Ala Asn Arg Cys His Glu Gly 

130 ~ 135 140 

Gly Gin Ser Tyr Lys lie Gly Asp Thr Trp Arg Arg Pro His Glu Thr 
145 150 155 160 

Gly Gly Tyr Met Leu Glu Cys val Cys Leu Gly Asn Gly Lys Gly Glu 

165 170 175 

Trp Thr cys Lys Pro lie Ala Glu Lys Cys Phe Asp His Ala Ala Gly 

180 185 190 

Thr ser Tyr val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly Trp 

195 200 205 

Met Met Val Asp Cys Thr cys Leu Gly Glu Gly Ser Gly Arg lie Thr 

210 215 220 

Cys Thr ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser Tyr 
225 230 235 240 

Arg lie Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu Leu 

245 250 255 

Gin Cys lie Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu Arg 

260 265 270 

His Thr Ser Val Gin Thr Thr ser Ser Gly Ser Gly Pro Phe Thr Asp 

275 280 285 

val Arg Ala Ala Val Tyr Gin Pro Gin Pro His Pro Gin Pro Pro Pro 

290 295 300 

Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser val Gly Met 
305 310 315 320 

Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys Leu 

325 330 335 

Gly Asn Gly val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr Gly 

340 345 350 

Gly Asn Ser Asn Gly Glu Pro Cys val Leu Pro Phe Thr Tyr Asn Gly 

355 360 365 

Arg Thr Phe Tyr Ser Cys Thr Thr Glu Gly Arg Gin Asp Gly His Leu 

370 375 380 

Trp Cys Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser Phe 
385 390 395 400 

Cys Thr Asp His Thr Val Leu val Gin Thr Arg Gly Gly Asn Ser Asn 

405 410 ~ 415 

Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr Thr 

420 425 430 

Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly Thr 

435 440 445 

Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met Ala 

450 455 460 

Ala His Glu Glu lie Cys Thr Thr Asn Glu Gly val Met Tyr Arg lie 
465 470 475 480 

Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg Cys 

485 490 495 

Thr Cys val Gly Asn Gly Arg Gly Glu Trp Thr Cys lie Ala Tyr Ser 

500 ~ 505 510 

Gin Leu Arg Asp Gin Cys lie Val Asp Asp lie Thr Tyr Asn Val Asn 

515 520 525 

Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys Thr 

530 535 540 

Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp Gin 
545 550 555 560 

Cys Gin Asp Ser Glu Thr Gly Thr Phe Tyr Gin lie Gly Asp Ser Trp 

565 570 575 

Glu Lys Tyr val His Gly val Arg Tyr Gin Cys Tyr Cys Tyr Gly Arg 

580 585 590 

Gly lie Gly Glu Trp His Cys Gin Pro Leu Gin Thr Tyr Pro Ser Ser 
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st 
605 



595 



600 



Ser Gly Pro val Glu val Phe lie Thr Glu Thr Pro Ser Gin Pro Asn 

610 615 620 

Ser His Pro lie Gin Trp Asn Ala Pro Gin Pro Ser His lie Ser Lys 
625 630 635 640 

Tyr lie Leu Arg Trp Arg Pro Lys Asn Ser val Gly Arg Trp Lys Glu 

645 650 " 655 

Ala Thr lie Pro Gly His Leu Asn Ser Tyr Thr lie Lys Gly Leu Lys 

660 665 670 

Pro Gly val val Tyr Glu Gly Gin Leu lie Ser lie Gin Gin Tyr Gly 

675 ' 680 685 

His Gin Glu val Thr Arg Phe Asp Phe Thr Thr Thr Ser Thr Ser Thr 

690 695 700 

Pro val Thr Ser Asn Thr val Thr Gly Glu Thr Thr Pro Phe Ser Pro 
705 710 715 720 

Leu val Ala Thr Ser Glu Ser val Thr Glu lie Thr Ala Ser Ser Phe 

725 730 735 

val val Ser Trp val Ser Ala Ser Asp Thr val Ser Gly Phe Arg val 

740 745 750 

Glu Tyr Glu Leu Ser Glu Glu Gly Asp Glu Pro Gin Tyr Leu Asp Leu 

755 760 765 

Pro Ser Thr Ala Thr Ser val Asn lie Pro Asp Leu Leu Pro Gly Arg 

770 775 780 

Lys Tyr lie val Asn Val Tyr Gin lie Ser Glu Asp Gly Glu Gin Ser 
785 790 795 800 

Leu lie Leu Ser Thr ser Gin Thr Thr Ala Pro Asp Ala Pro Pro Asp 

805 810 815 

Thr Thr val Asp Gin Val Asp Asp Thr ser lie val val Arg Trp Ser 

820 825 830 

Arg Pro Gin Ala Pro lie Thr Gly Tyr Arg lie val Tyr Ser Pro Ser 

835 840 ' 845 

val Glu Gly Ser ser Thr Glu Leu Asn Leu Pro Glu Thr Ala Asn Ser 

850 855 860 

val Thr Leu ser Asp Leu Gin Pro Gly val Gin Tyr Asn lie Thr lie 
865 870 875 880 

Tyr Ala val Glu Glu Asn Gin Glu Ser Thr Pro val val lie Gin Gin 

885 890 895 

Glu Thr Thr Gly Thr Pro Arg Ser Asp Thr val Pro Ser Pro Arg Asp 

900 905 910 

Leu Gin Phe val Glu val Thr Asp val Lys val Thr lie Met Trp Thr 

915 920 925 

Pro Pro Glu Ser Ala Val Thr Gly Tyr Arg val Asp Val lie Pro val 

930 935 * 940 

Asn Leu Pro Gly Glu His Gly Gin Arg Leu Pro lie Ser Arg Asn Thr 
945 '950 955 ' 960 

Phe Ala Glu val Thr Gly Leu Ser Pro Gly val Thr Tyr Tyr Phe Lys 

965 970 975 

val Phe Ala val Ser His Gly Arg Glu Ser Lys Pro Leu Thr Ala Gin 

980 985 990 

Gin Thr Thr Lys Leu Asp Ala Pro Thr Asn Leu Gin Phe val Asn Glu 

995 1000 1005 

Thr Asp ser Thr val Leu val Arg Trp Thr Pro Pro Arg Ala Gin lie 

1010 1015 1020 

Thr Gly Tyr Arg Leu Thr val Gly Leu Thr Arg Arg Gly Gin Pro Arg 
1025 ~ 1030 1035 104i 

Gin Tyr Asn val Gly Pro Ser val Ser Lys Tyr Pro Leu Arg Asn Leu 

1045 1050 1055 

Gin Pro Ala Ser Glu Tyr Thr val Ser Leu val Ala lie Lys Gly Asn 

1060 1065 1070 

Gin Glu Ser Pro Lys Ala Thr Gly Val Phe Thr Thr Leu Gin Pro Gly 

1075 1080 1085 

Ser ser lie Pro Pro Tyr Asn Thr Glu val Thr Glu Thr Thr lie val 



1090 



1095 



1100 
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lie Thr Trp Thr Pro Ala Pro Arg lie Gly Phe Lys Leu Gly Val Arg 
1105 1110 1115 1120 

Pro ser Gin Gly Gly Glu Ala Pro Arg Glu val Thr Ser Asp Ser Gly 

1125 1130 1135 

Ser lie val val Ser Gly Leu Thr Pro Gly val Glu Tyr Val Tyr Thr 

1140 1145 1150 

lie Gin val Leu Arg Asp Gly Gin Glu Arg Asp Ala Pro lie val Asn 

1155 " " 1160 1165 

Lys val val Thr Pro Leu Ser Pro Pro Thr Asn Leu His Leu Glu Ala 

1170 1175 1180 

Asn Pro Asp Thr Gly val Leu Thr val Ser Trp Glu Arg Ser Thr Thr 
1185 1190 1195 1200 

Pro Asp lie Thr Gly Tyr Arg lie Thr Thr Thr Pro Thr Asn Gly Gin 

1205 " 1210 1215 

Gin Gly Asn Ser Leu Glu Glu val Val His Ala Asp Gin Ser Ser cys 

1220 1225 1230 

Thr Phe Asp Asn Leu Ser Pro Gly Leu Glu Tyr Asn val Ser val Tyr 

1235 1240 1245 

Thr val Lys Asp Asp Lys Glu Ser val Pro lie Ser Asp Thr lie lie 

1250 1255 1260 

Pro Ala val Pro Pro Pro Thr Asp Leu Arg Phe Thr Asn lie Gly Pro 
1265 1270 1275 1280 

Asp Thr Met Arg val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr 

1285 1290 1295 

Asn Phe Leu val Arg Tyr Ser Pro val Lys Asn Glu Glu Asp val Ala 

1300 1305 1310 

Glu Leu ser lie Ser Pro Ser Asp Asn Ala val val Leu Thr Asn Leu 

1315 1320 1325 

Leu Pro Gly Thr Glu Tyr val Val Ser val Ser Ser val Tyr Glu Gin 

1330 1335 1340 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp Ser 
1345 1350 1355 1360 

Pro Thr Gly lie Asp Phe Ser Asp lie Thr Ala Asn Ser Phe Thr val 

1365 1370 1375 

His Trp lie Ala Pro Arg Ala Thr lie Thr Gly Tyr Arg lie Arg His 

1380 1385 1390 

His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp Arg Val Pro His 

1395 1400 ~ 1405 

Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr Pro Gly Thr Glu Tyr 

1410 1415 1420 

val val Ser lie Val Ala Leu Asn Gly Arg Glu Glu Ser Pro Leu Leu 
1425 1430 1435 1440 

lie Gly Gin Gin Ser Thr val Ser Asp val Pro Arg Asp Leu Glu val 

1445 1450 ~ 1455 

Val Ala Ala Thr Pro Thr Ser Leu Leu lie Ser Trp Asp Ala Pro Ala 

1460 1465 1470 

val Thr Val Arg Tyr Tyr Arg lie Thr Tyr Gly Glu Thr Gly Gly Asn 

1475 1480 1485 

Ser Pro Val Gin Glu Phe Thr val Pro Gly Ser Lys ser Thr Ala Thr 

1490 1495 1500 

lie Ser Gly Leu Lys Pro Gly val Asp Tyr Thr lie Thr Val Tyr Ala 
1505 1510 1515 1520 

val Thr Gly Arg Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie 

1525 1530 1535 

Asn Tyr Arg Thr Glu lie Asp Lys Pro Ser Gin Met Gin val Thr Asp 

1540 1545 1550 

val Gin Asp Asn Ser lie Ser val Lys Trp Leu Pro Ser Ser Ser Pro 

1555 1560 1565 

Val Thr Gly Tyr Arg val Thr Thr Thr Pro Lys Asn Gly Pro Gly Pro 

1570 ~ 1575 1580 

Thr Lys Thr Lys Thr Ala Gly Pro Asp Gin Thr Glu Met Thr lie Glu 
1585 1590 1595 1600 

Gly Leu Gin Pro Thr Val Glu Tyr Val val Ser val Tyr Ala Gin Asn 
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1605 1610 1615 

Pro Ser Gly Glu Ser Gin Pro Leu val Gin Thr Ala val Thr Asn lie 

1620 1625 1630 

Asp Arg Pro Lys Gly Leu Ala Phe Thr Asp val Asp val Asp Ser lie 

1635 1640 1645 

Lys lie Ala Trp Glu Ser Pro Gin Gly Gin val Ser Arg Tyr Arg val 

1650 1655 1660 

Thr Tyr Ser Ser Pro Glu Asp Gly lie His Glu Leu Phe Pro Ala Pro 
1665 1670 1675 1680 

Asp Gly Glu Glu Asp Thr Ala Glu Leu Gin Gly Leu Arg Pro Gly Ser 

1685 1690 1695 

Glu Tyr Thr val Ser val Val Ala Leu His Asp Asp Met Glu Ser Gin 

1700 1705 1710 

Pro Leu lie Gly Thr Gin Ser Thr Ala lie Pro Ala Pro Thr Asp Leu 

1715 1720 1725 

Lys Phe Thr Gin val Thr Pro Thr Ser Leu Ser Ala Gin Trp Thr Pro 

1730 1735 1740 

Pro Asn val Gin Leu Thr Gly Tyr Arg val Arg Val Thr Pro Lys Glu 
1745 1750 1755 1760 

Lys Thr Gly Pro Met Lys Glu lie Asn Leu Ala Pro Asp Ser ser ser 

1765 1770 1775 

val val val Ser Gly Leu Met val Ala Thr Lys Tyr Glu val Ser val 

1780 1785 1790 

Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly val Val 

1795 1800 1805 

Thr Thr Leu Glu Asn val Ser Pro Pro Arg Arg Ala Arg val Thr Asp 

1810 1815 1820 

Ala Thr Glu Thr Thr lie Thr lie Ser Trp Arg Thr Lys Thr Glu Thr 
1825 1830 1835 1840 

lie Thr Gly Phe Gin val Asp Ala val Pro Ala Asn Gly Gin Thr Pro 

1845 1850 1855 

lie Gin Arg Thr lie Lys Pro Asp Val Arg Ser Tyr Thr lie Thr Gly 

1860 1865 1870 

Leu Gin Pro Gly Thr Asp Tyr Lys lie Tyr Leu Tyr Thr Leu Asn Asp 

1875 1880 1885 

Asn Ala Arg ser ser Pro Val val lie Asp Ala Ser Thr Ala lie Asp 

1890 1895 1900 

Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn ser Leu Leu 
1905 1910 1915 1920 

Val Ser Trp Gin Pro Pro Arg Ala Arg lie Thr Gly Tyr lie lie Lys 

1925 1930 1935 

Tyr Glu Lys Pro Gly ser Pro Pro Arg Glu val val Pro Arg Pro Arg 

1940 1945 1950 

Pro Gly Val Thr Glu Ala Thr lie Thr Gly Leu Glu Pro Gly Thr Glu 

1955 1960 1965 

Tyr Thr lie Tyr val lie Ala Leu Lys Asn Asn Gin Lys Ser Glu Pro 

1970 1975 1980 

Leu lie Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu Val Thr Leu 
1985 1990 1995 2000 

Pro His Pro Asn Leu His Gly Pro Glu lie Leu Asp val Pro Ser Thr 

2005 2010 2015 

val Gin Lys Thr Pro Phe val Thr His Pro Gly Tyr Asp Thr Gly Asn 

2020 2025 2030 

Gly lie Gin Leu Pro Gly Thr Ser Gly Gin Gin Pro Ser val Gly Gin 

2035 2040 2045 

Gin Met lie Phe Glu Glu His Gly Phe Arg Arg Thr Thr Pro Pro Thr 

2050 2055 2060 

Thr Ala Thr Pro lie Arg His Arg Pro Arg Pro Tyr Pro Pro Asn Val 
2065 2070 2075 2080 

Gly Glu Glu lie Gin lie Gly His lie Pro Arg Glu Asp Val Asp Tyr 

2085 2090 2095 

His Leu Tyr Pro His Gly Pro Gly Leu Asn Pro Asn Ala Ser Thr Gly 
2100 2105 2110 
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Gin Glu Ala Leu Ser Gin Thr Thr lie Ser Trp Ala Pro Phe Gin Asp 

2115 2120 2125 

Thr Ser Glu Tyr lie lie ser Cys His Pro val Gly Thr Asp Glu Glu 

2130 2135 2140 

pro Leu Gin Phe Arg val Pro Gly Thr Ser Thr ser Ala Thr Leu Thr 
2145 2150 2155 2160 

Gly Leu Thr Arg Gly Ala Thr Tyr Asn val lie Val Glu Ala Leu Lys 

2165 2170 2175 

Asp Gin Gin Arg His Lys val Arg Glu Glu val val Thr val Gly Asn 

2180 2185 2190 

Ser val Asn Glu Gly Leu Asn Gin Pro Thr Asp Asp Ser Cys Phe Asp 

2195 2200 2205 

Pro Tyr Thr val Ser His Tyr Ala val Gly Asp Glu Trp Glu Arg Met 

2210 2215 2220 

Ser Glu ser Gly Phe Lys Leu Leu Cys Gin Cys Leu Gly Phe Gly Ser 
2225 2230 2235 2240 

Gly His Phe Arg Cys Asp Ser Ser Arg Trp Cys His Asp Asn Gly val 

2245 2250 2255 

Asn Tyr Lys lie Gly Glu Lys Trp Asp Arg Gin Gly Glu Asn Gly Gin 

2260 2265 2270 

Met Met Ser Cys Thr Cys Leu Gly Asn Gly Lys Gly Glu Phe Lys Cys 

2275 2280 2285 

Asp Pro His Glu Ala Thr Cys Tyr Asp Asp Gly Lys Thr Tyr His Val 

2290 2295 2300 

Gly Glu Gin Trp Gin Lys Glu Tyr Leu Gly Ala lie Cys ser Cys Thr 
2305 2310 2315 2320 

Cys Phe Gly Gly Gin Arg Gly Trp Arg Cys Asp Asn Cys Arg Arg Pro 

2325 2330 2335 

Gly Gly Glu Pro Ser Pro Glu Gly Thr Thr Gly Gin Ser Tyr Asn Gin 

2340 2345 2350 

Tyr Ser Gin Arg Tyr His Gin Arg Thr Asn Thr Asn val Asn Cys Pro 

2355 2360 2365 

lie Glu Cys Phe Met Pro Leu Asp Val Gin Ala Asp Arg Glu Asp Ser 

2370 2375 2380 

Arg Glu 
2385 

<210> 33 

<211> 953 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Arg Tyr Asn Lys Asn Leu Glu Glu Ala Lys Arg lie Gly lie Lys Lys 

1 5 10 15 

Ala lie Thr Ala Asn lie Ser lie Gly Ala Ala Phe Leu Leu lie Tyr 

20 25 30 

Ala Ser Tyr Ala Leu Ala Phe Trp Tyr Gly Thr Thr Leu Val Leu Ser 

35 40 45 

Gly Glu Tyr Ser lie Gly Gin val Leu Thr Val Phe Phe Ser val Leu 

50 55 60 

lie Gly Ala Phe Ser val Gly Gin Ala Ser Pro Ser lie Glu Ala Phe 
65 70 75 80 

Ala Asn Ala Arg Gly Ala Ala Tyr Glu lie Phe Lys lie lie Asp Asn 

85 90 95 

Lys Pro Ser lie Asp Ser Tyr Ser Lys Ser Gly His Lys Pro Asp Asn 

100 * 105 110 

lie Lys Gly Asn Leu Glu Phe Arg Asn val His Phe Ser Tyr Pro Ser 

115 120 125 

Arg Lys Glu Val Lys lie Leu Lys Gly Leu Asn Leu Lys Val Gin Ser 

130 135 140 

Gly Gin Thr val Ala Leu Val Gly Asn Ser Gly Cys Gly Lys Ser Thr 
145 150 155 160 
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Thr val Gin Leu Met Gin Arg Leu Tyr Asp Pro Thr Glu Gly Met val 

165 ~ 170 175 

Ser val Asp Gly Gin Asp lie Arg Thr lie Asn val Arg Phe Leu Arg 

180 185 190 

Glu lie lie Gly Val val Ser Gin Glu Pro Val Leu Phe Ala Thr Thr 

195 ' 200 205 

lie Ala Glu Asn lie Arg Tyr Gly Arg Glu Asn val Thr Met Asp Glu 

210 215 220 

lie Glu Lys Ala Val Lys Glu Ala Asn Ala Tyr Asp Phe lie Met Lys 
225 230 235 240 

Leu Pro His Lys Phe Asp Thr Leu val Gly Glu Arg Gly Ala Gin Leu 

245 250 ~ 255 

Ser Gly Gly Gin Lys Gin Arg lie Ala lie Ala Arg Ala Leu Val Arg 

260 265 " 270 

Asn Pro Lys lie Leu Leu Leu Asp Glu Ala Thr Ser Ala Leu Asp Thr 

275 280 285 

Glu Ser Glu Ala val val Gin val Ala Leu Asp Lys Ala Arg Lys Gly 

290 295 300 

Arg Thr Thr lie Val lie Ala His Arg Leu Ser Thr val Arg Asn Ala 
305 310 - 315 320 

Asp val lie Ala Gly Phe Asp Asp Gly val lie val Glu Lys Gly Asn 

325 330 335 

His Asp Glu Leu Met Lys Glu Lys Gly lie Tyr Phe Lys Leu Val Thr 

340 345 350 

Met Gin Asp Glu Ser lie Pro Pro val Ser Phe Trp Arg lie Met Lys 

355 360 365 

Leu Asn Leu Thr Glu Trp Pro Tyr Phe val val Gly val Phe Cys Ala 

370 375 380 

lie lie Asn Gly Gly Leu Gin Pro Ala Phe Ala lie lie Phe Ser Lys 
385 390 395 400 

lie lie Gly val Phe Thr Arg lie Asp Asp Pro Glu Thr Lys Arg Gin 

405 ~ 410 415 

Asn ser Asn Leu Phe Ser Leu Leu Phe Leu Ala Leu Gly lie lie Ser 

420 425 430 

Phe lie Thr Phe Phe Leu Gin Gly Phe Thr Phe Gly Lys Ala Gly Glu 

435 440 445 

lie Leu Thr Lys Arg Leu Arg Tyr Met val Phe Arg Ser Met Leu Arg 

450 "* 455 460 

Gin Asp val Ser Trp Phe Asp Asp Pro Lys Asn Thr Thr Gly Ala Leu 
465 470 475 480 

Thr Thr Arg Leu Ala Asn Asp Ala Ala Gin val Lys Gly Ala lie Gly 

485 490 495 

Ser Arg Leu Ala Val lie Thr Gin Asn lie Ala Asn Leu Gly Thr Gly 

500 505 510 

lie lie lie Ser Phe lie Tyr Gly Trp Gin Leu Thr Leu Leu Leu Leu 

515 520 525 

Ala lie val Pro lie lie Ala lie Ala Gly val val Glu Met Lys Met 

530 535 540 

Leu Ser Gly Gin Ala Leu Lys Asp Lys Lys Glu Leu Glu Gly Ser Gly 
545 550 555 560 

Lys lie Ala Thr Glu Ala lie Glu Asn Phe Arg Thr Val Val Ser Leu 

565 570 575 

Thr Gin Glu Gin Lys Phe Glu His Met Tyr Ala Gin Ser Leu Gin val 

580 585 590 

Pro Tyr Arg Asn Ser Leu Arg Lys Ala His lie Phe Gly lie Thr Phe 

595 600 605 

Ser Phe Thr Gin Ala Met Met Tyr Phe Ser Tyr Ala Gly Cys Phe Arg 

610 615 620 

Phe Gly Ala Tyr Leu val Ala His Lys Leu Met Ser Phe Glu Asp val 
625 630 635 640 

Leu Leu val Phe Ser Ala val val Phe Gly Ala Met Ala val Gly Gin 

645 650 655 

Val Ser Ser Phe Ala Pro Asp Tyr Ala Lys Ala Lys lie Ser Ala Ala 
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st 



670 



660 



665 



His lie 


He 
675 


Met 


He 


lie 


Glu 


Lys 
680 


Thr 


Pro Leu 


lie 


Asp 

685 


Ser 


Tyr 


Ser 


Thr Glu 


Gly 


Leu 


Met 


Pro 


Asn 


Thr 


Leu 


Glu Gly 


Asn 


val 


Thr 


Phe Gly 


690 








695 






700 










Glu Val 


Val 


Phe 


Asn 


Tyr 


Pro 


Thr 


Arg 


Pro Asp 


He 


Pro 


val 


Leu 


Gin 


705 








710 






715 










720 


Gly Leu 


Ser 


Leu 


Glu 


Val 


Lys 


Lys 


Gly 


Gin Thr 


Leu 


Ala 


Leu 


val 


Gly 






725 




730 








735 




ser Ser 


Gly 


Cys 


Gly 


Lys 


Ser 


Thr 


val 


val Gin 


Leu 


Leu 


Glu 


Arg 


Phe 




740 






745 








750 




Tyr Asp 


Pro 


Leu 


Ala 


Gly 


Lys 


val 


Leu 


lie Cys 


Glu 


Leu 


Phe 


Gin 


Leu 


755 






760 








765 








Leu Asp 


Gly 


Lys 


Glu 


He 


Lys 


Arg 


Leu 


Asn Val 


Gin 


Trp 


Leu 


Arg 


Ala 


770 






775 






780 










His Leu 


Gly 


lie 


val 


Ser 


Gin 


Glu 


Pro 


lie Leu 


Phe 


Asp 


cys 


Ser 


He 


785 






790 








795 






800 


Ala Glu 


Asn 


lie 


Ala 


Tyr 


Gly 


Asp 


Asn 


Ser Arg 


Val 


val 


ser 


Gin 


Glu 








805 




810 








815 




Glu lie 


val 


Arg 


Ala 


Ala 


Lys 


Glu 


Ala 


Asn lie 


His 


Ala 


Phe 


He 


Glu 






820 








825 








830 






Ser Leu 


Pro 


Asn 


Lys 


Tyr 


Ser 


Thr 


Lys 


val Gly 


Asp 


Lys 


Gly 


Thr 


Gin 




835 






840 








845 








Leu Ser 


Gly 


Gly 


Gin 


Lys 


Gin 


Arg 


lie 


Ala lie 


Ala 


Arg 


Ala 


Leu 


val 


850 




855 






860 








Arg Gin 


Pro 


His 


lie 


Leu 


Leu 


Leu 


Asp 


Glu Ala 


Thr 


Ser 


Ala 


Leu 


Asp 


865 








870 






875 










880 


Thr Glu 


ser 


G 1 U 


Lys 


va I 


va I 


o i n 


Cj 1 u 


Ala Leu 


Asp 


Lys 


a i a 


Arg 


Glu 








885 










890 




895 




Gly Arg 


Thr 


cys 


lie 


val 


He 


Ala 


His 


Arg Leu 


Ser 


Thr 


He 


Gin 


Asn 




900 










905 






910 






Ala Asp 


Leu 


He 


val 


val 


Phe 


Gin 


Asn 


Gly Arg 


val 


Lys 


Glu 


His Gly 


915 










920 






925 








Thr His 


Gin 


Gin 


Leu 


Leu 


Ala 


Gin 


Lys 


Gly lie 


Tyr 


Phe 


Ser 


Met 


Val 


930 










935 




940 










Ser Val 


Gin 


Ala 


Gly 


Thr 


Lys 


Arg 


Gin 















<210> 34 

<211> 1537 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Ser Leu ser Phe Cys Gly Asn Asn lie Ser Ser Tyr Asn lie Asn 

1 5 10 15 

Asp Gly val Leu Gin Asn ser Cys Phe val Asp Ala Leu Asn Leu val 

20 25 30 

Pro His val Phe Leu Leu Phe lie Thr Phe Pro He Leu Phe lie Gly 

35 40 45 

Trp Gly ser Gin Ser Ser Lys val Gin lie His His Asn Thr Trp Leu 

50 55 60 

His Phe Pro Gly His Asn Leu Arg Trp lie Leu Thr Phe Ala Leu Leu 
65 70 75 80 

Phe val His val Cys Glu lie Ala Glu Gly lie val Ser Asp Ser Arg 

85 90 95 

Arg Glu Ser Arg His Leu His Leu Phe Met Pro Ala val Met Gly Phe 

100 105 110 

val Ala Thr Thr Thr Ser lie val Tyr Tyr His Asn lie Glu Thr ser 

115 120 125 

Asn Phe Pro Lys Leu Leu Leu Ala Leu Phe Leu Tyr Trp val Met Ala 

130 135 140 

Phe lie Thr Lys Thr lie Lys Leu val Lys Tyr cys Gin ser Gly Leu 



945 



950 



Page 
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145 150 155 160 

Asp lie Ser Asn Leu Arg Phe Cys lie Thr Gly Met Met val lie Leu 

165 170 175 

Asn Gly Leu Leu Met Ala val Glu lie Asn val lie Arg val Arg Arg 

180 185 190 

Tyr val Phe Phe Met Asn Pro Gin Lys Val Lys Pro Pro Glu Asp Leu 

195 200 205 

Gin Asp Leu Gly val Arg Phe Leu Gin Pro Phe val Asn Leu Leu Ser 

210 215 220 

Lys Ala Thr Tyr Trp Trp Met Asn Thr Leu lie lie Ser Ala His Lys 
225 230 235 240 

Lys Pro lie Asp Leu Lys Ala lie Gly Lys Leu Pro lie Ala Met Arg 

245 250 255 

Ala val Thr Asn Tyr val Cys Leu Lys Asp Ala Tyr Glu Glu Gin Lys 

260 265 270 

Lys Lys val Ala Asp His Pro Asn Arg Thr Pro Ser lie Trp Leu Ala 

275 280 285 

Met Tyr Arg Ala Phe Gly Arg Pro lie Leu Leu Ser Ser Thr Phe Arg 

290 ~ 295 300 

Tyr Leu Ala Asp Leu Leu Gly Phe Ala Gly Pro Leu Cys lie Ser Gly 
305 310 315 320 

lie val Gin Arg val Asn Glu Thr Gin Asn Gly Thr Asn Asn Thr Thr 

325 330 335 

Gly lie Ser Glu Thr Leu Ser ser Lys Glu Phe Leu Glu Asn Ala Tyr 

340 345 350 

val Leu Ala Val Leu Leu Phe Leu Ala Leu lie Leu Gin Arg Thr Phe 

355 360 365 

Leu Gin Ala ser Tyr Tyr val Thr lie Glu Thr Gly lie Asn Leu Arg 

370 375 380 

Gly Ala Leu Leu Ala Met lie Tyr Asn Lys lie Leu Arg Leu Ser Thr 
385 390 395 400 

Ser Asn Leu Ser Met Gly Glu Met Thr Leu Gly Gin lie Asn Asn Leu 

405 410 415 

val Ala lie Glu Thr Asn Gin Leu Met Trp Phe Leu Phe Leu Cys Pro 

420 425 430 

Asn Leu Trp Ala Met Pro val Gin lie lie Met Gly val lie Leu Leu 

435 440 445 

Tyr Asn Leu Leu Gly Ser Ser Ala Leu val Gly Ala Ala val lie val 

450 455 460 

Leu Leu Ala Pro lie Gin Tyr Phe lie Ala Thr Lys Leu Ala Glu Ala 
465 470 475 480 

Gin Lys Ser Thr Leu Asp Tyr Ser Thr Glu Arg Leu Lys Lys Thr Asn 

485 490 495 

Glu He Leu Lys Gly lie Lys Leu Leu Lys Leu Tyr Ala Trp Glu His 

500 - 505 510 

lie Phe Cys Lys Ser val Glu Glu Thr Arg Met Lys Glu Leu ser ser 

515 520 " 525 

Leu Lys Thr Phe Ala Leu Tyr Thr Ser Leu Ser Ser Lys Leu Leu Thr 

530 535 540 

Pro Phe Phe Ala Gin Thr Phe val Thr His Ala Tyr Ala Ser Gly Asn 
545 550 555 560 

Asn Leu Lys Pro Ala Glu Ala Phe Ala Ser Leu Ser Leu Phe His lie 

565 570 575 

Leu val Thr Pro Leu Phe Leu Leu Ser Thr val val Arg Phe Ala val 

580 585 590 

Lys Ala lie lie ser val Gin Lys Leu Asn Glu Phe Leu Leu Ser Asp 

595 600 605 

Glu lie Gly Asp Asp Ser Trp Arg Thr Gly Glu Ser Ser Leu Pro Phe 

610 615 620 

Glu Ser Cys Lys Lys His Thr Gly val Gin Pro Lys Thr lie Asn Arg 
625 630 * 635 640 

Lys Gin Pro Gly Arg Tyr His Leu Asp Ser Tyr Glu Gin ser Thr Arg 
645 650 655 
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lie Ala lie Lys val Thr Asn 
670 

Ala Thr Leu Ser Asn He Asp 
685 

Met lie val Gly Gin val Gly 
700 

lie Leu Gly Glu Met Gin Thr 
715 720 
Tyr val Tyr Phe Tyr Arg Asn 
730 735 
Lys Pro Trp Leu Leu Asn Ala 
750 

Ser Pro Phe Asn Lys Gin Arg 
765 

Leu Gin Pro Asp lie Asp Leu 
780 

Gly Glu Arg Gly lie Asn Leu 
795 800 
val Ala Arg Ala Leu Tyr Gin 
810 815 
Pro Phe Ser Ala Leu Asp lie 
830 

Gly lie Leu Lys Phe Leu Gin 
845 

Thr His Lys Leu Gin Tyr Leu 
860 

Lys Asp Gly Ser val Leu Arg 
875 880 
Lys Asp Val Glu Leu Tyr Glu 
890 895 
Asp Gin Glu Leu Glu Lys Asp 
910 

Arg Lys Thr Leu Arg Arg Ala 
925 

Met Glu Asp Glu Asp Glu Glu 
940 

Asn Met Ser Thr val Met Arg 
955 960 
Cys Trp Arg Tyr Leu Thr Ser 
970 975 
lie Phe Ser Lys Leu Leu Lys 
990 

Trp Leu Ala Thr Trp Thr ser 
1005 

Ala Asp Gin Thr Tyr Tyr val 
1020 

Gly lie Phe Leu Cys Leu val 

1035 1040 
Leu Thr Ala Ala Lys Asn Leu 
1045 1050 1055 

His His Asn Leu Leu Asn Lys lie lie Leu Gly Pro lie Arg Phe Phe 

1060 1065 1070 

Asp Thr Thr Pro Leu Gly Leu lie Leu Asn Arg Phe Ser Ala Asp Thr 

1075 1080 ~ 1085 

Asn lie lie Asp Gin His lie Pro Pro Thr Leu Glu Ser Leu Thr Arg 

1090 1095 1100 

Ser Thr Leu Leu Cys Leu Ser Ala lie Gly Met lie Ser Tyr Ala Thr 
1105 1110 1115 1120 

Pro val Phe Leu val Ala Leu Leu Pro Leu Gly val Ala Phe Tyr Phe 

1125 1130 1135 

lie Gin Lys Tyr Phe Arg Val Ala Ser Lys Asp Leu Gin Glu Leu Asp 

1140 ^ 1145 1150 

Asp Ser Thr Gin Leu Pro Leu Leu Cys His Phe Ser Glu Thr Ala Glu 
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Arg Leu 


Arg 


Pro 


Ala 


Glu 


Thr 


Glu 


Asp 


660 










665 


Gly Tyr 


Phe 


Ser 


Trp 


Gly 


Ser 


Gly 


Leu 


675 






680 




lie Arg 


lie 


Pro 


Thr 


Gly 


Gin 


Leu 


Thr 


690 








695 






Cys Gly 


Lys 


Ser 


Ser 


Leu 


Leu 


Leu 


Ala 


705 






710 








Leu Glu 


Gly 


Lys 


val 


His 


Trp 


Ser 


Lys 




725 










Arg Tyr 


Ser 


val 


Ala 


Tyr 


Ala 


Ala 


Gin 




740 








745 


Thr val 


Glu 


Glu 


Asn 


He 


Thr 


Phe 


Gly 




755 










760 


Tyr Lys 


Ala 


Val 


Thr 


Asp 


Ala 


Cys 


Ser 


770 










775 






Leu Pro 


Phe 


Gly 


Asp 


Gin 


Thr 


Glu 


lie 


785 




790 








Ser Gly 


Gly 


Gin 


Arg 


Gin 


Arg 


lie 


Cys 




805 










Asn Thr 


Asn 


lie 


val 


Phe 


Leu 


Asp 


Asp 






820 








825 


His Leu 


Ser 


Asp 


His 


Leu 


Met 


Gin 


Glu 




835 








840 




Asp Asp 


Lys 


Arg 


Thr 


Leu 


val 


Leu 


val 


850 








855 






Thr His 


Ala 


Asp 


Trp 


He 


He 


Ala 


Met 


865 




870 








Glu Gly 


Thr 


Leu 


Lys 


Asp 


He 


Gin 


Thr 






885 










His Trp 


Lys 


Thr 


Leu 


Met 


Asn 


Arg 


Gin 


900 








905 


Met Glu 


Ala 


Asp 


Gin 


Thr 


Thr 


Leu 


Glu 




915 








920 




Met Tyr 


Ser 


Arg 


Glu 


Ala 


Lys 


Ala 


Gin 


930 








935 






Glu Glu 


Glu 


Glu 


Glu 


Asp 


Glu 


Asp 


Asp 


945 








950 






Thr 


Leu Arg 


Thr 


Lys 


Met 
965 


Pro 


Trp 


Lys 


Gly Gly 


Phe 


Phe 


Leu 


Leu 


He 


Leu 


Met 




980 










985 


His Ser 


val 


lie 


val 


Ala 


He 


Asp 


Tyr 




995 










1000 


Glu Tyr 


Ser 


He 


Asn 


Asn 


Thr 


Gly Lys 


1010 








1015 




Ala Gly Phe 


Ser 


He 


Leu 


Cys Gly Ala 


1025 








1030 






Thr Ser 


Leu 


Thr 


val 


Glu Trp Met Gly 
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1155 1160 1165 

Gly Leu Thr Thr lie Arg Ala Phe Arg His Glu Thr Arg Phe Lys Gin 

1170 1175 1180 

Arg Met Leu Glu Leu Thr Asp Thr Asn Asn lie Ala Tyr Leu Phe Leu 
1185 1190 1195 1200 

ser Ala Ala Asn Arg Trp Leu Glu val Arg Thr Asp Tyr Leu Gly Ala 

1205 1210 1215 

Cys lie val Leu Thr Ala Ser lie Ala Ser lie Ser Gly Ser Ser Asn 

1220 1225 1230 

Ser Gly Leu val Gly Leu Gly Leu Leu Tyr Ala Leu Thr lie Thr Asn 

1235 1240 1245 

Tyr Leu Asn Trp Val val Arg Asn Leu Ala Asp Leu Glu Val Gin Met 

1250 1255 1260 

Gly Ala val Lys Lys val Asn Ser Phe Leu Thr Met Glu Ser Glu Asn 
1265 1270 1275 1280 

Tyr Glu Gly Thr Met Asp Pro Ser Gin Val Pro Glu His Trp Pro Gin 

1285 1290 1295 

Glu Gly Glu lie Lys lie His Asp Leu Cys val Arg Tyr Glu Asn Asn 

1300 1305 1310 

Leu Lys Pro Val Leu Lys His val Lys Ala Tyr lie Lys Pro Gly Gin 

1315 1320 1325 

Lys val Gly lie Cys Gly Arg Thr Gly Ser Gly Lys Ser Ser Leu Ser 

1330 1335 1340 

Leu Ala Phe Phe Arg Met Val Asp lie Phe Asp Gly Lys lie Val lie 
1345 1350 1355 1360 

Asp Gly lie Asp lie Ser Lys Leu Pro Leu His Thr Leu Arg Ser Arg 

1365 ' 1370 1375 

Leu Ser lie lie Leu Gin Asp Pro lie Leu Phe Ser Gly Ser lie Arg 

1380 1385 1390 

Phe Asn Leu Asp Pro Glu Cys Lys Cys Thr Asp Asp Arg Leu Trp Glu 

1395 1400 1405 

Ala Leu Glu lie Ala Gin Leu Lys Asn Met val Lys Ser Leu Pro Gly 

1410 1415 1420 

Gly Leu Asp Ala val val Thr Glu Gly Gly Glu Asn Phe Ser val Gly 
1425 1430 1435 1440 

Gin Arg Gin Leu Phe Cys Leu Ala Arg Ala Phe Val Arg Lys Ser Ser 

1445 1450 1455 

lie Leu lie Met Asp Glu Ala Thr Ala Ser lie Asp Met Ala Thr Glu 

1460 1465 1470 

Asn lie Leu Gin Lys val val Met Thr Ala Phe Ala Asp Arg Thr val 

1475 1480 1485 

val Thr lie Ala His Arg val His Thr lie Leu Thr Ala Asp Leu val 

1490 1495 1500 

lie val Met Lys Arg Gly Asn lie Leu Glu Tyr Asp Thr Pro Glu Ser 
1505 1510 1515 1520 

Leu Leu Ala Gin Glu Asn Gly Val Phe Ala Ser Phe Val Arg Ala Asp 
1525 1530 1535 

Met 

<210> 35 
<211> 676 
<212> PRT 

<213> Homo sapiens 
<400> 35 

Arg Ala Glu Leu val Ala Leu Thr Ala Val Gin Ser Glu Gin Gly Glu 

15 10 15 

Ala Gly Gly Gly Gly Ser Pro Arg Arg Leu Gly Leu Leu Gly Ser Pro 

20 25 30 

Leu Pro Pro Gly Ala Pro Leu Pro Gly Pro Gly Ser Gly Ser Gly Ser 

35 40 45 

Ala Cys Gly Gin Arg Ser Ser Ala Ala His Lys Arg Tyr Arg Arg Leu 
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50 55 60 

Gin Asn Trp Gly Tyr Asn val Leu Glu Arg Pro Arg Gly Trp Ala Phe 
65 70 75 80 

val Tyr His Val Phe lie Phe Leu Leu Val Phe Ser Cys Leu val Leu 

85 90 95 

Ser val Leu Ser Thr lie Gin Glu His Gin Glu Leu Ala Asn Glu Cys 

100 105 110 

Leu Leu lie Leu Glu Phe val Met lie val val Phe Gly Leu Glu Tyr 

115 120 125 

lie val Arg val Trp Ser Ala Gly Cys Cys Cys Arg Tyr Arg Gly Trp 

130 135 140 

Gin Gly Arg Phe Arg Phe Ala Arg Lys Pro Phe Cys val lie Asp Phe 
145 ~ 150 155 160 

lie val Phe Val Ala Ser Val Ala Val lie Ala Ala Gly Thr Gin Gly 

165 170 175 

Asn lie Phe Ala Thr Ser Ala Leu Arg ser Met Arg Phe Leu Gin lie 

180 185 ~ 190 

Leu Arg Met val Arg Met Asp Arg Arg Gly Gly Thr Trp Lys Leu Leu 

195 200 205 

Gly Ser val val Tyr Ala His Ser Lys Glu Leu lie Thr Ala Trp Tyr 

210 215 220 

lie Gly Phe Leu Val Leu lie Phe Ala Ser Phe Leu Val Tyr Leu Ala 
225 230 235 240 

Glu Lys Asp Ala Asn Ser Asp Phe Ser Ser Tyr Ala Asp Ser Leu Trp 

245 250 255 

Trp Gly Thr lie Thr Leu Thr Thr lie Gly Tyr Gly Asp Lys Thr Pro 

260 265 270 

His Thr Trp Leu Gly Arg val Leu Ala Ala Gly Phe Ala Leu Leu Gly 

275 280 285 

lie Ser Phe Phe Ala Leu Pro Ala Gly lie Leu Gly Ser Gly Phe Ala 

290 295 300 

Leu Lys val Gin Glu Gin His Arg Gin Lys His Phe Glu Lys Arg Arg 
305 310 315 320 

Met Pro Ala Ala Asn Leu lie Gin Ala Ala Trp Arg Leu Tyr Ser Thr 

325 330 335 

Asp Met Ser Arg Ala Tyr Leu Thr Ala Thr Trp Tyr Tyr Tyr Asp Ser 

340 345 350 

lie Leu Pro Ser Phe Arg Glu Leu Ala Leu Leu Phe Glu His val Gin 

355 ~ 360 365 

Arg Ala Arg Asn Gly Gly Leu Arg Pro Leu Glu Val Arg Arg Ala Pro 

370 375 380 

val Pro Asp Gly Ala Pro Ser Arg Tyr Pro Pro val Ala Thr Cys His 
385 390 395 400 

Arg Pro Gly Ser Thr ser Phe Cys Pro Gly Glu Ser Ser Arg Met Gly 

405 410 415 

lie Lys Asp Arg lie Arg Met Gly Ser Ser Gin Arg Arg Thr Gly Pro 

420 425 430 

Ser Lys Gin His Leu Ala Pro Pro Thr Met Pro Thr Ser Pro Ser Ser 

435 440 445 

Glu Gin val Gly Glu Ala Thr Ser Pro Thr Lys Val Gin Lys Ser Trp 

450 455 460 

Ser Phe Asn Asp Arg Thr Arg Phe Arg Ala Ser Leu Arg Leu Lys Pro 
465 470 ~ 475 "* 480 

Arg Thr Ser Ala Glu Asp Ala Pro Ser Glu Glu val Ala Glu Glu Lys 

485 490 495 

Ser Tyr Gin Cys Glu Leu Thr val Asp Asp lie Met Pro Ala val Lys 

500 505 510 

Thr val lie Arg ser lie Arg lie Leu Lys Phe Leu Val Ala Lys Arg 

515 ~ 520 525 

Lys Phe Lys Glu Thr Leu Arg Pro Tyr Asp val Lys Asp val lie Glu 

530 535 540 

Gin Tyr Ser Ala Gly His Leu Asp Met Leu Gly Arg lie Lys Ser Leu 
545 550 555 560 

Page 43 



GC773-2-seqlist 

Gin Thr Arg val Asp Gin He val Gly Arg Gly Pro Gly Asp Arg Lys 

565 570 575 

Ala Arg Glu Lys Gly Asp Lys Gly Pro Ser Asp Ala Glu val val Asp 

580 585 590 

Glu lie ser Met Met Gly Arg val val Lys val Glu Lys Gin val Gin 

595 600 605 

ser lie Glu His Lys Leu Asp Leu Leu val Gly Phe Tyr Ser Arg Trp 

610 615 620 

Leu Arg Ser Gly Thr Ser Ala Ser Leu Gly Ala val Gin val Pro Leu 
625 " 630 635 640 

Phe Asp Pro Asp lie Thr Ser Asp Tyr His ser Pro val Asp His Glu 

645 650 655 

Asp lie Ser val Ser Ala Gin Thr Leu Ser lie Ser Arg Ser val Ser 

660 665 670 

Thr Asn Met Asp 
675 

<210> 36 
<211> 361 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Gin lie Phe Pro Trp Lys Cys Gin Ser Thr Gin Arg Asp Leu Trp Asn 

1 5 10 15 

lie Phe Lys Leu Trp Gly Trp Thr Met Leu Cys Cys Asp Phe Leu Ala 

20 25 30 

His His Gly Thr Asp Cys Trp Thr Tyr His Tyr Ser Glu Lys Pro Met 

35 40 45 

Asn Trp Gin Arg Ala Arg Arg Phe cys Arg Asp Asn Tyr Thr Asp Leu 

50 55 60 

val Ala lie Gin Asn Lys Ala Glu lie Glu Tyr Leu Glu Lys Thr Leu 
65 70 75 80 

Pro Phe Ser Arg Ser Tyr Tyr Trp lie Gly lie Arg Lys lie Gly Gly 

85 90 95 

lie Trp Thr Trp Val Gly Thr Asn Lys Ser Leu Thr Glu Glu Ala Glu 

100 105 110 

Asn Trp Gly Asp Gly Glu Pro Asn Asn Lys Lys Asn Lys Glu Asp Cys 

115 120 125 

val Glu lie Tyr lie. Lys Arg Asn Lys Asp Ala Gly Lys Trp Asn Asp 

130 * 135 140 

Asp Ala Cys His Lys Leu Lys Ala Ala Leu Cys Tyr Thr Ala Ser Cys 
145 150 155 160 

Gin Pro Trp ser Cys Ser Gly His Gly Glu Cys val Glu lie lie Asn 

165 170 175 

Asn Tyr Thr Cys Asn Cys Asp Val Gly Tyr Tyr Gly Pro Gin Cys Gin 

180 185 190 

Phe Val lie Gin Cys Glu Pro Leu Glu Ala Pro Glu Leu Gly Thr Met 

195 200 205 

Asp Cys Thr His Pro Leu Gly Asn Phe Ser Phe Ser Ser Gin Cys Ala 

210 215 220 

Phe Ser Cys Ser Glu Gly Thr Asn Leu Thr Gly lie Glu Glu Thr Thr 
225 230 235 240 

cys Gly Pro Phe Gly Asn Trp Ser ser Pro Glu Pro Thr cys Gin val 

245 250 255 

lie Gin Cys Glu Pro Leu Ser Ala Pro Asp Leu Gly lie Met Asn cys 

260 265 270 

Ser His Pro Leu Ala Ser Phe Ser Phe Thr Ser Ala cys Thr Phe lie 

275 280 285 

Cys Ser Glu Gly Thr Glu Leu lie Gly Lys Lys Lys Thr lie Cys Glu 

290 295 300 

Ser ser Gly lie Trp Ser Asn Pro Ser Pro lie Cys Gin Lys Leu Asp 
305 310 315 320 
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Lys Ser Phe Ser Met lie Lys Glu Gly Asp Tyr Asn Pro Leu Phe lie 

325 330 335 

pro val Ala val Met val Thr Ala Phe ser Gly Leu Ala Phe lie lie 

340 345 350 

Trp Leu Ala Arg Arg Leu Lys Lys Gly 
355 ~ 360 

<210> 37 

<211> 611 

<212> PRT 

<213> Homo sapiens 

<400> 37 

Gin Lys Glu Gly Lys Lys Glu Arg Ala val val Asp Lys val Phe Phe 

1 5 10 15 

Ser Arg Leu lie Gin lie Leu Lys lie Met Val Pro Arg Thr Phe Cys 

20 25 30 

Lys Glu Thr Gly Tyr Leu val Leu lie Ala val Met Leu val Ser Arg 

35 40 45 

Thr Tyr Cys Asp val Trp Met lie Gin Asn Gly Thr Leu lie Glu Ser 

50 55 60 

Gly lie lie Gly Arg Ser Arg Lys Asp Phe Lys Arg Tyr Leu Leu Asn 
65 70 75 80 

Phe lie Ala Ala Met Pro Leu lie Ser Leu val Asn Asn Phe Leu Lys 

85 90 95 

Tyr Gly Leu Asn Glu Leu Lys Leu Cys Phe Arg val Arg Leu Thr Lys 

100 105 110 

Tyr Leu Tyr Glu Glu Tyr Leu Gin Ala Phe Thr Tyr Tyr Lys Met Gly 

115 120 125 

Asn Leu Asp Asn Arg lie Ala Asn Pro Asp Gin Leu Leu Thr Gin Asp 

130 "* 135 140 

val Glu Lys Phe Cys Asn Ser val val Asp Leu Tyr Ser Asn Leu Ser 
145 150 155 160 

Lys Pro Phe Leu Asp lie val Leu Tyr lie Phe Lys Leu Thr ser Ala 

165 170 175 

lie Gly Ala Gin Gly Pro Ala Ser Met Met Ala Tyr Leu val val Ser 

180 185 190 

Gly Leu Phe Leu Thr Arg Leu Arg Arg Pro lie Gly Lys Met Thr lie 

195 200 205 

Thr Glu Gin Lys Tyr Glu Gly Glu Tyr Arg Tyr val Asn Ser Arg Leu 

210 ' 215 220 

lie Thr Asn Ser Glu Glu lie Ala Phe Tyr Asn Gly Asn Lys Arg Glu 
225 230 235 240 

Lys Gin Thr val His Ser val Phe Arg Lys Leu val Glu His Leu His 

245 250 255 

Asn Phe lie Leu Phe Arg Phe Ser Met Gly Phe lie Asp Ser lie lie 

260 ~ 265 270 

Ala Lys Tyr Leu Ala Thr Val Val Gly Tyr Leu val val Ser Arg Pro 

275 280 285 

Phe Leu Asp Leu Ser His Pro Arg His Leu Lys Ser Thr His Ser Glu 

290 295 300 

Leu Leu Glu Asp Tyr Tyr Gin Ser Gly Arg Met Leu Leu Arg Met Ser 
305 310 315 320 

Gin Ala Leu Gly Arg lie val Leu Ala Gly Arg Glu Met Thr Arg Leu 

325 330 335 

Ala Gly Phe Thr Ala Arg lie Thr Glu Leu Met Gin Val Leu Lys Asp 

340 345 350 

Leu Asn His Gly Lys Tyr Glu Arg Thr Met Val Ser Gin Gin Glu Lys 

355 ' 360 365 

Gly lie Glu Gly val Gin val lie Pro Leu lie Pro Gly Ala Gly Glu 

370 375 380 

lie lie lie Ala Asp Asn lie lie Lys Phe Asp His val Pro Leu Ala 
385 390 395 400 
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Thr Pro Asn Gly Asp val Leu lie Arg Asp Leu Asn Phe Glu val Arg 

405 410 415 

ser Gly Ala Asn val Leu lie Cys Gly Pro Asn Gly Cys Gly Lys Ser 

420 425 430 

Ser Leu Phe Arg val Leu Gly Glu Leu Trp Pro Leu Phe Gly Gly Arg 

435 ~ 440 445 

Leu Thr Lys Pro Glu Arg Gly Lys Leu Phe Tyr val Pro Gin Arg Pro 

450 455 460 

Tyr Met Thr Leu Gly Thr Leu Arg Asp Gin val lie Tyr Pro Asp Gly 
465 470 475 480 

Arg Glu Asp Gin Lys Arg Lys Gly lie Ser Asp Leu Val Leu Lys Glu 

485 490 495 

Tyr Leu Asp Asn val Gin Leu Gly His lie Leu Glu Arg Glu Gly Gly 

500 505 510 

Trp Asp Ser val Gin Asp Trp Met Asp val Leu ser Gly Gly Glu Lys 

515 520 525 

Gin Arg Met Ala Met Ala Arg Leu Phe Tyr His Lys Pro Gin Phe Ala 

530 535 540 

lie Leu Asp Glu Cys Thr Ser Ala Val Ser val Asp val Glu Gly Tyr 
545 550 555 560 

lie Tyr ser His Cys Arg Lys val Gly lie Thr Leu Phe Thr val Ser 

565 570 575 

His Arg Lys Ser Leu Trp Lys His His Glu Tyr Tyr Leu His Met Asp 

580 585 590 

Gly Arg Gly Asn Tyr Glu Phe Lys Gin lie Thr Glu Asp Thr val Glu 

595 600 605 

Phe Gly Ser 
610 

<210> 38 
<211> 522 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Gly His Leu Leu Thr Leu val Phe lie Leu Ala Leu Ala Gly Pro 

15 10 15 

Val Leu Gly Leu Lys Glu Cys Thr Arg Gly Ser Ala val Trp Cys Gin 

20 25 30 

Asn val Lys Thr Ala Ser Asp Cys Gly Ala val Lys His Cys Leu Gin 

35 40 45 

Thr val Trp Asn Lys Pro Thr val Lys Ser Leu Pro Cys Asp lie Cys 

50 55 60 

Lys Asp val val Thr Ala Ala Gly Asp Met Leu Lys Asp Asn Ala Thr 
65 70 75 80 

Glu Glu Glu lie Leu val Tyr Leu Glu Lys Thr Cys Asp Trp Leu Pro 

85 90 95 

Lys Pro Asn Met Ser Ala Ser Cys Lys Glu lie val Asp Ser Tyr Leu 

100 105 110 

Pro val lie Leu Asp He lie Lys Gly Glu Met Ser Arg Pro Gly Glu 

115 120 125 

Val Cys Ser Ala Leu Asn Leu Cys Glu Ser Leu Gin Lys His Leu Ala 

130 135 140 

Glu Leu Asn His Gin Lys Gin Leu Glu Ser Asn Lys lie Pro Glu Leu 
145 150 155 160 

Asp Met Thr Glu val val Ala Pro Phe Met Ala Asn lie Pro Leu Leu 

165 170 175 

Leu Tyr Pro Gin Asp Gly Pro Arg Ser Lys Pro Gin Pro Lys Asp Asn 

180 185 190 

Gly Asp val Cys Gin Asp Cys lie Gin Met val Thr Asp lie Gin Thr 

195 200 205 

Ala val Arg Thr Asn Ser Thr Phe val Gin Ala Leu val Glu His val 
210 215 220 
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I le 






Lys 


Glu 


Glu 


Cys 


Asp Arg 


Leu 


Gly 


Pro Gly Met Ala Asp 


Cys 


Lys 


225 






230 






235 






240 


Asn 


Tyr 


lie 


Ser 


Gin Tyr 


Ser 


Glu 


lie Ala lie Gin Met 


Met 


Met 


Hi S 








245 






250 




ire 

255 




Met 


Gin 


Pro 


Lys 


Glu lie 


cys 


Ala 


Leu val Gly Phe Cys 


Asp 


G 1 U 


va I 








260 






265 


270 






Lys 


Glu 


Met 


Pro 


Met Gin 


Thr 


Leu 


val Pro Ala Lys Val 


Ala 


Ser 


Lys 




275 








280 


nor 

285 




Hi S 




Asn 


Val 


lie 


Pro 


Ala Leu 


Glu 


Leu 


val Glu Pro lie Lys 


Lys 


G 1 U 




290 








295 




300 








val 


Pro 


Ala 


Lys 


Ser Asp val 


Tyr 


Cys Glu val Cys Glu 


Phe 


Leu 


va l 


305 






310 




315 






320 


Lys 


Glu 


val 


Thr 


Lys Leu 


lie 


Asp 


Asn Asn Lys Thr Glu 


Lys 


Gl U 


He 








325 




330 




335 




Leu Asp 


Ala 


Phe 


Asp Lys 


Met 


Cys 


Ser Lys Leu Pro Lys 


Ser 


Leu 


Ser 








340 






345 


350 






Glu Glu 


Cys 


Gin 


Glu val 


val 


Asp 


Thr Tyr Gly Ser ser 


I le 


Leu 


ser 






355 








360 


365 






His 


lie 


Leu 


Leu 


Glu 


Glu val 


ser 


Pro 


Glu Leu val Cys Ser 


Met 


Leu 




370 








375 




380 


Va l 


Thr 


Gin 


Leu 


Cys 


ser 


Gly 


Thr Arg 


Leu 


Pro 


Ala Leu Thr val His 


385 




390 






395 






400 


Pro 


Lys 


Asp 


Gly 


Gly Phe Cys 


Glu 


Val Cys Lys Lys Leu 


va l 


Gly Tyr 




405 






410 




415 




Leu 


Asp 


Arg 


Asn 


Leu Glu 


Lys 


Asn 


Ser Thr Lys Gin Glu 


He 


Leu 


Ala 




420 






425 


430 




Gin 


Ala 


Leu 


Glu 


Lys 


Gly Cys Ser 


Phe 


Leu Pro Asp Pro Tyr 


G 1 n 


Lys 






435 






440 


445 








Cys Asp 


Gin 


Phe 


val Ala 


Glu 


Tyr 


Glu Pro Val Leu lie 


G 1 U 


He 


Leu 




450 








455 


460 




Ala 




val 


Glu 


val 


Met 


Asp Pro 


Ser 


Phe 


val Cys Leu Lys lie 


Gl y 


Cys 


465 








470 






475 






480 


Pro 


Ser 


Ala 


His 


Lys Pro 


Leu 


Leu 


Gly Thr Glu Lys Cys 


He 


Trp Gly 










485 






490 




495 




Pro 


Ser 


Tyr 


Trp 


Cys Gin 


Asn 


Thr 


Glu Thr Ala Ala Gin 


cys 


Asn 


Ala 






500 






505 


510 






Val 


Glu 


His 


Cys 


Lys Arg 


His 


val 


Trp Asn 












515 




520 











<210> 39 

<211> 236 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Leu Thr Glu Arg Ala Asp Phe Gin Tyr ser Gin Arg Glu Leu Asp Thr 

1 5 10 15 

lie Glu val Phe Pro Thr Lys Ser Ala Arg Gly Asn Arg val Ser cys 

20 25 30 

Met Tyr Val Arg Cys val Pro Gly Ala Arg Tyr Thr Val Phe Phe Ser 

35 40 ~ 45 

His Gly Asn Ala val Asp Leu Ser Gin Met Ser ser Phe Tyr lie Gly 

50 55 60 

Leu Gly Ser Arg Leu His Cys Asn lie Phe Tyr Asp Tyr ser Gly Tyr 
65 " 70 75 80 

Gly Ala Ser Ala Gly Arg Pro Ser Glu Arg Asn Leu Tyr Ala Asp lie 

85 90 95 

Asp Ala Ala Trp Gin Ala Leu His Thr Arg Tyr Gly lie Ser Pro Asp 

100 105 " 110 

Ser lie lie Leu Tyr Gly Gin Ser lie Gly Thr val Pro Thr val Asp 

115 120 125 

Leu Ala ser Arg Tyr Glu Cys Ala Ala val val Leu His Ser Pro Leu 
130 135 140 
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Thr ser Gly Met Arg val Ala Phe Pro Asp Thr Lys Thr Tyr Cys Phe 

145 150 155 160 

Asp Ala Phe Pro Asn lie Glu Lys Val Ser Lys lie Thr Ser Pro val 

165 170 175 

Leu lie lie His Gly Met Glu Asp Glu Val lie Asp Phe Ser His Gly 

180 185 190 

Leu Ala Leu Tyr Glu Arg Cys Pro Lys Ala val Glu Pro Leu Trp val 

195 200 205 

Glu Gly Ala Gly His Asn Asp lie Glu Leu Tyr Ser Gin Tyr Leu Glu 

210 215 220 

Arg Leu Arg Arg Phe lie Ser Gin Glu Leu Pro Ser 

225 230 235 

<210> 40 

<211> 4647 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Met Ser Glu Pro Gly Gly Gly Gly Gly Glu Asp Gly Ser Ala Gly Leu 

1 5 10 15 

Glu val ser Ala val Gin Asn val Ala Asp val Ser val Leu Gin Lys 

20 25 30 

His Leu Arg Lys Leu val Pro Leu Leu Leu Glu Asp Gly Gly Glu Ala 

35 40 45 

pro Ala Ala Leu Glu Ala Ala Leu Glu Glu Lys Ser Ala Leu Glu Gin 

50 55 60 

Met Arg Lys Phe Leu Ser Asp Pro Gin val His Thr val Leu val Glu 
65 70 75 80 

Arg ser Thr Leu Lys Glu Asp val Gly Asp Glu Gly Glu Glu Glu Lys 

85 90 95 

Glu Phe lie Ser Tyr Asn lie Asn lie Asp lie His Tyr Gly val Lys 

100 105 110 

Ser Asn Ser Leu Ala Phe lie Lys Arg Thr Pro val lie Asp Ala Asp 

115 120 125 

Lys Pro val Ser Ser Gin Leu Arg val Leu Thr Leu Ser Glu Asp Ser 

130 135 140 

pro Tyr Glu Thr Leu His Ser Phe lie Ser Asn Ala val Ala Pro Phe 
145 150 155 160 

Phe Lys Ser Tyr lie Arg Glu Ser Gly Lys Ala Asp Arg Asp Gly Asp 

165 " 170 175 

Lys Met Ala Pro Ser Val Glu Lys Lys lie Ala Glu Leu Glu Met Gly 

180 185 190 

Leu Leu His Leu Gin Gin Asn lie Glu lie Pro Glu lie Ser Leu Pro 

195 200 205 

lie His Pro Met lie Thr Asn val Ala Lys Gin Cys Tyr Glu Arg Gly 

210 215 220 

Glu Lys Pro Lys Val Thr Asp Phe Gly Asp Lys val Glu Asp Pro Thr 
225 230 235 240 

Phe Leu Asn Gin Leu Gin ser Gly val Asn Arg Trp lie Arg Glu lie 

245 250 255 

Gin Lys val Thr Lys Leu Asp Arg Asp Pro Ala Ser Gly Thr Ala Leu 

260 265 270 

Gin Glu lie Ser Phe Trp Leu Asn Leu Glu Arg Ala Leu Tyr Arg lie 

275 280 285 

Gin Glu Lys Arg Glu Ser Pro Glu Val Leu Leu Thr Leu Asp He Leu 

290 295 300 

Lys His Gly Lys Arg Phe His Ala Thr Val Ser Phe Asp Thr Asp Thr 
305 310 315 320 

Gly Leu Lys Gin Ala Leu Glu Thr Val Asn Asp Tyr Asn Pro Leu Met 

325 330 335 

Lys Asp Phe Pro Leu Asn Asp Leu Leu Ser Ala Thr Glu Leu Asp Lys 
340 345 350 
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lie Arg Gin Ala Leu Val Ala lie Phe Thr His Leu Arg Lys lie Arg 

355 360 365 

Asn Thr Lys Tyr Pro lie Gin Arg Ala Leu Arg Leu val Glu Ala lie 

370 375 380 

Ser Arg Asp Leu Ser ser Gin Leu Leu Lys val Leu Gly Thr Arg Lys 
385 390 395 400 

Leu Met His Val Ala Tyr Glu Glu Phe Glu Lys Val Met Val Ala Cys 

405 410 415 

Phe Glu Val Phe Gin Thr Trp Asp Asp Glu Tyr Glu Lys Leu Gin Val 

420 425 430 

Leu Leu Arg Asp lie Val Lys Arg Lys Arg Glu Glu Asn Leu Lys Met 

435 440 445 

val Trp Arg lie Asn Pro Ala His Arg Lys Leu Gin Ala Arg Leu Asp 

450 455 ' 460 

Gin Met Arg Lys Phe Arg Arg Gin His Glu Gin Leu Arg Ala Val lie 
465 470 475 480 

val Arg val Leu Arg Pro Gin val Thr Ala Val Ala Gin Gin Asn Gin 

485 490 495 

Gly Glu val Pro Glu Pro Gin Asp Met Lys Val Ala Glu val Leu Phe 

500 505 510 

Asp Ala Ala Asp Ala Asn Ala lie Glu Glu val Asn Leu Ala Tyr Glu 

515 520 525 

Asn val Lys Glu Val Asp Gly Leu Asp Val Ser Lys Glu Gly Thr Glu 

530 535 540 

Ala Trp Glu Ala Ala Met Lys Arg Tyr Asp Glu Arg lie Asp Arg Val 
545 550 555 560 

Glu Thr Arg lie Thr Ala Arg Leu Arg Asp Gin Leu Gly Thr Ala Lys 

565 ' 570 575 

Asn Ala Asn Glu Met Phe Arg lie Phe Ser Arg Phe Asn Ala Leu Phe 

580 585 590 

Val Arg Pro His lie Arg Gly Ala lie Arg Glu Tyr Gin Thr Gin Leu 

595 ^ 600 ~ 605 

lie Gin Arg val Lys Asp Asp lie Glu Ser Leu His Asp Lys Phe Lys 

610 615 620 

val Gin Tyr Pro Gin Ser Gin Ala Cys Lys Met Ser His Val Arg Asp 
625 630 635 640 

Leu Pro Pro val Ser Gly Ser lie lie Trp Ala Lys Gin lie Asp Arg 

645 650 655 

Gin Leu Thr Ala Tyr Met Lys Arg val Glu Asp Val Leu Gly Lys Gly 

660 665 670 

Trp Glu Asn His Val Glu Gly Gin Lys Leu Lys Gin Asp Gly Asp Ser 

675 680 685 

Phe Arg Met Lys Leu Asn Thr Gin Glu lie Phe Asp Asp Trp Ala Arg 

690 695 700 

Lys val Gin Gin Arg Asn Leu Gly Val Ser Gly Arg lie Phe Thr lie 
705 710 715 ~ 720 

Glu ser Thr Arg Val Arg Gly Arg Thr Gly Asn val Leu Lys Leu Lys 

725 730 735 

val Asn Phe Leu Pro Glu lie lie Thr Leu Ser Lys Glu val Arg Asn 

740 745 750 

Leu Lys Trp Leu Gly Phe Arg val Pro Leu Ala lie val Asn Lys Ala 

755 760 765 

His Gin Ala Asn Gin Leu Tyr Pro Phe Ala lie Ser Leu lie Glu Ser 

770 775 780 

Val Arg Thr Tyr Glu Arg Thr Cys Glu Lys Val Glu Glu Arg Asn Thr 
785 ~ 790 795 " 800 

lie Ser Leu Leu val Ala Gly Leu Lys Lys Glu val Gin Ala Leu lie 

805 810 815 

Ala Glu Gly lie Ala Leu val Trp Glu Ser Tyr Lys Leu Asp Pro Tyr 

820 825 830 

val Gin Arg Leu Ala Glu Thr Val Phe Asn Phe Gin Glu Lys val Asp 

835 840 845 

Asp Leu Leu lie lie Glu Glu Lys lie Asp Leu Glu val Arg ser Leu 
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850 855 860 

Glu Thr cys Met Tyr Asp His Lys Thr Phe Ser Glu lie Leu Asn Arg 
865 ' 870 875 880 

val Gin Lys Ala val Asp Asp Leu Asn Leu His Ser Tyr Ser Asn Leu 

885 890 895 

pro lie Trp val Asn Lys Leu Asp Met Glu lie Glu Arg lie Leu Gly 

900 905 910 

Val Arg Leu Gin Ala Gly Leu Arg Ala Trp Thr Gin val Leu Leu Gly 

915 920 925 

Gin Ala Glu Asp Lys Ala Glu val Asp Met Asp Thr Asp Ala Pro Gin 

930 935 940 

val Ser His Lys Pro Gly Gly Glu Pro Lys lie Lys Asn val Val His 
945 950 955 960 

Glu Leu Arg lie Thr Asn Gin val lie Tyr Leu Asn Pro Pro lie Glu 

965 970 975 

Glu Cys Arg Tyr Lys Leu Tyr Gin Glu Met Phe Ala Trp Lys Met val 

980 985 990 

val Leu Ser Leu Pro Arg lie Gin Ser Gin Arg Tyr Gin Val Gly Val 

995 ~ 1000 1005 

His Tyr Glu Leu Thr Glu Glu Glu Lys Phe Tyr Arg Asn Ala Leu Thr 

1010 1015 1020 

Arg Met Pro Asp Gly Pro val Ala Leu Glu Glu Ser Tyr Ser Ala val 
1025 1030 1035 1040 

Met Gly lie val Ser Glu val Glu Gin Tyr Val Lys val Trp Leu Gin 

1045 1050 1055 

Tyr Gin Cys Leu Trp Asp Met Gin Ala Glu Asn lie Tyr Asn Arg Leu 

1060 1065 1070 

Gly Glu Asp Leu Asn Lys Trp Gin Ala Leu Leu val Gin lie Arg Lys 

1075 1080 1085 

Ala Arg Gly Thr Phe Asp Asn Ala Glu Thr Lys Lys Glu Phe Gly Pro 

1090 1095 1100 

Val val lie Asp Tyr Gly Lys val Gin ser Lys val Asn Leu Lys Tyr 
1105 1110 1115 1120 

Asp Ser Trp His Lys Glu val Leu Ser Lys Phe Gly Gin Met Leu Gly 

1125 1130 1135 

Ser Asn Met Thr Glu Phe His Ser Gin lie Ser Lys Ser Arg Gin Glu 

1140 1145 1150 

Leu Glu Gin His ser val Asp Thr Ala Ser Thr Ser Asp Ala Val Thr 

1155 1160 1165 

Phe lie Thr Tyr Val Gin Ser Leu Lys Arg Lys lie Lys Gin Phe Glu 

1170 1175 1180 

Lys Gin Val Glu Leu Tyr Arg Asn Gly Gin Arg Leu Leu Glu Lys Gin 
1185 1190 1195 1200 

Arg Phe Gin Phe Pro Pro Ser Trp Leu Tyr lie Asp Asn lie Glu Gly 

1205 1210 1215 

Glu Trp Gly Ala Phe Asn Asp lie Met Arg Arg Lys Asp Ser Ala lie 

1220 1225 1230 

Gin Gin Gin val Ala Asn Leu Gin Met Lys lie val Gin Glu Asp Arg 

1235 1240 1245 

Ala Val Glu Ser Arg Thr Thr Asp Leu Leu Thr Asp Trp Glu Lys Thr 

1250 ~ 1255 1260 

Lys Pro Val Thr Gly Asn Leu Arg Pro Glu Glu Ala Leu Gin Ala Leu 
1265 1270 " 1275 1280 

Thr lie Tyr Glu Gly Lys Phe Gly Arg Leu Lys Asp Asp Arg Glu Lys 

1285 1290 1295 

Cys Ala Lys Ala Lys Glu Ala Leu Glu Leu Thr Asp Thr Gly Leu Leu 

1300 1305 1310 

Ser Gly Ser Glu Glu Arg val Gin Val Ala Leu Glu Glu Leu Gin Asp 

1315 1320 1325 

Leu Lys Gly Val Trp Ser Glu Leu Ser Lys Val Trp Glu Gin lie Asp 

1330 1335 1340 

Gin Met Lys Glu Gin Pro Trp Val Ser val Gin Pro Arg Lys Leu Arg 
1345 1350 1355 " 1360 

Page 50 



GC773-2-seqlist 

Gin Asn Leu Asp Ala Leu Leu Asn Gin Leu Lys ser Phe Pro Ala Arg 

1365 1370 1375 

Leu Arg Gin Tyr Ala Ser Tyr Glu Phe Val Gin Arg Leu Leu Lys Gly 

1380 1385 1390 

Tyr Met Lys lie Asn Met Leu val lie Glu Leu Lys Ser Glu Ala Leu 

1395 1400 1405 

Lys Asp Arg His Trp Lys Gin Leu Met Lys Arg Leu His val Asn Trp 

1410 1415 1420 

val val Ser Glu Leu Thr Leu Gly Gin lie Trp Asp val Asp Leu Gin 
1425 1430 1435 1440 

Lys Asn Glu Ala lie val Lys Asp val Leu Leu Val Ala Gin Gly Glu 

1445 1450 1455 

Met Ala Leu Glu Glu Phe Leu Lys Gin Ala Lys val Trp Asn Thr Tyr 

1460 1465 1470 

Glu Leu Asp Leu val Asn Tyr Gin Asn Lys Cys Arg Leu lie Arg Gly 

1475 1480 1485 

Trp Asp Asp Leu Phe Asn Lys val Lys Glu His lie Asn Ser val Ser 

1490 1495 1500 

Ala Met Lys Leu Ser Pro Tyr Tyr Lys val Phe Glu Glu Asp Ala Leu 
1505 1510 1515 1520 

Ser Trp Glu Asp Lys Leu Asn Arg He Met Ala Leu Phe Asp val Trp 

1525 1530 1535 

lie Asp val Gin Arg Arg Trp val Tyr Leu Glu Gly lie Phe Thr Gly 

1540 1545 1550 

Ser Ala Asp lie Lys His Leu Leu Pro val Glu Thr Gin Arg Phe Gin 

1555 1560 1565 

Ser lie Ser Thr Glu Phe Leu Ala Leu Met Lys Lys val Ser Lys Ser 

1570 1575 1580 

Pro Leu val Met Asp val Leu Asn lie Gin Gly val Gin Arg Ser Leu 
1585 1590 1595 1600 

Glu Arg Leu Ala Asp Leu Leu Gly Lys lie Gin Lys Ala Leu Gly Glu 

1605 1610 1615 

Tyr Leu Glu Arg Glu Arg ser ser Phe Pro Arg Phe Tyr Phe val Gly 

1620 " 1625 ~ 1630 

Asp Glu Asp Leu Leu Glu lie lie Gly Asn Ser Lys Asn val Ala Lys 

1635 1640 1645 

Leu Gin Lys His Phe Lys Lys Met Phe Ala Gly Val Ser Ser lie lie 

1650 1655 1660 

Leu Asn Glu Asp Asn Ser val val Leu Gly lie Ser Ser Arg Glu Gly 
1665 1670 1675 1680 

Glu Glu val Met Phe Lys Thr Pro val Ser lie Thr Glu His Pro Lys 

1685 1690 1695 

lie Asn Glu Trp Leu Thr Leu val Glu Lys Glu Met Arg val Thr Leu 

1700 1705 1710 

Ala Lys Leu Leu Ala Glu Ser val Thr Glu val Glu lie Phe Gly Lys 

1715 1720 1725 

Ala Thr Ser lie Asp Pro Asn Thr Tyr lie Thr Trp lie Asp Lys Tyr 

1730 1735 1740 

Gin Ala Gin Leu val val Leu Ser Ala Gin lie Ala Trp Ser Glu Asn 
1745 1750 1755 1760 

val Glu Thr Ala Leu Ser Ser Met Gly Gly Gly Gly Asp Ala Ala Pro 

1765 1770 1775 

Leu His Ser val Leu Ser Asn val Glu val Thr Leu Asn Val Leu Ala 

1780 1785 1790 

Asp Ser val Leu Met Glu Gin Pro Pro Leu Arg Arg Arg Lys Leu Glu 

1795 1800 1805 

His Leu lie Thr Glu Leu val His Gin Arg Asp val Thr Arg Ser Leu 

1810 1815 1820 

lie Lys Ser Lys lie Asp Asn Ala Lys Ser Phe Glu Trp Leu Ser Gin 
1825 1830 1835 1840 

Met Arg Phe Tyr Phe Asp Pro Lys Gin Thr Asp val Leu Gin Gin Leu 

1845 1850 1855 

Ser lie Gin Met Ala Asn Ala Lys Phe Asn Tyr Gly Phe Glu Tyr Leu 
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1860 1865 1870 

Gly Val Gin Asp Lys Leu val Gin Thr Pro Leu Thr Asp Arg Cys Tyr 

1875 1880 1885 

Leu Thr Met Thr Gin Ala Leu Glu Ala Arg Leu Gly Gly Ser Pro Phe 

1890 1895 1900 

Gly Pro Ala Gly Thr Gly Lys Thr Glu Ser val Lys Ala Leu Gly His 
1905 1910 1915 1920 

Gin Leu Gly Arg Phe Val Leu Val Phe Asn Cys Asp Glu Thr Phe Asp 

1925 1930 1935 

Phe Gin Ala Met Gly Arg lie Phe val Gly Leu Cys Gin val Gly Ala 

1940 1945 1950 

Trp Gly Cys Phe Asp Glu Phe Asn Arg Leu Glu Glu Arg Met Leu Ser 

1955 1960 1965 

Ala val Ser Gin Gin val Gin Cys lie Gin Glu Ala Leu Arg Glu His 

1970 1975 1980 

Ser Asn Pro Asn Tyr Asp Lys Thr Ser Ala Pro lie Thr Cys Glu Leu 
1985 1990 1995 2000 

Leu Asn Lys Gin val Lys val Ser Pro Asp Met Ala lie Phe lie Thr 

2005 2010 2015 

Met Asn Pro Ala Tyr Ala Gly Arg Ser Asn Leu Pro Asp Asn Leu Lys 

2020 2025 2030 

Lys Leu Phe Arg Ser Leu Ala Met Thr Lys Pro Asp Arg Gin Leu lie 

2035 2040 2045 

Ala Gin val Met Leu Tyr Ser Gin Gly Phe Arg Thr Ala Glu val Leu 

2050 2055 2060 

Ala Asn Lys lie val Pro Phe Phe Lys Leu Cys Asp Glu Gin Leu Ser 
2065 2070 2075 2080 

Ser Gin Ser His Tyr Asp Phe Gly Leu Arg Ala Leu Lys Ser Val Leu 

2085 2090 2095 

Val Ser Ala Gly Asn val Lys Arg Glu Arg lie Gin Lys lie Lys Arg 

2100 2105 2110 

Glu Lys Glu Glu Arg Gly Glu Ala val Asp Glu Gly Glu lie Ala Glu 

2115 " 2120 2125 

Asn Leu Pro Glu Gin Glu lie Leu lie Gin Ser Val Cys Glu Thr Met 

2130 2135 2140 

Val Pro Lys Leu val Ala Glu Asp lie Pro Leu Leu Phe Ser Leu Leu 
2145 2150 2155 2160 

Ser Asp val Phe Pro Gly val Gin Tyr His Arg Gly Glu Met Thr Ala 

2165 2170 2175 

Leu Arg Glu Glu Leu Lys Lys val Cys Gin Glu Met Tyr Leu Thr Tyr 

2180 2185 2190 

Gly Asp Gly Glu Glu val Gly Gly Met Trp Val Glu Lys Val Leu Gin 

2195 2200 2205 

Leu Tyr Gin lie Thr Gin lie Asn His Gly Leu Met Met val Gly Pro 

2210 2215 2220 

ser Gly Ser Gly Lys Ser Met Ala Trp Arg val Leu Leu Lys Ala Leu 
2225 2230 2235 2240 

Glu Arg Leu Glu Gly val Glu Gly val Ala His lie lie Asp Pro Lys 

2245 2250 2255 

Ala lie Ser Lys Asp His Leu Tyr Gly Thr Leu Asp Pro Asn Thr Arg 

2260 2265 2270 

Glu Trp Thr Asp Gly Leu Phe Thr His val Leu Arg Lys lie lie Asp 

2275 2280 2285 

Ser val Arg Gly Glu Leu Gin Lys Arg Gin Trp lie val Phe Asp Gly 

2290 2295 " 2300 

Asp val Asp Pro Glu Trp val Glu Asn Leu Asn Ser val Leu Asp Asp 
2305 2310 2315 2320 

Asn Lys Leu Leu Thr Leu Pro Asn Gly Glu Arg Leu Ser Leu Pro Pro 

2325 2330 2335 

Asn val Arg lie Met Phe Glu val Gin Asp Leu Lys Tyr Ala Thr Leu 

2340 2345 2350 

Ala Thr val Ser Arg Cys Gly Met val Trp Phe Ser Glu Asp val Leu 
2355 ~ 2360 2365 
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Ser Thr Asp Met lie Phe Asn Asn Phe Leu Ala Arg Leu Arg Ser lie 

2370 2375 2380 

Pro Leu Asp Glu Gly Glu Asp Glu Ala Gin Arg Arg Arg Lys Gly Lys 
2385 2390 2395 2400 

Glu Asp Glu Gly Glu Glu Ala Ala Ser Pro Met Leu Gin lie Gin Arg 

2405 2410 2415 

Asp Ala Ala Thr lie Met Gin Pro Tyr Phe Thr Ser Asn Gly Leu Val 

2420 2425 2430 

Thr Lys Ala Leu Glu His Ala Phe Gin Leu Glu His lie Met Asp Leu 

2435 2440 2445 

Thr Arg Leu Arg Cys Leu Gly Ser Leu Phe Ser Met Leu His Gin Ala 

2450 " ' 2455 2460 

Cys Arg Asn val Ala Gin Tyr Asn Ala Asn His Pro Asp Phe Pro Met 
2465 2470 2475 2480 

Gin lie Glu Gin Leu Glu Arg Tyr lie Gin Arg Tyr Leu val Tyr Ala 

2485 2490 2495 

lie Leu Trp Ser Leu Ser Gly Asp Ser Arg Leu Lys Met Arg Ala Glu 

2500 2505 2510 

Leu Gly Glu Tyr lie Arg Arg lie Thr Thr Val Pro Leu Pro Thr Ala 

2515 2520 2525 

Pro Asn lie Pro lie lie Asp Tyr Glu Val Ser lie Ser Gly Glu Trp 

2530 2535 2540 

Ser Pro Trp Gin Ala Lys val Pro Gin lie Glu Val Glu Thr His Lys 
2545 2550 2555 2560 

val Ala Ala Pro Asp Val val val Pro Thr Leu Asp Thr val Arg His 

2565 2570 2575 

Glu Ala Leu Leu Tyr Thr Trp Leu Ala Glu His Lys Pro Leu val Leu 

2580 2585 2590 

Cys Gly Pro Pro Gly Ser Gly Lys Thr Met Thr Leu Phe Ser Ala Leu 

2595 2600 2605 

Arg Ala Leu Pro Asp Met Glu val val Gly Leu Asn Phe Ser Ser Ala 

2610 2615 2620 

Thr Thr Pro Glu Leu Leu Leu Lys Thr Phe Asp His Tyr Cys Glu Tyr 
2625 2630 2635 2640 

Arg Arg Thr Pro Asn Gly val val Leu Ala Pro val Gin Leu Gly Lys 

2645 2650 2655 

Trp Leu val Leu Phe Cys Asp Glu lie Asn Leu Pro Asp Met Asp Lys 

2660 2665 2670 

Tyr Gly Thr Gin Arg val lie Ser Phe lie Arg Gin Met Val Glu His 

2675 " 2680 ,2685 

Gly Gly Phe Tyr Arg Thr Ser Asp Gin Thr Trp val Lys Leu Glu Arg 

2690 2695 2700 

lie Gin Phe val Gly Ala Cys Asn Pro Pro Thr Asp Pro Gly Arg Lys 
2705 2710 2715 2720 

Pro Leu Ser His Arg Phe Leu Arg His val Pro val val Tyr val Asp 

2725 2730 2735 

Tyr Pro Gly Pro Ala Ser Leu Thr Gin lie Tyr Gly Thr Phe Asn Arg 

2740 2745 2750 

Ala Met Leu Arg Leu lie Pro Ser Leu Arg Thr Tyr Ala Glu Pro Leu 

2755 2760 2765 

Thr Ala Ala Met Val Glu Phe Tyr Thr Met Ser Gin Glu Arg Phe Thr 

2770 2775 2780 

Gin Asp Thr Gin Pro His Tyr lie Tyr Ser Pro Arg Glu Met Thr Arg 
2785 2790 2795 2800 

Trp val Arg Gly He Phe Glu Ala Leu Arg Pro Leu Glu Thr Leu Pro 

2805 2810 2815 

val Glu Gly Leu lie Arg lie Trp Ala His Glu Ala Leu Arg Leu Phe 

2820 ~ 2825 2830 

Gin Asp Arg Leu Val Glu Asp Glu Glu Arg Arg Trp Thr Asp Glu Asn 

2835 2840 ~ ~ 2845 

lie Asp Thr val Ala Leu Lys His Phe Pro Asn lie Asp Arg Glu Lys 

2850 2855 2860 

Ala Met Ser Arg Pro lie Leu Tyr ser Asn Trp Leu Ser Lys Asp Tyr 
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2865 2870 2875 2880 

lie Pro val Asp Gin Glu Glu Leu Arg Asp Tyr Val Lys Ala Arg Leu 

2885 2890 2895 

Lys Val Phe Tyr Glu Glu Glu Leu Asp Val Pro Leu val Leu Phe Asn 

2900 2905 2910 

Glu val Leu Asp His val Leu Arg lie Asp Arg lie Phe Arg Gin Pro 

2915 2920 2925 

Gin Gly His Leu Leu Leu lie Gly val Ser Gly Ala Gly Lys Thr Thr 

2930 2935 2940 

Leu Ser Arg Phe val Ala Trp Met Asn Gly Leu Ser val Tyr Gin lie 
2945 2950 2955 2960 

Lys val His Arg Lys Tyr Thr Gly Glu Asp Phe Asp Glu Asp Leu Arg 

2965 2970 2975 

Thr val Leu Arg Arg Ser Gly Cys Lys Asn Glu Lys lie Ala Phe lie 

2980 2985 2990 

Met Asp Glu Ser Asn val Leu Asp Ser Gly Phe Leu Glu Arg Met Asn 

2995 3000 3005 

Thr Leu Leu Ala Asn Gly Glu Val Pro Gly Leu Phe Glu Gly Asp Glu 

3010 3015 3020 

Tyr Ala Thr Leu Met Thr Gin Cys Lys Glu Gly Ala Gin Lys Glu Gly 
3025 3030 3035 3040 

Leu Met Leu Asp Ser His Glu Glu Leu Tyr Lys Trp Phe Thr Ser Gin 

3045 3050 3055 

val lie Arg Asn Leu His val val Phe Thr Met Asn Pro Ser Ser Glu 

3060 3065 3070 

Gly Leu Lys Asp Arg Ala Ala Thr Ser Pro Ala Leu Phe Asn Arg Cys 

3075 3080 3085 

val Leu Asn Trp Phe Gly Asp Trp Ser Thr Glu Ala Leu Tyr Gin val 

3090 3095 3100 

Gly Lys Glu Phe Thr Ser Lys Met Asp Leu Glu Lys Pro Asn Tyr lie 
3105 3110 3115 3120 

val Pro Asp Tyr Met Pro val val Tyr Asp Lys Leu Pro Gin Pro Pro 

3125 3130 3135 

Ser His Arg Glu Ala lie val Asn Ser Cys val Phe Val His Gin Thr 

3140 3145 3150 

Leu His Gin Ala Asn Ala Arg Leu Ala Lys Arg Gly Gly Arg Thr Met 

3155 3160 3165 

Ala lie Thr Pro Arg His Tyr Leu Asp Phe lie Asn His Tyr Ala Asn 

3170 3175 3180 

Leu Phe His Glu Lys Arg Ser Glu Leu Glu Glu Gin Gin Met His Leu 
3185 3190 3195 3200 

Asn val Gly Leu Arg Lys lie Lys Glu Thr Val Asp Gin Val Glu Glu 

3205 3210 3215 

Leu Arg Arg Asp Leu Arg lie Lys Ser Gin Glu Leu Glu Val Lys Asn 

3220 ~ 3225 3230 

Ala Ala Ala Asn Asp Lys Leu Lys Lys Met Val Lys Asp Gin Gin Glu 

3235 3240 3245 

Ala Glu Lys Lys Lys val Met Ser Gin Glu lie Gin Glu Gin Leu His 

3250 * 3255 3260 

Lys Gin Gin Glu val lie Ala Asp Lys Gin Met Ser val Lys Glu Asp 
3265 3270 3275 3280 

Leu Asp Lys val Glu Pro Ala val lie Glu Ala Gin Asn Ala val Lys 

3285 3290 3295 

Ser lie Lys Lys Gin His Leu val Glu Val Arg Ser Met Ala Asn Pro 

3300 3305 ~ 3310 

Pro Ala Ala val Lys Leu Ala Leu Glu Ser lie Cys Leu Leu Leu Gly 

3315 3320 3325 

Glu Ser Thr Thr Asp Trp Lys Gin lie Arg Ser lie lie Met Arg Glu 

3330 3335 3340 

Asn Phe lie Pro Thr lie val Asn Phe Ser Ala Glu Glu He Ser Asp 
3345 3350 3355 3360 

Ala lie Arg Glu Lys Met Lys Lys Asn Tyr Met Ser Asn Pro Ser Tyr 
3365 3370 3375 
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Asn Tyr Glu lie val Asn Arg Ala Ser Leu Ala Cys Gly Pro Met val 

3380 3385 3390 

Lys Trp Ala lie Ala Gin Leu Asn Tyr Ala Asp Met Leu Lys Arg val 

3395 3400 3405 

Glu Pro Leu Arg Asn Glu Leu Gin Lys Leu Glu Asp Asp Ala Lys Asp 

3410 ~ 3415 3420 

Asn Gin Gin Lys Ala Asn Glu val Glu Gin Met lie Arg Asp Leu Glu 
3425 3430 3435 3440 

Ala Ser lie Ala Arg Tyr Lys Glu Glu Tyr Ala val Leu lie Ser Glu 

3445 3450 3455 

Ala Gin Ala lie Lys Ala Asp Leu Ala Ala val Glu Ala Lys val Asn 

3460 3465 3470 

Arg Ser Thr Ala Leu Leu Lys Ser Leu Ser Ala Glu Arg Glu Arg Trp 

3475 3480 3485 

Glu Lys Thr Ser Glu Thr Phe Lys Asn Gin Met Ser Thr lie Ala Gly 

3490 3495 3500 

Asp Cys Leu Leu Ser Ala Ala Phe lie Ala Tyr Ala Gly Tyr Phe Asp 
3505 3510 3515 3520 

Gin Gin Met Arg Gin Asn Leu Phe Thr Thr Trp Ser His His Leu Gin 

3525 3530 3535 

Gin Ala Asn lie Gin Phe Arg Thr Asp lie Ala Arg Thr Glu Tyr Leu 

3540 ™ 3545 3550 

ser Asn Ala Asp Glu Arg Leu Arg Trp Gin Ala Ser Ser Leu Pro Ala 

3555 3560 3565 

Asp Asp Leu Cys Thr Glu Asn Ala lie Met Leu Lys Arg Phe Asn Arg 

3570 3575 3580 

Tyr Pro Leu lie lie Asp Pro Ser Gly Gin Ala Thr Glu Phe lie Met 
3585 3590 3595 3600 

Asn Glu Tyr Lys Asp Arg Lys lie Thr Arg Thr Ser Phe Leu Asp Asp 

3605 3610 3615 

Ala Phe Arg Lys Asn Leu Glu Ser Ala Leu Arg Phe Gly Asn Pro Leu 

3620 3625 ~ 3630 

Leu val Gin Asp val Glu Ser Tyr Asp Pro Val Leu Asn Pro val Leu 

3635 3640 3645 

Asn Arg Glu val Arg Arg Thr Gly Gly Arg val Leu lie Thr Leu Gly 

3650 " 3655 3660 

Asp Gin Asp lie Asp Leu Ser Pro ser Phe val lie Phe Leu Ser Thr 
3665 3670 3675 3680 

Arg Asp Pro Thr val Glu Phe Pro Pro Asp Leu Cys Ser Arg val Thr 

3685 3690 3695 

Phe val Asn Phe Thr val Thr Arg Ser Ser Leu Gin Ser Gin Cys Leu 

3700 3705 3710 

Asn Glu val Leu Lys Ala Glu Arg Pro Asp val Asp Glu Lys Arg Ser 

3715 3720 3725 

Asp Leu Leu Lys Leu Gin Gly Glu Phe Gin Leu Arg Leu Arg Gin Leu 

3730 * 3735 3740 

Glu Lys Ser Leu Leu Gin Ala Leu Asn Glu val Lys Gly Arg lie Leu 
3745 3750 3755 3760 

Asp Asp Asp Thr lie lie Thr Thr Leu Glu Asn Leu Lys Arg Glu Ala 

3765 3770 3775 

Ala Glu val Thr Arg Lys val Glu Glu Thr Asp lie val Met Gin Glu 

3780 3785 3790 

Val Glu Thr Val Ser Gin Gin Tyr Leu Pro Leu Ser Thr Ala Cys Ser 

3795 3800 3805 

Ser lie Tyr Phe Thr Met Glu Ser Leu Lys Gin lie His Phe Leu Tyr 

3810 3815 3820 

Gin Tyr Ser Leu Gin Phe Phe Leu Asp lie Tyr His Asn Val Leu Tyr 
3825 3830 3835 3840 

Glu Asn Pro Asn Leu Lys Gly Val Thr Asp His Thr Gin Arg Leu Ser 

3845 3850 3855 

lie lie Thr Lys Asp Leu Phe Gin val Ala Phe Asn Arg val Ala Arg 

3860 3865 3870 

Gly Met Leu His Gin Asp His lie Thr Phe Ala Met Leu Leu Ala Arg 
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3875 3880 3885 

lie Lys Leu Lys Gly Thr val Gly Glu Pro Thr Tyr Asp Ala Glu Phe 

3890 3895 3900 

Gin His Phe Leu Arg Gly Asn Glu lie val Leu Ser Ala Gly Ser Thr 
3905 3910 3915 3920 

Pro Arg lie Gin Gly Leu Thr val Glu Gin Ala Glu Ala val val Arg 

3925 3930 3935 

Leu Ser cys Leu Pro Ala Phe Lys Asp Leu lie Ala Lys val Gin Ala 

3940 3945 3950 

Asp Glu Gin Phe Gly lie Trp Leu Asp ser Ser Ser Pro Glu Gin Thr 

3955 3960 3965 

Val Pro Tyr Leu Trp Ser Glu Glu Thr Pro Ala Thr Pro lie Gly Gin 

3970 3975 3980 

Ala lie His Arg Leu Leu Leu lie Gin Ala Phe Arg Pro Asp Arg Leu 
3985 3990 3995 4000 

Leu Ala Met Ala His Met Phe val Ser Thr Asn Leu Gly Glu Ser Phe 

4005 4010 4015 

Met Ser lie Met Glu Gin Pro Leu Asp Leu Thr His lie val Gly Thr 

4020 4025 4030 

Glu Val Lys Pro Asn Thr Pro Val Leu Met Cys Ser val Pro Gly Tyr 

4035 4040 4045 

Asp Ala Ser Gly His Val Glu Asp Leu Ala Ala Glu Gin Asn Thr Gin 

4050 4055 4060 

lie Thr Ser lie Ala lie Gly Ser Ala Glu Gly Phe Asn Gin Ala Asp 
4065 4070 4075 4080 

Lys Ala lie Asn Thr Ala Val Lys Ser Gly Arg Trp Val Met Leu Lys 

4085 4090 4095 

Asn val His Leu Ala Pro Gly Trp Leu Met Gin Leu Glu Lys Lys Leu 

4100 4105 4110 

His Ser Leu Gin Pro His Ala Cys Phe Arg Leu Phe Leu Thr Met Glu 

4115 4120 4125 

lie Asn Pro Lys val Pro val Asn Leu Leu Arg Ala Gly Arg lie Phe 

4130 4135 4140 

val Phe Glu Pro Pro Pro Gly val Lys Ala Asn Met Leu Arg Thr Phe 
4145 4150 4155 4160 

Ser ser lie Pro val Ser Arg lie Cys Lys Ser Pro Asn Glu Arg Ala 

4165 4170 4175 

Arg Leu Tyr Phe Leu Leu Ala Trp Phe His Ala lie lie Gin Glu Arg 

4180 4185 4190 

Leu Arg Tyr Ala Pro Leu Gly Trp ser Lys Lys Tyr Glu Phe Gly Glu 

4195 4200 4205 

Ser Asp Leu Arg Ser Ala Cys Asp Thr val Asp Thr Trp Leu Asp Asp 

4210 4215 4220 

Thr Ala Lys Ala Ser Gly Arg Gin Asn lie ser Pro Asp Lys lie Pro 
4225 ' 4230 4235 4240 

Trp Ser Ala Leu Lys Thr Leu Met Ala Gin Ser lie Tyr Gly Gly Arg 

4245 4250 4255 

val Asp Asn Glu Phe Asp Gin Arg Leu Leu Asn Thr Phe Leu Glu Arg 

4260 4265 4270 

Leu Phe Thr Thr Arg Ser Phe Asp Ser Glu Phe Lys Leu Ala Cys Lys 

4275 ~ 4280 4285 

val Asp Gly His Lys Asp lie Gin Met Pro Asp Gly lie Arg Arg Glu 

4290 4295 4300 

Glu Phe val Gin Trp Val Glu Leu Leu Pro Asp Thr Gin Thr Pro ser 
4305 4310 4315 4320 

Trp Leu Gly Leu Pro Asn Asn Ala Glu Arg val Leu Leu Thr Thr Gin 

4325 4330 4335 

Gly val Asp Met lie Ser Lys Met Leu Lys Met Gin Met Leu Glu Asp 

4340 4345 4350 

Glu Asp Asp Leu Ala Tyr Ala Glu Thr Glu Lys Lys Thr Arg Thr Asp 

4355 4360 4365 

Ser Thr Ser Asp Gly Arg Pro Ala Trp Met Arg Thr Leu His Thr Thr 
4370 * 4375 4380 

Page 56 



GC773-2-seqlist 

Ala Ser Asn Trp Leu His Leu lie Pro Gin Thr Leu Ser His Leu Lys 
4385 4390 4395 4400 

Arg Thr Val Glu Asn lie Lys Asp Pro Leu Phe Arg Phe Phe Glu Arg 

4405 4410 4415 

Glu val Lys Met Gly Ala Lys Leu Leu Gin Asp val Arg Gin Asp Leu 

4420 4425 4430 

Ala Asp val val Gin val Cys Glu Gly Lys Lys Lys Gin Thr Asn Tyr 

4435 4440 4445 

Leu Arg Thr Leu lie Asn Glu Leu val Lys Gly lie Leu Pro Arg Ser 

4450 4455 4460 

Trp Ser His Tyr Thr Val Pro Ala Gly Met Thr Val lie Gin Trp val 
4465 4470 4475 4480 

Ser Asp Phe Ser Glu Arg lie Lys Gin Leu Gin Asn lie Ser Leu Ala 

4485 4490 4495 

Ala Ala Ser Gly Gly Ala Lys Glu Leu Lys Asn lie His Val Cys Leu 

4500 4505 4510 

Gly Gly Leu Phe Val Pro Glu Ala Tyr lie Thr Ala Thr Arg Gin Tyr 

4515 4520 4525 

val Ala Gin Ala Asn Ser Trp Ser Leu Glu Glu Leu Cys Leu Glu val 

4530 4535 4540 

Asn val Thr Thr ser Gin Gly Ala Thr Leu Asp Ala Cys Ser Phe Gly 
4545 4550 4555 4560 

Val Thr Gly Leu Lys Leu Gin Gly Ala Thr Cys Asn Asn Asn Lys Leu 

4565 4570 4575 

Ser Leu Ser Asn Ala lie Ser Thr Ala Leu Pro Leu Thr Gin Leu Arg 

4580 4585 4590 

Trp val Lys Gin Thr Asn Thr Glu Lys Lys Ala Ser Val Val Thr Leu 

4595 4600 4605 

Pro val Tyr Leu Asn Phe Thr Arg Ala Asp Leu lie Phe Thr val Asp 

4610 4615 4620 

Phe Glu lie Ala Thr Lys Glu Asp Pro Arg Ser Phe Tyr Glu Arg Gly 
4625 4630 4635 4640 

val Ala val Leu Cys Thr Glu 
4645 

<210> 41 
<211> 1232 
<212> PRT 

<213> Homo sapiens 
<400> 41 

Met Ala Asn Gly val lie Pro Pro Pro Gly Gly Ala Ser Pro Leu Pro 

1 5 10 15 

Gin val Arg val Pro Leu Glu Glu Pro Pro Leu Ser Pro Asp val Glu 

20 25 30 

Glu Glu Asp Asp Asp Leu Gly Lys Thr Leu Ala val Ser Arg Phe Gly 

35 40 45 

Asp Leu lie Ser Lys Pro Pro Ala Trp Asp Pro Glu Lys Pro Ser Arg 

50 ' 55 60 

Ser Tyr Ser Glu Arg Asp Phe Glu Phe His Arg His Thr Ser His His 
65 ' 70 75 80 

Thr His His Pro Leu Ser Ala Arg Leu Pro Pro Pro His Lys Leu Arg 

85 90 95 

Arg Leu Pro Pro Thr ser Ala Arg His Thr Arg Arg Lys Arg Lys Lys 

100 105 110 

Glu Lys Thr Ser Ala Pro Pro Ser Glu Gly Thr Pro Pro lie Gin Glu 

115 120 125 

Glu Gly Gly Ala Gly Val Asp Glu Glu Glu Glu Glu Glu Glu Glu Glu 

130 135 140 

Glu Gly Glu Ser Glu Ala Glu Pro val Glu Pro Pro His Ser Gly Thr 
145 150 155 160 

Pro Gin Lys Ala Lys Phe Ser lie Gly Ser Asp Glu Asp Asp Ser Pro 
165 170 175 
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Gly Leu Pro Gly Arg Ala Ala val Thr Lys Pro Leu Pro Ser val Gly 

180 185 190 

pro His Thr Asp Lys Ser Pro Gin His Ser Ser Ser Ser Pro Ser Pro 

195 200 205 

Arg Ala Arg Ala Ser Arg Leu Ala Gly Glu Lys Ser Arg Pro Trp Ser 

210 215 220 

Pro Ser Ala Ser Tyr Asp Leu Arg Glu Arg Leu Cys Pro Gly Ser Ala 
225 230 " 235 240 

Leu Gly Asn Pro Gly Gly Pro Glu Gin Gin val Pro Thr Asp Glu Ala 

245 250 255 

Glu Ala Gin Met Leu Gly Ser Ala Asp Leu Asp Asp Met Lys Ser His 

260 265 270 

Arg Leu Glu Asp Asn Pro Gly val Arg Arg His Leu Val Lys Lys Pro 

275 280 ~ 285 

Ser Arg Thr Gin Gly Gly Arg Gly Ser Pro Ser Gly Leu Ala Pro lie 

290 295 300 

Leu Arg Arg Lys Lys Lys Lys Lys Lys Leu Asp Arg Arg Pro His Glu 
305 310 315 320 

Val Phe val Glu Leu Asn Glu Leu Met Leu Asp Arg Ser Gin Glu Pro 

325 330 335 

His Trp Arg Glu Thr Ala Arg Trp lie Lys Phe Glu Glu Asp val Glu 

340 345 350 

Glu Glu Thr Glu Arg Trp Gly Lys Pro His val Ala Ser Leu Ser Phe 

355 360 365 

Arg Ser Leu Leu Glu Leu Arg Arg Thr lie Ala His Gly Ala Ala Leu 

370 375 380 

Leu Asp Leu Glu Gin Thr Thr Leu Pro Gly lie Ala His Leu val Val 
385 390 395 400 

Glu Thr Met lie val Ser Asp Gin lie Arg Pro Glu Asp Arg Ala Ser 

405 410 415 

val Leu Arg Thr Leu Leu Leu Lys His Ser His Pro Asn Asp Asp Lys 

420 425 430 

Asp Ser Gly Phe Phe Pro Arg Asn Pro ser Ser Ser ser Met Asn Ser 

435 440 445 

val Leu Gly Asn His His Pro Thr Pro Ser His Gly Pro Asp Gly Ala 

450 455 460 

val Pro Thr Met Ala Asp Asp Leu Gly Glu Pro Ala Pro Leu Trp Pro 
465 470 475 480 

His Asp Pro Asp Ala Lys Glu Lys Pro Leu His Met Pro Gly Gly Asp 

485 490 495 

Gly His Arg Gly Lys Ser Leu Lys Leu Leu Glu Lys lie Pro Glu Asp 

500 505 510 

Ala Glu Ala Thr val val Leu val Gly Cys val Pro Phe Leu Glu Gin 

515 520 525 

Pro Ala Ala Ala Phe val Arg Leu Asn Glu Ala val Leu Leu Glu Ser 

530 535 540 

val Leu Glu val Pro val Pro val Arg Phe Leu Phe val Met Leu Gly 
545 550 " 555 560 

Pro Ser His Thr Ser Thr Asp Tyr His Glu Leu Gly Arg Ser lie Ala 

565 570 575 

Thr Leu Met Ser Asp Lys Leu Phe His Glu Ala Ala Tyr Gin Ala Asp 

580 585 590 

Asp Arg Gin Asp Leu Leu Ser Ala lie Ser Glu Phe Leu Asp Gly Ser 

595 600 605 

lie val lie Pro Pro Ser Glu val Glu Gly Arg Asp Leu Leu Arg Ser 

610 615 620 

val Ala Ala Phe Gin Arg Glu Leu Leu Arg Lys Arg Arg Glu Arg Glu 
625 630 635 " 640 

Gin Thr Lys Val Glu Met Thr Thr Arg Gly Gly Tyr Thr Ala Pro Gly 

645 650 655 

Lys Glu Leu Ser Leu Glu Leu Gly Gly Ser Glu Ala Thr Pro Glu Asp 

660 665 670 

Asp Pro Leu Leu Arg Thr Gly Ser Val Phe Gly Gly Leu val Arg Asp 
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st 
685 



675 



680 



val Arg Arg Arg Tyr Pro His Tyr Pro Ser Asp Leu Arg Asp Ala Leu 

690 ' ' 695 700 

His Ser Gin Cys val Ala Ala val Leu Phe lie Tyr Phe Ala Ala Leu 
705 710 715 720 

ser Pro Ala lie Thr Phe Gly Gly Leu Leu Gly Glu Lys Thr Glu Gly 

725 730 735 

Leu Met Gly val Ser Glu Leu lie val Ser Thr Ala val Leu Gly val 

740 745 750 

Leu Phe Ser Leu Leu Gly Ala Gin Pro Leu Leu Val val Gly Phe Ser 

755 760 765 

Gly Pro Leu Leu val Phe Glu Glu Ala Phe Phe Lys Phe Cys Arg Ala 

770 775 780 

Gin Asp Leu Glu Tyr Leu Thr Gly Arg val Trp val Gly Leu Trp Leu 
785 790 795 800 

val val Phe val Leu Ala Leu val Ala Ala Glu Gly Ser Phe Leu val 

805 810 815 

Arg Tyr lie Ser Pro Phe Thr Gin Glu lie Phe Ala Phe Leu lie Ser 

820 825 830 

Leu lie Phe lie Tyr Glu Thr Phe Tyr Lys Leu Tyr Lys val Phe Thr 

835 840 845 

Glu His Pro Leu Leu Pro Phe Tyr Pro Pro Glu Gly Ala Leu Glu Gly 

850 855 860 

Ser Leu Asp Ala Gly Leu Glu Pro Asn Gly Ser Ala Leu Pro Pro Thr 
865 870 875 880 

Glu Gly Pro Pro Ser Pro Arg Asn Gin Pro Asn Thr Ala Leu Leu Ser 

885 890 895 

Leu lie Leu Met Leu Gly Thr Phe Phe lie Ala Phe Phe Leu Arg Lys 

900 905 910 

Phe Arg Asn ser Arg Phe Leu Gly Gly Lys Ala Arg Arg lie lie Gly 

915 920 925 

Asp Phe Gly lie Pro lie Ser lie Leu val Met val Leu val Asp Tyr 

930 935 940 

Ser lie Thr Asp Thr Tyr Thr Gin Lys Leu Thr Val Pro Thr Gly Leu 
945 950 955 960 

Ser Val Thr Ser Pro Asp Lys Arg ser Trp Phe lie Pro Pro Leu Gly 

965 970 975 

Ser Ala Arg Pro Phe Pro Pro Trp Met Met Val Ala Ala Ala val Pro 

980 985 990 

Ala Leu Leu val Leu lie Leu lie Phe Met Glu Thr Gin lie Thr Ala 

995 1000 1005 

Leu lie val Ser Gin Lys Ala Arg Arg Leu Leu Lys Gly Ser Gly Phe 

1010 1015 " 1020 

His Leu Asp Leu Leu Leu lie Gly Ser Leu Gly Gly Leu Cys Gly Leu 
1025 1030 1035 1041 

Phe Gly Leu Pro Trp Leu Thr Ala Ala Thr val Arg Ser val Thr His 

1045 1050 1055 

val Asn Ala Leu Thr val Met Arg Thr Ala lie Ala Pro Gly Asp Lys 

1060 1065 1070 

Pro Gin lie Gin Glu Val Arg Glu Gin Arg val Thr Gly Val Leu lie 

1075 1080 1085 

Ala ser Leu val Gly Leu Ser lie val Met Gly Ala val Leu Arg Arg 

1090 1095 1100 

lie Pro Leu Ala val Leu Phe Gly lie Phe Leu Tyr Met Gly Val Thr 
1105 1110 1115 112i 

Ser Leu ser Gly lie Gin Leu Ser Gin Arg Leu Leu Leu lie Leu Met 

1125 1130 1135 

Pro Ala Lys His His Pro Glu Gin Pro Tyr val Thr Lys val Lys Thr 

1140 1145 1150 

Trp Arg Met His Leu Phe Thr Cys lie Gin Leu Gly Cys lie Ala Leu 

1155 1160 1165 

Leu Trp val val Lys Ser Thr Ala Ala Ser Leu Ala Phe Pro Phe Leu 



1170 



1175 



1180 
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Leu Leu Leu Thr val Pro Leu Arg His Cys Leu Leu Pro Arg Leu Phe 
1185 1190 1195 1200 

Gin Asp Arg Glu Leu Gin Ala Leu Asp Ser Glu Asp Ala Glu Pro Asn 

1205 1210 1215 

Phe Asp Glu Asp Gly Gin Asp Glu Tyr Asn Glu Leu His Met Pro val 
1220 1225 1230 



<210> 42 


















<211> 1515 
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<213> Homo sapiens 














<400> 42 
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1 
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15 




Phe Gin 
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val 


Leu val Trp 


val 


Pro 
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Trp 
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25 




30 


Gly 




Cys Phe 
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r ne 
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Phe Leu Tyr 


Leu 


Ser 


Arg His Asp Arg 


Tyr 


35 




40 






45 






lie Gin 
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~rh r 

i nr 


Pro 
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Lys 
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Phe 
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50 








55 




60 


Glu 




Leu Trp 


He 


Va 1 


Cys Trp Ala Asp 


Leu 


Phe 


Tyr Ser Phe Trp 


Arg 


65 








70 






75 




80 


Ser Arg 


Gly 


Tl P 


Phe 


Leu Ala Pro 


val 


Phe 


Leu val Ser Pro 


Thr 


Leu 




85 






90 




95 




Leu Gly 


He 


i n r 


Met 


Leu Leu Ala 


Thr 


Phe 


Leu lie Gin Leu 


Glu 
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i no 






105 




110 




Arg Lys 
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va i 


Gin 


Ser Ser Gly 


He 


Met 


Leu Thr Phe Trp 


Leu 


val 


115 






120 






125 


Thr 


Ala 


Ala Leu 


val 


cys 


Ala 


Leu Ala lie 


Leu 


Arg 


Ser Lys lie Met 


130 






135 




140 






Leu Lys 


Glu 


Asp 


Ala 


Gin val Asp 


Leu 


Phe 


Arg Asp lie Thr 


Phe 


Tyr 


145 






150 






155 




160 


val Tyr 


Phe 


Ser 


Leu 


Leu Leu lie 


Gin 


Leu 


Val Leu Ser cys 


Phe 


Ser 






165 






170 




175 




Asp Arg 


Ser 


Pro 


Leu 


Phe Ser Glu 


Thr 


lie 


His Asp Pro Asn 


Pro 


Cys 




i an 






185 




190 




He 


Pro Glu 


Ser 


Ser 


Ala 


Ser Phe Leu 


ser 


Arg 


lie Thr Phe Trp 


Trp 




195 






200 




205 






Thr Gly 


Leu 


1 1 e 


val 


Arg Gly Tyr 


Arg 


Gin 


pro Leu Glu Gly 


Ser 


Asp 


210 








215 




220 






Leu Trp 


Ser 


Leu 


Asn 


Lys Glu Asp 


Thr 


Ser 


Glu Gin val val 


Pro 


val 


225 








230 






235 


Gin 


240 


Leu val 


Lys 


A C M 

Abn 


Trp 


Lys Lys Glu 


cys 


Ala 


Lys Thr Arg Lys 


Pro 






245 




250 




255 




val Lys 


val 


val 


Tyr 


Ser ser Lys 


Asp 


Pro 


Ala Gin Pro Lys 


Glu 


Ser 




260 


265 




270 






Ser Lys 


val 


Asp 


Ala Asn Glu Glu 


val 


Glu 


Ala Leu lie val 


Lys 


Ser 


275 




280 






285 




Thr 


Pro Gin 


Lys 


Glu 


Trp 


Asn Pro Ser 


Leu 


Phe 


Lys val Leu Tyr 


Lys 


290 




295 






300 






Phe Gly 


Pro 


Tyr 


Phe 


Leu Met Ser 


Phe 


Phe 


Phe Lys Ala lie 


His 


Asp 


305 






310 






315 




320 


Leu Met 


Met 


Phe 


Ser Gly Pro Gin 


He 


Leu 


Lys Leu Leu lie 


Lys 


Phe 








325 






330 


335 


val 


val Asn 


Asp 


Thr 


Lys Ala Pro Asp 


Trp 


Gin 


Gly Tyr Phe Tyr 


Thr 




340 






345 




350 


Gin 




Leu Leu 


Phe 


val 


Thr Ala Cys Leu 


Gin 


Thr 


Leu val Leu His 


Tyr 




355 






360 






365 






Phe His 


He 


cys 


Phe val Ser Gly 


Met 


Arg 


lie Lys Thr Ala 


val 


He 


370 






375 




380 






Gly Ala 


val 


Tyr 


Arg 


Lys Ala Leu 


val 


He 


Thr Asn Ser Ala 


Arg 


Lys 


385 




390 






395 




400 
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ser Ser 


Thr 


val 


Gly 
405 


Glu 


lie 


val 


Asn 


Leu Met ser val 
410 


Asp 


Ala Gin 
415 


Arg Phe 


Met 


Asp 


Leu 


Ala 


Thr 


Tyr 


lie 


Asn Met lie Trp 


Ser 


Ala Pro 




420 








425 




A ? A 

430 


Gly Pro 


Leu Gin 


val 
435 


lie 


Leu 


Ala 


Leu 


Tyr 

A A f\ 

440 


Leu 


Leu Trp Leu Asn 

A A C 

445 


Leu 


ser val 


Leu 


Ala 


Gly 


val 


Ala 


val 


Met 


Val Leu Met val 


Pro 


val Asn 


450 








Arc 

455 






A CA 

4oU 






Ala Val 


Met 


Ala 


Met 


Lys 


__i_ 
Thr 


Lys 


Thr 


Tyr Gin val Ala 


Hi S 


Met Lys 


465 








470 






A T C 

475 




A OA 

4o0 


Ser Lys 


Asp 


Asn 


Arg 


lie 


Lys 


Leu 


Met 


Asn Glu lie Leu 


Asn 


Gly lie 




485 








490 




495 


Lys val 


Leu 


Lys 


Leu 


Tyr 


Ala 


Trp 


Glu 


Leu Ala Phe Lys 


Asp 


Lys Val 




500 








505 




510 


Ala Tyr 


Leu Ala 


lie 


Arg 


Gin 


Glu 


Glu 


Leu 


Lys 


val Leu Lys Lys 


Ser 




515 








520 


r i r 

525 




Leu val 


Leu Ser 


Ala 


val 


Gly 


__i 

Thr 


Phe 


Thr 


Trp 


val Cys Thr Pro 


Phe 


530 








535 




540 






Ala Leu 


cys 


Thr 


Phe 


Ala 


val 


Tyr 


val 


Thr lie Asp Glu 


Asn 


Asn lie 


545 






550 






c c c 

555 




5bU 


Leu Asp 


Ala 


Gin 


Thr 


Ala 


Phe 


val 


Ser 


Leu Ala Leu Phe 


Asn 


lie Leu 






565 










570 




575 


Arg Phe 


Pro 


Leu 


Asn 


lie 


Leu 


Pro 


Met 


val lie Ser Ser 


lie 


val Gl n 




580 










585 




590 


Glu Glu 


Ala Ser 


val 


Ser 


Leu 


Lys 


Arg 


Leu 


Arg 


lie Phe Leu Ser 


His 




595 






600 


605 






Leu Glu 


Pro 


Asp 


Ser 


lie 


Glu 


Arg 


Arg 


pro val Lys Asp 


Gly 


Gly Gly 


610 








615 


620 






Thr Asn 


Ser 


lie 


Thr 


val 


Arg 


Asn 


Ala 


Thr Phe Thr Trp 


Ala 


Arg Ser 


625 








630 






635 




C A A 

640 


Asp Pro 


Pro 


Thr 


Leu 


Asn 


Gly 


lie 


Thr 


Phe Ser lie Pro 


Glu 


Gly Ala 






645 








650 




655 


Leu Val 


Ala 


val 


Val 


Gly 


Gin 


val 


Gly 


Cys Gly Lys Ser 


Ser 


Leu Leu 






660 








665 


670 




Ser Ala 


Leu 


Leu 


Ala 


Glu 


Met 


Asp 


Lys 


Val Glu Gly His 


val 


Ala He 




675 










680 


685 






Lys Gly 


Ser 


Val 


Ala 


Tyr 


val 


Pro 


Gin 


Gin Ala Trp lie 


Gin 


Asn Asp 


690 








695 






700 






Ser Leu 


Arg 


Glu 


Asn 


lie 


Leu 


_ i_ 
Phe 


Gly 


Cys Gin Leu Glu 


Glu 


Pro Tyr 


705 






710 






715 




720 


Tyr Arg 


Ser 


val 


lie 


Gin 


Ala 


Cys 


Ala 


Leu Leu Pro Asp 


Leu 


Glu lie 






725 








730 




735 


Leu Pro 


Ser 


Gly 


Asp 


Arg 


Thr 


Glu 


lie 


Gly Glu Lys Gly 


val 


Asn Leu 






740 






745 




750 




Ser Gly 


Gly 


Gin 


Lys 


Gin 


Arg 


val 


Ser 


Leu Ala Arg Ala 


val 


Tyr Ser 


755 






760 




765 


val 


Asp Ala 


Asn Ala 


Asp 


lie 


Tyr 


Leu 


Phe 


Asp 


Asp 


Pro Leu Ser Ala 


770 






775 


780 






His Val 


Gly 


Lys 


His 


lie 


Phe 


Glu 


Asn 


val lie Gly Pro 


Lys 


Gly Met 


785 




790 








795 


O A A 

800 


Leu Lys 


Asn 


Lys 


Thr 


Arg 


lie 


Leu 


val 


Thr His Ser Met 


Ser 


Tyr Leu 




805 








810 




815 


Pro Gin 


Val 


Asp 


val 


lie 


lie 


val 


Met 


Ser Gly Gly Lys 


lie 


Ser Glu 






820 










825 


830 




Met Gly 


Ser 


Tyr 


Gin 


Glu 


Leu 


Leu 


Ala 


Arg Asp Gly Ala 


Phe 


Ala Glu 


ODD 












OH) 






Phe Leu 


Arg 


Thr 


Tyr 


Ala 


Ser 


Thr 


Glu 


Gin Glu Gin Asp 


Ala 


Glu Glu 


850 






855 






860 






Asn Gly 


val 


Thr 


Gly 


val 


Ser 


Gly 


Pro 


Gly Lys Glu Ala 


Lys 


Gin Met 


865 






870 






875 


880 


Glu Asn 


Gly 


Met 


Leu 


Val 


Thr 


Asp 


Ser 


Ala Gly Lys Gin 


Leu 


Gin Arg 






885 








890 




895 


Gin Leu 


Ser 


Ser 


Ser 


Ser 


Ser 


Tyr 


Ser 


Gly Asp lie Ser 


Arg 


His His 
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900 905 910 

Asn ser Thr Ala Glu Leu Gin Lys Ala Glu Ala Lys Lys Glu Glu Thr 

915 920 925 

Trp Lys Leu Met Glu Ala Asp Lys Ala Gin Thr Gly Gin Val Lys Leu 

930 935 940 

Ser val Tyr Trp Asp Tyr Met Lys Ala lie Gly Leu Phe lie Ser Phe 
945 950 955 960 

Leu Ser lie Phe Leu Phe Met Cys Asn His val Ser Ala Leu Ala Ser 

965 970 975 

Asn Tyr Trp Leu Ser Leu Trp Thr Asp Asp Pro lie val Asn Gly Thr 

980 985 990 

Gin Glu His Thr Lys val Arg Leu Ser Val Tyr Gly Ala Leu Gly lie 

995 1000 1005 

Ser Gin Gly lie Ala val Phe Gly Tyr Ser Met Ala Val Ser lie Gly 

1010 1015 1020 

Gly lie Leu Ala ser Arg Cys Leu His val Asp Leu Leu His Ser lie 
1025 1030 1035 1040 

Leu Arg Ser Pro Met Ser Phe Phe Glu Arg Thr Pro Ser Gly Asn Leu 

1045 1050 1055 

val Asn Arg Phe Ser Lys Glu Leu Asp Thr val Asp Ser Met lie Pro 

1060 1065 1070 

Glu Val lie Lys Met Phe Met Gly Ser Leu Phe Asn Val lie Gly Ala 

1075 1080 1085 

Cys lie val lie Leu Leu Ala Thr Pro lie Ala Ala lie lie lie Pro 

1090 1095 1100 

Pro Leu Gly Leu lie Tyr Phe Phe Val Gin Arg Phe Tyr Val Ala Ser 
1105 1110 1115 1120 

Ser Arg Gin Leu Lys Arg Leu Glu Ser val Ser Arg Ser Pro val Tyr 

1125 1130 1135 

Ser His Phe Asn Glu Thr Leu Leu Gly val Ser Val lie Arg Ala Phe 

1140 1145 1150 

Glu Glu Gin Glu Arg Phe lie His Gin Ser Asp Leu Lys Val Asp Glu 

1155 1160 1165 

Asn Gin Lys Ala Tyr Tyr Pro Ser lie val Ala Asn Arg Trp Leu Ala 

1170 * 1175 1180 

val Arg Leu Glu Cys val Gly Asn cys lie val Leu Phe Ala Ala Leu 
1185 1190 1195 1200 

Phe Ala val lie Ser Arg His Ser Leu Ser Ala Gly Leu val Gly Leu 

1205 1210 1215 

Ser val Ser Tyr Ser Leu Gin val Thr Thr Tyr Leu Asn Trp Leu val 

1220 1225 1230 

Arg Met ser Ser Glu Met Glu Thr Asn lie val Ala val Glu Arg Leu 

1235 1240 1245 

Lys Glu Tyr Ser Glu Thr Glu Lys Glu Ala Pro Trp Gin lie Gin Glu 

1250 1255 1260 

Thr Ala Pro Pro Ser Ser Trp Pro Gin val Gly Arg val Glu Phe Arg 
1265 1270 1275 1280 

Asn Tyr Cys Leu Arg Tyr Arg Glu Asp Leu Asp Phe Val Leu Arg His 

1285 1290 1295 

lie Asn val Thr lie Asn Gly Gly Glu Lys Val Gly lie Val Gly Arg 

1300 1305 1310 

Thr Gly Ala Gly Lys Ser Ser Leu Thr Leu Gly Leu Phe Arg lie Asn 

1315 1320 1325 

Glu ser Ala Glu Gly Glu lie lie lie Asp Gly lie Asn lie Ala Lys 

1330 1335 1340 

lie Gly Leu His Asp Leu Arg Phe Lys lie Thr lie lie Pro Gin Asp 
1345 1350 1355 1360 

Pro val Leu Phe Ser Gly ser Leu Arg Met Asn Leu Asp Pro Phe ser 

1365 1370 1375 

Gin Tyr Ser Asp Glu Glu val Trp Thr ser Leu Glu Leu Ala His Leu 

1380 1385 1390 

Lys Asp Phe val Ser Ala Leu Pro Asp Lys Leu Asp His Glu Cys Ala 
1395 1400 1405 
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Glu Gly Gly Glu Asn Leu Ser val Gly Gin Arg Gin Leu Val Cys Leu 

1410 1415 1420 

Ala Arg Ala Leu Leu Arg Lys Thr Lys lie Leu val Leu Asp Glu Ala 
1425 1430 1435 1440 

Thr Ala Ala val Asp Leu Glu Thr Asp Asp Leu lie Gin Ser Thr lie 

1445 1450 1455 

Arg Thr Gin Phe Glu Asp Cys Thr val Leu Thr lie Ala His Arg Leu 

1460 * 1465 1470 

Asn Thr lie Met Asp Tyr Thr Arg val lie Val Leu Asp Lys Gly Glu 

1475 1480 1485 

lie Gin Glu Tyr Gly Ala Pro Ser Asp Leu Leu Gin Gin Arg Gly Leu 

1490 1495 1500 

Phe Tyr ser Met Ala Lys Asp ATa Gly Leu val 
1505 1510 1515 

<210> 43 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Phe Cys Arg Ala Gin Asp Leu Glu Tyr Leu Thr Gly Arg val Trp val 

15 10 15 

Gly Leu Trp Leu val val Phe val Leu Ala Leu val Ala Ala Glu Gly 

20 25 30 

Ser Phe Leu val Arg Tyr lie Ser Pro Phe Thr Gin Glu lie Phe Ala 

35 " 40 45 

Phe Leu lie Ser Leu lie Phe lie Tyr Glu Thr Phe Tyr Lys Leu Tyr 

50 55 60 

Lys val Phe Thr Glu His Pro Leu Leu Pro Phe Tyr Pro Pro Glu Pro 
65 70 75 80 

Gly Gly val Pro Gly Cys Trp Ser Gly Ala Lys Trp Gin Leu Pro Pro 

85 90 95 

Thr Glu Gly Pro Pro Ser Pro Arg Asn Gin Pro Asn Thr Ala Leu Leu 

100 105 110 

Ser Leu lie Leu Met Leu Gly Thr Phe Phe lie Ala Phe Phe Leu Arg 

115 120 125 

Lys Phe Arg Asn ser Arg Phe Leu Gly Gly Lys Ala Arg Arg lie lie 

130 ~ 135 140 

Gly Asp Phe Gly lie Pro lie Ser lie Leu val Met val Leu val Asp 
145 150 155 160 

Tyr Ser lie Thr Asp Thr Tyr Thr Gin Lys Leu Thr val Pro Thr Gly 

165 * 170 175 

Leu Ser val Thr Ser Pro Asp Lys Arg Ser Trp Phe lie Pro Pro Leu 

180 185 190 

Gly Ser Ala Arg Pro Phe Pro Pro Trp Met Met val Ala Ala Ala val 

195 200 205 

Pro Ala Leu Leu Val Leu lie Leu lie Phe Met Glu Thr Gin lie Thr 

210 215 220 

Ala Leu lie Val Ser Gin Lys Ala Arg Arg Leu Leu Lys Gly Ser Gly 
225 230 ~ 235 240 

Phe His Leu Asp Leu Leu Leu lie Gly Ser Leu Gly Gly Leu Cys Gly 

245 250 255 

Leu Phe Gly Leu Pro Trp Leu Thr Ala Ala Thr Val Arg ser val Thr 

260 265 270 

His val Asn Ala Leu Thr Val Met Arg Thr Ala lie Ala Pro Gly Asp 

275 280 285 

Lys Pro Gin lie Gin Glu val Arg Glu Gin Arg val Thr Gly Val Leu 

290 295 300 

lie Ala Ser Leu val Gly Leu Ser lie val Met Gly Ala val Leu Arg 
305 310 315 320 

Arg lie Pro Leu Ala val Leu Phe Gly lie Phe Leu Tyr Met Gly Val 
325 330 335 
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Thr ser Leu Ser Gly lie Gin Leu Ser Gin Arg Leu Leu Leu lie Leu 

340 345 350 

Met Pro Ala Lys His 
355 

<210> 44 

<211> 2147 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Met Ala Phe Trp Thr Gin Leu Met Leu Leu Leu Trp Lys Asn Phe Met 

15 10 15 

Tyr Arg Arg Arg Gin Pro Val Gin Leu Leu val Glu Leu Leu Trp Pro 

20 25 30 

Leu Phe Leu Phe Phe lie Leu val Ala val Arg His Ser His Pro Pro 

35 40 45 

Leu Glu His His Glu Cys His Phe Pro Asn Lys Pro Leu Pro Ser Ala 

50 55 60 

Gly Thr val Pro Trp Leu Gin Gly Leu lie Cys Asn val Asn Asn Thr 
65 70 75 80 

Cys Phe Pro Gin Leu Thr Pro Gly Glu Glu Pro Gly Arg Leu Ser Asn 

85 90 ~ 95 

Phe Asn Asp Ser Leu val Ser Arg Leu Leu Ala Asp Ala Arg Thr Val 

100 105 110 

Leu Gly Gly Ala Ser Ala His Arg Thr Leu Ala Gly Leu Gly Lys Leu 

115 120 125 

lie Ala Thr Leu Arg Ala Ala Arg ser Thr Ala Gin Pro Gin Pro Thr 

130 ~ 135 140 

Lys Gin Ser Pro Leu Glu Pro Pro Met Leu Asp Val Ala Glu Leu Leu 
145 150 155 160 

Thr ser Leu Leu Arg Thr Glu ser Leu Gly Leu Ala Leu Gly Gin Ala 

165 170 175 

Gin Glu Pro Leu His Ser Leu Leu Glu Ala Ala Glu Asp Leu Ala Gin 

180 185 190 

Glu Leu Leu Ala Leu Arg ser Leu val Glu Leu Arg Ala Leu Leu Gin 

195 200 205 

Arg Pro Arg Gly Thr Ser Gly Pro Leu Glu Leu Leu Ser Glu Ala Leu 

210 215 220 

Cys ser val Arg Gly Pro Ser Ser Thr val Gly Pro ser Leu Asn Trp 
225 230 235 240 

Tyr Glu Ala Ser Asp Leu Met Glu Leu Val Gly Gin Glu Pro Glu Ser 

245 250 255 

Ala Leu Pro Asp Ser Ser Leu Ser Pro Ala Cys Ser Glu Leu lie Gly 

260 265 270 

Ala Leu Asp Ser His Pro Leu Ser Arg Leu Leu Trp Arg Arg Leu Lys 

275 280 ~ 285 

Pro Leu lie Leu Gly Lys Leu Leu Phe Ala Pro Asp Thr Pro Phe Thr 

290 295 300 

Arg Lys Leu Met Ala Gin val Asn Arg Thr Phe Glu Glu Leu Thr Leu 
305 310 315 320 

Leu Arg Asp val Arg Glu val Trp Glu Met Leu Gly Pro Arg lie Phe 

325 330 335 

Thr Phe Met Asn Asp Ser Ser Asn val Ala Met Leu Gin Arg Leu Leu 

340 345 350 

Gin Met Gin Asp Glu Gly Arg Arg Gin Pro Arg Pro Gly Gly Arg Asp 

355 360 365 

His Met Glu Ala Leu Arg Ser Phe Leu Asp Pro Gly Ser Gly Gly Tyr 

370 375 380 

Ser Trp Gin Asp Ala His Ala Asp val Gly His Leu val Gly Thr Leu 
385 390 395 400 

Gly Arg -val Thr Glu cys Leu Ser Leu Asp Lys Leu Glu Ala Ala Pro 
405 410 415 
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Ser Glu Ala Ala Leu val Ser Arg Ala Leu Gin Leu Leu Ala Glu His 

420 425 430 

Arg Phe Trp Ala Gly val val Phe Leu Gly Pro Glu Asp Ser ser Asp 

435 440 445 

pro Thr Glu His Pro Thr Pro Asp Leu Gly Pro Gly His Val Arg lie 

450 455 460 

Lys lie Arg Met Asp lie Asp Val val Thr Arg Thr Asn Lys lie Arg 
465 470 475 480 

Asp Arg Phe Trp Asp Pro Gly Pro Ala Ala Asp Pro Leu Thr Asp Leu 

485 490 495 

Arg Tyr val Trp Gly Gly Phe val Tyr Leu Gin Asp Leu val Glu Arg 

500 505 510 

Ala Ala val Arg Val Leu Ser Gly Ala Asn Pro Arg Ala Gly Leu Tyr 

515 " 520 525 

Leu Gin Gin Met Pro Tyr Pro Cys Tyr val Asp Asp Val Phe Leu Arg 

530 535 540 

Val Leu Ser Arg ser Leu Pro Leu Phe Leu Thr Leu Ala Trp lie Tyr 
545 " 550 555 560 

Ser val Thr Leu Thr Val Lys Ala Val val Arg Glu Lys Glu Thr Arg 

565 570 ~ 575 

Leu Arg Asp Thr Met Arg Ala Met Gly Leu Ser Arg Ala Val Leu Trp 

580 585 ~ 590 

Leu Gly Trp Phe Leu Ser cys Leu Gly Pro Phe Leu Leu Ser Ala Ala 

595 600 605 

Leu Leu val Leu val Leu Lys Leu Gly Asp lie Leu Pro Tyr ser His 

610 615 620 

Pro Gly val val Phe Leu Phe Leu Ala Ala Phe Ala val Ala Thr val 
625 630 635 640 

Thr Gin Ser Phe Leu Leu Ser Ala Phe Phe Ser Arg Ala Asn Leu Ala 

645 650 655 

Ala Ala Cys Gly Gly Leu Ala Tyr Phe Ser Leu Tyr Leu Pro Tyr val 

660 665 670 

Leu Cys val Ala Trp Arg Asp Arg Leu Pro Ala Gly Gly Arg Val Ala 

675 ^ 680 685 

Ala Ser Leu Leu Ser Pro val Ala Phe Gly Phe Gly Cys Glu Ser Leu 

690 695 700 

Ala Leu Leu Glu Glu Gin Gly Glu Gly Ala Gin Trp His Asn val Gly 
705 710 ' 715 720 

Thr Arg Pro Thr Ala Asp val Phe Ser Leu Ala Gin val Ser Gly Leu 

725 730 735 

Leu Leu Leu Asp Ala Ala Leu Tyr Gly Leu Ala Thr Trp Tyr Leu Glu 

740 745 750 

Ala val Cys Pro Gly Gin Tyr Gly lie Pro Glu Pro Trp Asn Phe Pro 

755 760 765 

Phe Arg Arg Ser Tyr Trp Cys Gly Pro Arg Pro Pro Lys Ser Pro Ala 

770 775 ~ 780 

Pro Cys Pro Thr Pro Leu Asp Pro Lys val Leu val Glu Glu Ala Pro 
785 ' 790 795 800 

Pro Gly Leu Ser Pro Gly val Ser Val Arg Ser Leu Glu Lys Arg Phe 

805 810 815 

Pro Gly Ser Pro Gin Pro Ala Leu Arg Gly Leu Ser Leu Asp Phe Tyr 

820 825 830 

Gin Gly His lie Thr Ala Phe Leu Gly His Asn Gly Ala Gly Lys Thr 

835 840 845 

Thr Thr Leu Ser lie Leu Ser Gly Leu Phe Pro Pro ser Gly Gly Ser 

850 855 860 

Ala Phe lie Leu Gly His Asp val Arg Ser Ser Met Ala Ala lie Arg 
865 870 875 880 

Pro His Leu Gly val Cys Pro Gin Tyr Asn val Leu Phe Asp Met Leu 

885 890 895 

Thr Val Asp Glu His Val Trp Phe Tyr Gly Arg Leu Lys Gly Leu Ser 

900 905 " 910 

Ala Ala val val Gly Pro Glu Gin Asp Arg Leu Leu Gin Asp val Gly 

Page 65 



GC773-2-seqlist 
915 920 925 

Leu val Ser Lys Gin Ser Val Gin Thr Arg His Leu Ser Gly Gly Met 

930 * 935 940 

Gin Arg Lys Leu Ser val Ala lie Ala Phe val Gly Gly Ser Gin Val 
945 950 955 960 

val lie Leu Asp Glu Pro Thr Ala Gly val Asp Pro Ala Ser Arg Arg 

965 970 975 

Gly lie Trp Glu Leu Leu Leu Lys Tyr Arg Glu Gly Arg Thr Leu lie 

980 985 990 

Leu Ser Thr His His Leu Asp Glu Ala Glu Leu Leu Gly Asp Arg Val 

995 1000 1005 

Ala val val Ala Gly Gly Arg Leu Cys Cys Cys Gly Ser Pro Leu Phe 

1010 1015 1020 

Leu Arg Arg His Leu Gly Ser Gly Tyr Tyr Leu Thr Leu val Lys Ala 
1025 1030 1035 1040 

Arg Leu Pro Leu Thr Thr Asn Glu Lys Ala Asp Thr Asp Met Glu Gly 

1045 1050 1055 

ser val Asp Thr Arg Gin Glu Lys Lys Asn Gly Ser Gin Gly Ser Arg 

1060 * 1065 1070 

val Gly Thr Pro Gin Leu Leu Ala Leu val Gin His Trp val Pro Gly 

1075 1080 1085 

Ala Arg Leu val Glu Glu Leu Pro His Glu Leu Val Leu val Leu Pro 

1090 1095 1100 

Tyr Thr Gly Ala His Asp Gly Ser Phe Ala Thr Leu Phe Arg Glu Leu 
1105 1110 1115 1120 

Asp Thr Arg Leu Ala Glu Leu Arg Leu Thr Gly Tyr Gly lie Ser Asp 

1125 1130 1135 

Thr Ser Leu Glu Glu lie Phe Leu Lys Val val Glu Glu Cys Ala Ala 

1140 1145 1150 

Asp Thr Asp Met Glu Asp Gly Ser Cys Gly Gin His Leu Cys Thr Gly 

1155 1160 1165 

lie Ala Gly Leu Asp val Thr Leu Arg Leu Lys Met Pro Pro Gin Glu 

1170 1175 1180 

Thr Ala Leu Glu Asn Gly Glu Pro Ala Gly Ser Ala Pro Glu Thr Asp 
1185 1190 1195 1200 

Gin Gly Ser Gly Pro Asp Ala val Gly Arg val Gin Gly Trp Ala Leu 

1205 1210 1215 

Thr Arg Gin Gin Leu Gin Ala Leu Leu Leu Lys Arg Phe Leu Leu Ala 

1220 1225 1230 

Arg Arg Ser Arg Arg Gly Leu Phe Ala Gin lie val Leu Pro Ala Leu 

1235 1240 1245 

Phe val Gly Leu Ala Leu val Phe Ser Leu lie Val Pro Pro Phe Gly 

1250 1255 1260 

His Tyr Pro Ala Leu Arg Leu Ser Pro Thr Met Tyr Gly Ala Gin Val 
1265 1270 1275 1280 

ser Phe Phe Ser Glu Asp Ala Pro Gly Asp Pro Gly Arg Ala Arg Leu 

1285 1290 1295 

Leu Glu Ala Leu Leu Gin Glu Ala Gly Leu Glu Glu Pro Pro val Gin 

1300 1305 1310 

His Ser Ser His Arg Phe Ser Ala Pro Glu val Pro Ala Glu val Ala 

1315 1320 1325 

Lys val Leu Ala Ser Gly Asn Trp Thr Pro Glu Ser Pro Ser Pro Ala 

1330 1335 1340 

Cys Gin Cys Ser Arg Pro Gly Ala Arg Arg Leu Leu Pro Asp Cys Pro 
1345 1350 1355 1360 

Ala Ala Ala Gly Gly Pro Pro Pro Pro Gin Ala val Thr Gly Ser Gly 

1365 1370 1375 

Glu val val Gin Asn Leu Thr Gly Arg Asn Leu Ser Asp Phe Leu val 

1380 1385 1390 

Lys Thr Tyr Pro Arg Leu Val Arg Gin Gly Leu Lys Thr Lys Lys Trp 

1395 1400 1405 

val Asn Glu val Arg Tyr Gly Gly Phe Ser Leu Gly Gly Arg Asp Pro 
1410 1415 1420 
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Gly Leu Pro Ser Gly Gin Glu Leu Gly Arg Ser val Glu Glu Leu Trp 
1425 1430 1435 1440 

Ala Leu Leu Ser Pro Leu Pro Gly Gly Ala Leu Asp Arg Val Leu Lys 

1445 1450 1455 

Asn Leu Thr Ala Trp Ala His Ser Leu Asp Ala Gin Asp ser Leu Lys 

1460 1465 1470 

lie Trp Phe Asn Asn Lys Gly Trp His Ser Met val Ala Phe val Asn 

1475 1480 1485 

Arg Ala Ser Asn Ala lie Leu Arg Ala His Leu Pro Pro Gly Pro Ala 

1490 1495 1500 

Arg His Ala His Ser lie Thr Thr Leu Asn His Pro Leu Asn Leu Thr 
1505 1510 1515 1520 

Lys Glu Gin Leu Ser Glu Gly Ala Leu Met Ala Ser Ser Val Asp val 

1525 1530 1535 

Leu val Ser lie Cys val val Phe Ala Met Ser Phe val Pro Ala Ser 

1540 1545 1550 

Phe Thr Leu Val Leu lie Glu Glu Arg val Thr Arg Ala Lys His Leu 

1555 1560 1565 

Gin Leu Met Gly Gly Leu Ser Pro Thr Leu Tyr Trp Leu Gly Asn Phe 

1570 1575 1580 

Leu Trp Asp Met Cys Asn Tyr Leu Val Pro Ala Cys lie val val Leu 
1585 1590 1595 1600 

lie Phe Leu Ala Phe Gin Gin Arg Ala Tyr Val Ala Pro Ala Asn Leu 

1605 1610 1615 

Pro Ala Leu Leu Leu Leu Leu Leu Leu Tyr Gly Trp Ser lie Thr Pro 

1620 1625 1630 

Leu Met Tyr Pro Ala Ser Phe Phe Phe Ser val Pro Ser Thr Ala Tyr 

1635 1640 1645 

val val Leu Thr Cys lie Asn Leu Phe lie Gly lie Asn Gly Ser Met 

1650 1655 1660 

Ala Thr Phe Val Leu Glu Leu Phe Ser Asp Gin Gin Lys Leu Gin Glu 
1665 1670 1675 1680 

val Ser Arg lie Leu Lys Gin val Phe Leu lie Phe Pro His Phe Cys 

1685 ' 1690 1695 

Leu Gly Arg Gly Leu lie Asp Met val Arg Asn Gin Ala Met Ala Asp 

1700 1705 1710 

Ala Phe Glu Arg Leu Gly Asp Arg Gin Phe Gin Ser Pro Leu Arg Trp 

1715 1720 1725 

Glu val val Gly Lys Asn Leu Leu Ala Met val lie Gin Gly Pro Leu 

1730 1735 1740 

Phe Leu Leu Phe Thr Leu Leu Leu Gin His Arg Ser Gin Leu Leu Pro 
1745 1750 1755 1760 

Gin Pro Arg Val Arg Ser Leu Pro Leu Leu Gly Glu Glu Asp Glu Asp 

1765 1770 1775 

val Ala Arg Glu Arg Glu Arg Val Val Gin Gly Ala Thr Gin Gly Asp 

1780 ~ 1785 1790 

Val Leu val Leu Arg Asn Leu Thr Lys Val Tyr Arg Gly Gin Arg Met 

1795 1800 1805 

Pro Ala val Asp Arg Leu Cys Leu Gly lie Pro Pro Gly Glu Cys Phe 

1810 1815 1820 

Gly Leu Leu Gly val Asn Gly Ala Gly Lys Thr Ser Thr Phe Arg Met 
1825 1830 1835 1840 

val Thr Gly Asp Thr Leu Ala Ser Arg Gly Glu Ala val Leu Ala Gly 

1845 1850 1855 

His Ser val Ala Arg Glu Pro Ser Ala Ala His Leu Ser Met Gly Tyr 

1860 1865 1870 

Cys Pro Gin Ser Asp Ala lie Phe Glu Leu Leu Thr Gly Arg Glu His 

1875 1880 1885 

Leu Glu Leu Leu Ala Arg Leu Arg Gly Val Pro Glu Ala Gin Val Ala 

1890 1895 1900 

Gin Thr Ala Gly Ser Gly Leu Ala Arg Leu Gly Leu Ser Trp Tyr Ala 
1905 1910 ~ 1915 1920 

Asp Arg Pro Ala Gly Thr Tyr Ser Gly Gly Asn Lys Arg Lys Leu Ala 
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1925 1930 1935 

Thr Ala Leu Ala Leu val Gly Asp Pro Ala Val val Phe Leu Asp Glu 

1940 1945 1950 

Pro Thr Thr Gly Met Asp Pro Ser Ala Arg Arg Phe Leu Trp Asn Ser 

1955 1960 1965 

Leu Leu Ala val val Arg Glu Gly Arg Ser val Met Leu Thr Ser His 

1970 1975 1980 

Ser Met Glu Glu Cys Glu Ala Leu Cys Ser Arg Leu Ala lie Met val 
1985 1990 1995 2000 

Asn Gly Arg Phe Arg Cys Leu Gly Ser Pro Gin His Leu Lys Gly Arg 

2005 2010 2015 

Phe Ala Ala Gly His Thr Leu Thr Leu Arg val Pro Ala Ala Arg Ser 

2020 2025 2030 

Gin Pro Ala Ala Ala Phe val Ala Ala Glu Phe Pro Gly Ala Glu Leu 

2035 2040 2045 

Arg Glu Ala His Gly Gly Arg Leu Arg Phe Gin Leu Pro Pro Gly Gly 

2050 ' 2055 ~ 2060 

Arg Cys Ala Leu Ala Arg val Phe Gly Glu Leu Ala Val His Gly Ala 
2065 2070 2075 2080 

Glu His Gly val Glu Asp Phe Ser val Ser Gin Thr Met Leu Glu Glu 

2085 2090 2095 

val Phe Leu Tyr Phe Ser Lys Asp Gin Gly Lys Asp Glu Asp Thr Glu 

2100 2105 2110 

Glu Gin Lys Glu Ala Gly Val Gly Val Asp Pro Ala Pro Gly Leu Gin 

2115 2120 2125 

His Pro Lys Arg val Ser Gin Phe Leu Asp Asp Pro ser Thr Ala Glu 

2130 2135 2140 

Thr val Leu 
2145 

<210> 45 

<211> 650 

<212> PRT 

<213> Homo sapiens 

<400> 45 

Met Arg Leu Lys Asn Leu Thr Phe lie lie lie Leu lie lie Ser Gly 

15 10 15 

Glu Leu Tyr Ala Glu Glu Lys Pro Cys Gly Phe Pro His val Glu Asn 

20 25 30 

Gly Arg lie Ala Gin Tyr Tyr Tyr Thr Phe Lys Ser Phe Tyr Phe Pro 

35 40 45 

Met Ser lie Asp Lys Lys Leu Ser Phe Phe Cys Leu Ala Gly Tyr Thr 

50 55 60 

Thr Glu Ser Gly Arg Gin Glu Glu Gin Thr Thr Cys Thr Thr Glu Gly 
65 70 75 80 

Trp ser Pro Glu Pro Arg Cys Phe Lys Lys Cys Thr Lys Pro Asp Leu 

85 90 95 

Ser Asn Gly Tyr lie Ser Asp val Lys Leu Leu Tyr Lys lie Gin Glu 

100 105 110 

Asn Met His Tyr Gly Cys Ala Ser Gly Tyr Lys Thr Thr Gly Gly Lys 

115 120 125 

Asp Glu Glu val val Gin Cys Leu Ser Asp Gly Trp Ser Ser Gin Pro 

130 135 140 

Thr Cys Arg Lys Glu His Glu Thr Cys Leu Ala Pro Glu Leu Tyr Asn 
145 150 155 160 

Gly Asn Tyr Ser Thr Thr Gin Lys Thr Phe Lys val Lys Asp Lys Val 

165 170 175 

Gin Tyr Glu Cys Ala Thr Gly Tyr Tyr Thr Ala Gly Gly Lys Lys Thr 

180 185 190 

Glu Glu val Glu Cys Leu Thr Tyr Gly Trp Ser Leu Thr Pro Lys Cys 

195 ' 200 205 

Thr Lys Leu Lys Cys Ser Ser Leu Arg Leu lie Glu Asn Gly Tyr Phe 
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210 215 220 

His Pro val Lys Gin Thr Tyr Glu Glu Gly Asp val val Gin Phe Phe 
225 230 235 240 

Cys His Glu Asn Tyr Tyr Leu Ser Gly Ser Asp Leu lie Gin Cys Tyr 

245 250 255 

Asn Phe Gly Trp Tyr Pro Glu Ser Pro val Cys Glu Gly Arg Arg Asn 

260 265 270 

Arg Cys Pro Pro Pro Pro Leu Pro lie Asn Ser Lys lie Gin Thr His 

275 280 285 

ser Thr Thr Tyr Arg His Gly Glu lie val His lie Glu Cys Glu Leu 

290 295 300 

Asn Phe Glu lie His Gly Ser Ala Glu lie Arg Cys Glu Asp Gly Lys 
305 310 315 320 

Ser Thr Glu Pro Pro Lys Cys lie Glu Gly Gin Glu Lys val Ala Cys 

325 330 335 

Glu Glu Pro Pro Phe lie Glu Asn Gly Ala Ala Asn Leu His Ser Lys 

340 345 350 

lie Tyr Tyr Asn Gly Asp Lys val Thr Tyr Ala Cys Lys Ser Gly Tyr 

355 360 365 

Leu Leu His Gly Ser Asn Glu lie Thr Cys Asn Arg Gly Lys Trp Thr 

370 375 380 

Leu Pro Pro Glu Cys val Glu Asn Asn Glu Asn Cys Lys His Pro Pro 
385 390 395 400 

val val Met Asn Gly Ala val Ala Asp Gly lie Leu Ala Ser Tyr Ala 

405 410 415 

Thr Gly Ser ser val Glu Tyr Arg Cys Asn Glu Tyr Tyr Leu Leu Arg 

420 425 430 

Gly Ser Lys lie Ser Arg Cys Glu Gin Gly Lys Trp Ser Ser Pro Pro 

435 440 445 

val Cys Leu Glu Pro Cys Thr val Asn val Asp Tyr Met Asn Arg Asn 

450 455 460 

Asn lie Glu Met Lys Trp Lys Tyr Glu Gly Lys Val Leu His Gly Asp 
465 470 475 480 

Leu lie Asp Phe Val Cys Lys Gin Gly Tyr Asp Leu Ser Pro Leu Thr 

485 490 495 

Pro Leu Ser Glu Leu Ser val Gin Cys Asn Arg Gly Glu val Lys Tyr 

500 505 510 

Pro Leu Cys Thr Arg Lys Glu Ser Lys Gly Met Cys Thr Ser Pro Pro 

515 520 525 

Leu lie Lys His Gly val lie lie Ser Ser Thr val Asp Thr Tyr Glu 

530 535 540 

Asn Gly Ser Ser val Glu Tyr Arg Cys Phe Asp His His Phe Leu Glu 
545 550 ~ 555 560 

Gly ser Arg Glu Ala Tyr Cys Leu Asp Gly Met Trp Thr Thr Pro Pro 

565 570 575 

Leu Cys Leu Glu Pro Cys Thr Leu Ser Phe Thr Glu Met Glu Lys Asn 

580 585 590 

Asn Leu Leu Leu Lys Trp Asp Phe Asp Asn Arg Pro His lie Leu His 

595 * 600 605 

Gly Glu Tyr lie Glu Phe lie Cys Arg Gly Asp Thr Tyr Pro Ala Glu 

610 615 620 

Leu Tyr lie Thr Gly Ser lie Leu Arg Met Gin Cys Asp Arg Gly Gin 
625 630 635 640 

Leu Lys Tyr Pro Arg Cys lie Pro Arg Gin 
645 650 

<210> 46 
<211> 2496 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Gly Ala Ala Ala Gly Arg ser Pro His Leu Gly Pro Ala Pro Ala 
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1 5 10 15 

Arg Arg Pro Gin Arg ser Leu Leu Leu Leu Gin Leu Leu Leu Leu val 

20 25 30 

Ala Ala Pro Gly Ser Thr Gin Ala Gin Ala Ala Pro Phe Pro Glu Leu 

35 40 45 

Cys Ser Tyr Thr Trp Glu Ala val Asp Thr Lys Asn Asn val Leu Tyr 

50 55 60 

Lys lie Asn lie Cys Gly Ser val Asp lie val Gin Cys Gly Pro Ser 
65 70 75 80 

Ser Ala val Cys Met His Asp Leu Lys Thr Arg Thr Tyr His Ser val 

85 90 95 

Gly Asp Ser val Leu Arg ser Ala Thr Arg Ser Leu Leu Glu Phe Asn 

100 105 110 

Thr Thr val Ser Cys Asp Gin Gin Gly Thr Asn His Arg Val Gin ser 

115 120 125 

Ser lie Ala Phe Leu Cys Gly Lys Thr Leu Gly Thr Pro Glu Phe val 

130 135 140 

Thr Ala Thr Glu Cys Val His Tyr Phe Glu Trp Arg Thr Thr Ala Ala 
145 150 155 " 160 

cys Lys Lys Asp lie Phe Lys Ala Asn Lys Glu val Pro cys Tyr Val 

165 170 175 

Phe Asp Glu Glu Leu Arg Lys His Asp Leu Asn Pro Leu lie Lys Leu 

180 185 190 

Ser Gly Ala Tyr Leu val Asp Asp Ser Asp Pro Asp Thr Ser Leu Phe 

195 200 205 

lie Asn val Cys Arg Asp lie Asp Thr Leu Arg Asp Pro Gly Ser Gin 

210 215 220 

Leu Arg Ala Cys Pro Pro Gly Thr Ala Ala Cys Leu Val Arg Gly His 
225 " 230 235 240 

Gin Ala Phe Asp val Gly Gin Pro Arg Asp Gly Leu Lys Leu val Arg 

245 250 255 

Lys Asp Arg Leu Val Leu Ser Tyr val Arg Glu Glu Ala Gly Lys Leu 

260 265 ~ 270 

Asp Phe Cys Asp Gly His Ser Pro Ala Val Thr lie Thr Phe val Cys 

275 280 285 

Pro ser Glu Arg Arg Glu Gly Thr lie Pro Lys Leu Thr Ala Lys Ser 

290 = 295 300 

Asn Cys Arg Tyr Glu lie Glu Trp lie Thr Glu Tyr Ala Cys His Arg 
305 310 315 320 

Asp Tyr Leu Glu Ser Lys Thr cys Ser Leu Ser Gly Glu Gin Gin Asp 

325 330 335 

val Ser lie Asp Leu Thr Pro Leu Ala Gin Ser Gly Gly Ser Ser Tyr 

340 345 350 

lie Ser Asp Gly Lys Glu Tyr Leu Phe Tyr Leu Asn val Cys Gly Glu 

355 360 ' 365 

Thr Glu lie Gin Phe Cys Asn Lys Lys Gin Ala Ala Val Cys Gin val 

370 375 380 

Lys Lys ser Asp Thr ser Gin val Lys Ala Ala Gly Arg Tyr His Asn 
385 390 395 400 

Gin Thr Leu Arg Tyr ser Asp Gly Asp Leu Thr Leu lie Tyr Phe Gly 

405 410 415 

Gly Asp Glu Cys Ser ser Gly Phe Gin Arg Met Ser val lie Asn Phe 

420 425 430 

Glu Cys Asn Lys Thr Ala Gly Asn Asp Gly Lys Gly Thr Pro val Phe 

435 440 445 

Thr Gly Glu Val Asp Cys Thr Tyr Phe Phe Thr Trp Asp Thr Glu Tyr 

450 455 460 

Ala Cys Val Lys Glu Lys Glu Asp Leu Leu Cys Gly Ala Thr Asp Gly 
465 470 475 480 

Lys Lys Arg Tyr Asp Leu Ser Ala Leu val Arg His Ala Glu Pro Glu 

485 490 495 

Gin Asn Trp Glu Ala Val Asp Gly Ser Gin Thr Glu Thr Glu Lys Lys 
500 505 510 
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His Phe Phe lie Asn lie Cys His Arg Val Leu Gin Glu Gly Lys Ala 

515 520 525 

Arg Gly Cys Pro Glu Asp Ala Ala val Cys Ala val Asp Lys Asn Gly 

530 535 540 

ser Lys Asn Leu Gly Lys Phe lie Ser Ser Pro Met Lys Glu Lys Gly 
545 550 555 560 

Asn lie Gin Leu Ser Tyr ser Asp Gly Asp Asp Cys Gly His Gly Lys 

565 570 575 

Lys lie Lys Thr Asn lie Thr Leu Val Cys Lys Pro Gly Asp Leu Glu 

580 585 590 

ser Ala Pro val Leu Arg Thr Ser Gly Glu Gly Gly Cys Phe Tyr Glu 

595 600 605 

Phe Glu Trp His Thr Ala Ala Ala Cys Val Leu Ser Lys Thr Glu Gly 

610 615 620 

Glu Asn Cys Thr val Phe Asp Ser Gin Ala Gly Phe Ser Phe Asp Leu 
625 630 635 640 

Ser Pro Leu Thr Lys Lys Asn Gly Ala Tyr Lys Val Glu Thr Lys Lys 

645 650 655 

Tyr Asp Phe Tyr lie Asn Val Cys Gly Pro Val Ser Val Ser Pro Cys 

660 665 670 

Gin Pro Asp Ser Gly Ala Cys Gin val Ala Lys Arg Gin Val Ala Ser 

675 680 685 

His Asp Glu Lys Thr Trp Asn Leu Gly Leu Ser Asn Ala Lys Leu Ser 

690 695 700 

Tyr Tyr Asp Gly Met lie Gin Leu Asn Tyr Arg Gly Gly Thr Pro Tyr 
705 710 715 720 

Asn Asn Glu Arg His Thr Pro Arg Ala Thr Leu lie Thr Phe Leu Cys 

725 730 735 

Asp Arg Asp Ala Gly Val Gly Phe Pro Glu Tyr Gin Glu Glu Asp Asn 

740 745 750 

Ser Thr Tyr Asn Phe Arg Trp Tyr Thr Ser Tyr Ala Cys Pro Glu Glu 

755 ~ 760 765 

Pro Leu Glu cys val val Thr Asp Pro ser Thr Leu Glu Gin Tyr Asp 

770 775 780 

Leu Ser Ser Leu Ala Lys Ser Glu Gly Gly Leu Gly Gly Asn Trp Tyr 
785 790 795 800 

Ala Met Asp Asn Ser Gly Glu His Val Thr Trp Arg Lys Tyr Tyr lie 

805 810 815 

Asn val Cys Arg Pro Leu Asn Pro val Pro Gly Cys Asn Arg Tyr Ala 

820 825 830 

Ser Ala Cys Gin Met Lys Tyr Glu Lys Asp Gin Gly Ser Phe Thr Glu 

835 840 845 

val val Ser lie Ser Asn Leu Gly Met Ala Lys Thr Gly Pro Val val 

850 ' 855 860 

Glu Asp Ser Gly Ser Leu Leu Leu Glu Tyr val Asn Gly Ser Ala Cys 
865 ' 870 875 880 

Thr Thr Ser Asp Gly Arg Gin Thr Thr Tyr Thr Thr Arg lie His Leu 

885 ~ 890 895 

val cys Ser Arg Gly Arg Leu Asn Ser His Pro lie Phe Ser Leu Asn 

900 ~ 905 910 

Trp Glu Cys Val val Ser Phe Leu Trp Asn Thr Glu Ala Ala Cys Pro 

915 920 925 

lie Gin Thr Thr Thr Asp Thr Asp Gin Ala Cys Ser lie Arg Asp Pro 

930 935 940 

Asn Ser Gly Phe val Phe Asn Leu Asn Pro Leu Asn Ser Ser Gin Gly 
945 950 955 960 

Tyr Asn val Ser Gly lie Gly Lys lie Phe Met Phe Asn val Cys Gly 

965 970 975 

Thr Met Pro val Cys Gly Thr lie Leu Gly Lys Pro Ala Ser Gly Cys 

980 985 990 

Glu Ala Glu Thr Gin Thr Glu Glu Leu Lys Asn Trp Lys Pro Ala Arg 

995 1000 1005 

Pro Val Gly lie Glu Lys Ser Leu Gin Leu Ser Thr Glu Gly Phe lie 
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1010 1015 1020 

Thr Leu Thr Tyr Lys Gly Pro Leu Ser Ala Lys Gly Thr Ala Asp Ala 
1025 1030 1035 1040 

Phe lie val Arg Phe val Cys Asn Asp Asp val Tyr ser Gly Pro Leu 

1045 1050 1055 

Lys Phe Leu His Gin Asp lie Asp ser Gly Gin Gly lie Arg Asn Thr 

1060 1065 1070 

Tyr Phe Glu Phe Glu Thr Ala Leu Ala Cys val Pro Ser Pro Val Asp 

1075 1080 1085 

Cys Gin val Thr Asp Leu Ala Gly Asn Glu Tyr Asp Leu Thr Gly Leu 

1090 1095 1100 

Ser Thr val Arg Lys Pro Trp Thr Ala val Asp Thr Ser val Asp Gly 
1105 1110 1115 1120 

Arg Lys Arg Thr Phe Tyr Leu Ser Val Cys Asn Pro Leu Pro Tyr lie 

1125 1130 1135 

Pro Gly Cys Gin Gly Asp Ala Val Gly Ser Cys Leu val Ser Glu Gly 

1140 1145 1150 

Asn Ser Trp Asn Leu Gly val Val Gin Met Ser Pro Gin Ala Ala Ala 

1155 1160 1165 

Asn Gly Ser Leu Ser lie Met Tyr Val Asn Gly Asp Lys Cys Gly Asn 

1170 1175 1180 

Gin Arg Phe Ser Thr Arg lie Thr Phe Glu Cys Ala Gin lie Ser Gly 
1185 1190 1195 1200 

ser Pro Ala Phe Gin Leu Gin Asp Gly Cys Glu Tyr Val Phe lie Trp 

1205 1210 1215 

Arg Thr val Glu Ala Cys Pro val val Arg Val Glu Gly Asp Asn Cys 

1220 ' 1225 1230 

Glu val Lys Asp Pro Arg His Gly Asn Leu Tyr Asp Leu Lys Pro Leu 

1235 1240 1245 

Gly Leu Asn Asp Thr lie val Ser Ala Gly Glu Tyr Thr Tyr Tyr Phe 

1250 1255 1260 

Arg val Cys Gly Lys Leu Ser Ser Asp val Cys Pro Thr ser Asp Lys 
1265 1270 1275 1280 

ser Lys val Val Ser Ser Cys Gin Glu Lys Arg Glu Pro Gin Gly Phe 

1285 1290 1295 

His Lys val Ala Gly Leu Leu Thr Gin Lys Leu Thr Tyr Glu Asn Gly 

1300 1305 1310 

Leu Leu Lys Met Asn Phe Thr Gly Gly Asp Thr Cys His Lys val Tyr 

1315 1320 1325 

Gin Arg Ser Thr Ala lie Phe Phe Tyr Cys Asp Arg Gly Thr Gin Arg 

1330 1335 1340 

Pro val Phe Leu Lys Glu Thr ser Asp Cys Ser Tyr Leu Phe Glu Trp 
1345 1350 1355 1360 

Arg Thr Gin Tyr Ala Cys Pro Pro Phe Asp Leu Thr Glu Cys Ser Phe 

1365 1370 1375 

Lys Asp Gly Ala Gly Asn ser Phe Asp Leu Ser Ser Leu Ser Arg Tyr 

1380 1385 1390 

Ser Asp Asn Trp Glu Ala lie Thr Gly Thr Gly Asp Pro Glu His Tyr 

1395 1400 1405 

Leu lie Asn val Cys Lys Ser Leu Ala Pro Gin Ala Gly Thr Glu Pro 

1410 1415 1420 

Cys Pro Pro Glu Ala Ala Ala Cys Leu Leu Gly Gly Ser Lys Pro val 
1425 1430 1435 1440 

Asn Leu Gly Arg val Arg Asp Gly Pro Gin Trp Arg Asp Gly lie lie 

1445 1450 " 1455 

Val Leu Lys Tyr Val Asp Gly Asp Leu Cys Pro Asp Gly lie Arg Lys 

1460 1465 1470 

Lys ser Thr Thr lie Arg Phe Thr Cys Ser Glu Ser Gin Val Asn Ser 

1475 1480 1485 

Arg Pro Met Phe lie Ser Ala Val Glu Asp Cys Glu Tyr Thr Phe Ala 

1490 1495 1500 

Trp Pro Thr Ala Thr Ala Cys Pro Met Lys Ser Asn Glu His Asp Asp 
1505 1510 1515 1520 
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Cys Gin val Thr Asn Pro Ser Thr Gly His Leu Phe Asp Leu Ser Ser 

1525 1530 1535 

Leu Ser Gly Arg Ala Gly Phe Thr Ala Ala Tyr Ser Glu Lys Gly Leu 

1540 1545 1550 

Val Tyr Met Ser lie Cys Gly Glu Asn Glu Asn Cys Pro Pro Gly Val 

1555 1560 1565 

Gly Ala Cys Phe Gly Gin Thr Arg lie Ser val Gly Lys Ala Asn Lys 

1570 1575 1580 

Arg Leu Arg Tyr val Asp Gin Val Leu Gin Leu val Tyr Lys Asp Gly 
1585 1590 1595 1600 

Ser Pro Cys Pro Ser Lys Ser Gly Leu Ser Tyr Lys Ser val lie Ser 

1605 1610 1615 

Phe val cys Arg Pro Glu Ala Arg Pro Thr Asn Arg Pro Met Leu lie 

1620 1625 1630 

Ser Leu Asp Lys Gin Thr Cys Thr Leu Phe Phe Ser Trp His Thr Pro 

1635 1640 1645 

Leu Ala Cys Glu Gin Ala Thr Glu Cys Ser val Arg Asn Gly Ser Ser 

1650 1655 1660 

lie val Asp Leu ser Pro Leu lie His Arg Thr Gly Gly Tyr Glu Ala 
1665 1670 1675 1680 

Tyr Asp Glu Ser Glu Asp Asp Ala Ser Asp Thr Asn Pro Asp Phe Tyr 

1685 1690 1695 

lie Asn lie Cys Gin Pro Leu Asn Pro Met His Gly Val Pro Cys Pro 

1700 1705 1710 

Ala Gly Ala Ala val Cys Lys val Pro lie Asp Gly Pro Pro lie Asp 

1715 1720 1725 

lie Gly Arg Val Ala Gly Pro Pro lie Leu Asn Pro lie Ala Asn Glu 

1730 1735 1740 

lie Tyr Leu Asn Phe Glu Ser Ser Thr Pro Cys Leu Ala Asp Lys His 
1745 1750 1755 1760 

Phe Asn Tyr Thr ser Leu lie Ala Phe His Cys Lys Arg Gly val Ser 

1765 1770 1775 

Met Gly Thr Pro Lys Leu Leu Arg Thr Ser Glu Cys Asp Phe val Phe 

1780 1785 1790 

Glu Trp Glu Thr Pro Val val Cys Pro Asp Glu val Arg Met Asp Gly 

1795 1800 1805 

Cys Thr Leu Thr Asp Glu Gin Leu Leu Tyr Ser Phe Asn Leu ser Ser 

1810 1815 1820 

Leu Ser Thr Ser Thr Phe Lys Val Thr Arg Asp Ser Arg Thr Tyr Ser 
1825 1830 1835 1840 

val Gly val Cys Thr Phe Ala val Gly Pro Glu Gin Gly Gly Cys Lys 

1845 1850 1855 

Asp Gly Gly val Cys Leu Leu Ser Gly Thr Lys Gly Ala Ser Phe Gly 

1860 1865 1870 

Arg Leu Gin Ser Met Lys Leu Asp Tyr Arg His Gin Asp Glu Ala val 

1875 1880 1885 

val Leu Ser Tyr val Asn Gly Asp Arg Cys Pro Pro Glu Thr Asp Asp 

1890 * 1895 1900 

Gly val Pro cys val Phe Pro Phe lie Phe Asn Gly Lys Ser Tyr Glu 
1905 1910 1915 1920 

Glu Cys lie lie Glu Ser Arg Ala Lys Leu Trp Cys Ser Thr Thr Ala 

1925 ^ 1930 1935 

Asp Tyr Asp Arg Asp His Glu Trp Gly Phe Cys Arg His Ser Asn Ser 

1940 1945 1950 

Tyr Arg Thr Ser Ser lie lie Phe Lys Cys Asp Glu Asp Glu Asp lie 

1955 1960 1965 

Gly Arg Pro Gin val Phe Ser Glu val Arg Gly Cys Asp val Thr Phe 

1970 1975 1980 

Glu Trp Lys Thr Lys val Val Cys Pro Pro Lys Lys Leu Glu Cys Lys 
1985 1990 1995 2000 

Phe Val Gin Lys His Lys Thr Tyr Asp Leu Arg Leu Leu Ser Ser Leu 

2005 2010 2015 

Thr Gly Ser Trp ser Leu val His Asn Gly val Ser Tyr Tyr lie Asn 
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2020 2025 2030 

Leu Cys Gin Lys lie Tyr Lys Gly Pro Leu Gly Cys Ser Glu Arg Ala 

2035 2040 2045 

Ser lie Cys Arg Arg Thr Thr Thr Gly Asp Val Gin Val Leu Gly Leu 

2050 " 2055 2060 

val His Thr Gin Lys Leu Gly val lie Gly Asp Lys val val val Thr 
2065 2070 2075 2080 

Tyr Ser Lys Gly Tyr Pro Cys Gly Gly Asn Lys Thr Ala Ser Ser val 

2085 2090 2095 

lie Glu Leu Thr Cys Thr Lys Thr val Gly Arg Pro Ala Phe Lys Arg 

2100 2105 2110 

Phe Asp lie Asp Ser cys Thr Tyr Tyr Phe Ser Trp Asp Ser Arg Ala 

2115 2120 2125 

Ala Cys Ala Val Lys Pro Gin Glu Val Gin Met val Asn Gly Thr lie 

2130 2135 2140 

Thr Asn Pro lie Asn Gly Lys Ser Phe Ser Leu Gly Asp He Tyr Phe 
2145 2150 2155 2160 

Lys Leu Phe Arg Ala Ser Gly Asp Met Arg Thr Asn Gly Asp Asn Tyr 

2165 2170 2175 

Leu Tyr Glu lie Gin Leu ser Ser lie Thr Ser ser Arg Asn Pro Ala 

2180 2185 2190 

Cys Ser Gly Ala Asn lie Cys Gin val Lys Pro Asn Asp Gin His Phe 

2195 2200 2205 

Ser Arg Lys val Gly Thr Ser Asp Lys Thr Lys Tyr Tyr Leu Gin Asp 

2210 2215 2220 

Gly Asp Leu Asp val val Phe Ala Ser Ser Ser Lys Cys Gly Lys Asp 
2225 2230 2235 2240 

Lys Thr Lys Ser Val Ser Ser Thr lie Phe Phe His Cys Asp Pro Leu 

2245 2250 ' 2255 

val Glu Asp Gly lie Pro Glu Phe ser His Glu Thr Ala Asp cys Gin 

2260 2265 2270 

Tyr Leu Phe Ser Trp Tyr Thr ser Ala val Cys Pro Leu Gly val Gly 

2275 2280 2285 

Phe Asp Ser Glu Asn Pro Gly Asp Asp Gly Gin Met His Lys Gly Leu 

2290 2295 2300 

Ser Glu Arg Ser Gin Ala val Gly Ala val Leu Ser Leu Leu Leu Val 
2305 " 2310 2315 2320 

Ala Leu Thr Cys Cys Leu Leu Ala Leu Leu Leu Tyr Lys Lys Glu Arg 

2325 2330 2335 

Arg Glu Thr Val lie Ser Lys Leu Thr Thr Cys Cys Arg Arg Ser Ser 

2340 2345 2350 

Asn Val Ser Tyr Lys Tyr Ser Lys val Asn Lys Glu Glu Glu Thr Asp 

2355 2360 2365 

Glu Asn Glu Thr Glu Trp Leu Met Glu Glu lie Gin Leu Pro Pro Pro 

2370 2375 2380 

Arg Gin Gly Lys Glu Gly Gin Glu Asn Gly His lie Thr Thr Lys Ser 
2385 2390 2395 2400 

val Lys Ala Leu Ser Ser Leu His Gly Asp Asp Gin Asp Ser Glu Asp 

2405 2410 2415 

Glu val Leu Thr lie Pro Glu Val Lys val His Ser Gly Arg Gly Ala 

2420 2425 2430 

Gly Ala Glu Ser ser His Pro val Arg Asn Ala Gin Ser Asn Ala Leu 

2435 2440 2445 

Gin Glu Arg Glu Asp Asp Arg val Gly Leu val Arg Gly Glu Lys Ala 

2450 2455 2460 

Arg Lys Gly Lys Ser Ser Ser Ala Gin Gin Lys Thr Val Ser Ser Thr 
2465 ' 2470 2475 2480 

Lys Leu val Ser Phe His Asp Asp Ser Asp Glu Asp Leu Leu His lie 
2485 2490 2495 

<210> 47 
<211> 561 
<212> PRT 
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<213> Homo sapiens 
<400> 47 

Leu Gly Phe Ser Leu Pro Pro His Leu Leu Phe Arg Pro Arg Leu Asp 

1 5 10 15 

Leu Gin Phe Leu Gin Arg Phe Leu Gin lie Leu Lys val Leu Phe Pro 

20 25 30 

Ser Trp Ser Ser Gin Asn Ala Leu Met Phe Leu Thr Leu Leu Cys Leu 

35 40 45 

Thr Leu Leu Gly Asp Phe Asp Gin Phe Thr Cys Asn Leu Leu Tyr val 

50 55 60 

Ser Trp Arg Lys Asp Leu Thr Glu His Leu His Arg Leu Tyr Phe Arg 
65 ^ 70 75 80 

Gly Arg Ala Tyr Tyr Thr Leu Asn val Leu Arg Asp Asp lie Asp Asn 

85 90 95 

pro Asp Gin Arg lie Ser Gin Asp val Glu Arg Phe Cys Arg Gin Leu 

100 105 110 

Ser Ser Met Ala Ser Lys Leu lie lie Ser Pro Phe Thr Leu val Tyr 

115 120 125 

Tyr Thr Tyr Gin Cys Phe Gin Ser Thr Gly Trp Leu Gly Pro Val Ser 

130 135 140 

lie Phe Gly Tyr Phe lie Leu Gly Thr val val Asn Lys Thr Leu Met 
145 150 155 160 

Gly Pro lie val Met Lys Leu val His Gin Glu Lys Leu Glu Gly Asp 

165 170 175 

Phe Arg Phe Lys His Met Gin lie Arg val Asn Ala Glu Pro Ala Ala 

180 185 190 

Phe Tyr Arg Ala Gly His val Glu His Met Arg Thr Asp Arg Arg Leu 

195 200 205 

Gin Arg Leu Leu Gin Thr Gin Arg Glu Leu Met Ser Lys Glu Leu Trp 

210 215 ~ 220 

Leu Tyr lie Gly lie Asn Thr Phe Asp Tyr Leu Gly Ser lie Leu Ser 
225 * 230 235 240 

Tyr val val lie Ala lie Pro lie Phe Ser Gly val Tyr Gly Asp Leu 

245 250 255 

Ser Pro Ala Glu Leu Ser Thr Leu val Ser Lys Asn Ala Phe val Cys 

260 265 270 

lie Tyr Leu lie Ser Cys Phe Thr Gin Leu lie Asp Leu Ser Thr Thr 

275 ' 280 285 

Leu Ser Asp val Ala Gly Tyr Thr His Arg lie Gly Gin Leu Arg Glu 

290 295 300 

Thr Leu Leu Asp Met Ser Leu Lys Ser Gin Asp Cys Glu lie Leu Gly 
305 310 315 320 

Glu Ser Glu Trp Gly Leu Asp Thr Pro Pro Gly Trp Pro Ala Ala Glu 

325 330 335 

Pro Ala Asp Thr Ala Phe Leu Leu Glu Arg val Ser lie Ser Ala Pro 

340 345 350 

Ser Ser Asp Lys Pro Leu lie Lys Asp Leu Ser Leu Lys lie Ser Glu 

355 360 365 

Gly Gin Ser Leu Leu lie Thr Gly Asn Thr Gly Thr Gly Lys Thr Ser 

370 375 380 

Leu Leu Arg val Leu Gly Gly Leu Trp Thr Ser Thr Arg Gly Ser val 
385 ~ 390 395 400 

Gin Met Leu Thr Asp Phe Gly Pro His Gly Val Leu Phe Leu Pro Gin 

405 410 415 

Lys Pro Phe Phe Thr Asp Gly Thr Leu Arg Glu Gin Val lie Tyr Pro 

420 425 430 

Leu Lys Glu val Tyr Pro Asp Ser Gly Ser Ala Asp Asp Glu Arg lie 

435 440 445 

Leu Arg Phe Leu Glu Leu Ala Gly Leu ser Asn Leu Val Ala Arg Thr 

450 455 460 

Glu Gly Leu Asp Gin Gin val Asp Trp Asn Trp Tyr Asp val Leu Ser 
465 470 475 480 
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Pro Gly Glu Met Gin Arg Leu Ser Phe Ala Arg Leu Phe Tyr Leu Gin 

485 490 495 

Pro Lys Tyr Ala val Leu Asp Glu Ala Thr Ser Ala Leu Thr Glu Glu 

500 505 510 

val Glu Ser Glu Leu Tyr Arg lie Gly Gin Gin Leu Gly Met Thr Phe 

515 520 525 

lie Ser Val Gly His Arg Gin Ser Leu Glu Lys Phe His Ser Leu Val 

530 535 540 

Leu Lys Leu Cys Gly Gly Gly Arg Trp Glu Leu Met Arg lie Lys val 
545 550 ~ 555 ~ 560 

Glu 



<210> 48 
<211> 421 
<212> PRT 

<213> Homo sapiens 
<400> 48 



Met 


Ala 


Ala 


Thr 


Leu lie 


Leu Glu Pro 


Ala Gly Arg 


cys 


cys 


Trp Asp 


1 








5 




10 


15 


Glu 


Pro 


val 


Arg 
20 


lie Ala 


val Arg Gly 
25 


Leu Ala Pro 


Glu 


Gin 
30 


Pro Val 


Thr 


Leu 


Arg 


Ala 


Ser Leu 


Arg Asp Glu 


Lys Gly Ala 


Leu 


Phe 


Gin Ala 






35 






40 


45 






His 


Ala 


Arg 


Tyr 


Arg Ala 


Asp Thr Leu 


Gly Glu Leu 


Asp 


Leu 


Glu Arg 




50 


55 


60 








Ala 


Pro 


Ala 


Leu 


Gly Gly 


Ser Phe Ala 


Gly Leu Glu 


Pro 


Met 


Gly Leu 


65 








70 




75 






80 


Leu Trp 


Ala 


Leu 


Glu Pro 


Glu Lys Pro 


Leu val Arg 


Leu 


val 


Lys Arg 










85 


90 






95 


Asp 


val 


Arg 


Thr 


Pro Leu 


Ala val Glu 


Leu Glu val 


Leu 


Asp 


Gly His 




100 




105 






110 




Asp 


Pro 


Asp 


Pro 


Gly Arg 


Leu Leu Cys 


Arg Val Arg 


His 


Glu 


Arg Tyr 




115 




120 




125 






Phe 


Leu 


Pro 


Pro 


Gly Val 


Arg Arg Glu 


Pro Val Arg 


Ala 


Gly 


Arg val 




130 






135 


140 






Arg Gly 


Thr 


Leu 


Phe Leu 


Pro Pro Glu 


Pro Gly Pro 


Phe 


Pro 


Gly lie 


145 








150 




155 






160 


val 


Asp 


Met 


Phe 


Gly Thr 


Gly Gly Gly 


Leu Leu Glu 


Tyr 


Arg 


Ala Ser 








165 


170 






175 


Leu 


Leu 


Ala 


Gly 


Lys Gly 


Phe Ala val 


Met Ala Leu 


Ala 


Tyr 


Tyr Asn 








180 


185 






190 


Tyr Glu 


Asp 


Leu 


Pro Lys 


Thr Met Glu 


Thr Leu His 


Leu 


Glu 


Tyr Phe 






195 




200 




205 






Glu 


Glu 


Ala 


val 


Asn Tyr 


Leu Leu Ser 


His Pro Glu 


val 


Lys 


Gly Pro 




210 






215 


220 




Gly val 


Gly 


Leu 


Leu Gly 


lie Ser Lys 


Gly Gly Glu 


Leu 


Cys 


Leu ser 


225 






230 


235 






240 


Met 


Ala 


Ser 


Phe 


Leu Lys 


Gly lie Thr 


Ala Ala val 


val 


lie 


Asn Gly 










245 


250 






255 


Ser 


val 


Ala 


Asn 


val Gly 


Gly Thr Leu 


Arg Tyr Lys 


Gly 


Glu 


Thr Leu 








260 


265 


270 




Pro 


Pro 


val 


Gly 


Val Asn 


Arg Asn Arg 


lie Lys val 


Thr 


Lys 


Asp Gly 






275 




280 


285 






Tyr Ala 


Asp 


He 


val Asp 


val Leu Asn 


Ser pro Leu 


Glu 


Gly 


Pro Asp 




290 




295 


300 




Gin 


Lys 


Ser 


Phe 


lie Pro 


val Glu Arg 


Ala Glu Ser 


Thr 


Phe 


Leu Phe 


305 






310 


315 






320 


Leu 


val 


Gly 


Gin 


Asp Asp 


His Asn Trp 


Lys Ser Glu 


Phe 


Tyr 


Ala Asn 








325 




330 






335 


Glu 


Ala 


Cys 


Lys 


Arg Leu 


Gin Ala His 


Gly Arg Arg 


Lys 


Pro 


Gin lie 






340 


345 


350 
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lie Cys Tyr Pro Glu Thr Gly His Tyr lie Glu Pro Pro Tyr Phe Pro 

355 360 365 

Leu Cys Arg Ala Ser Leu His Ala Leu Val Gly Ser Pro lie He Trp 

370 375 380 

Gly Gly Glu Pro Arg Ala His Ala Met Ala Gin val Asp Ala Trp Lys 
385 390 395 400 

Gin Leu Gin Thr Phe Phe His Lys His Leu Gly Gly His Glu Gly Thr 

405 410 415 

lie Pro Ser Lys val 
420 

<210> 49 
<211> 785 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (196) . . . (198) 

<223> xaa = Any Amino Acid 

<400> 49 

Met Pro Lys Ala Pro Lys Gin Gin Pro Pro Glu Pro Glu Trp lie Gly 

15 10 15 

Asp Gly Glu Ser Thr Ser Pro Ser Gly Glu Ala Gly Arg Gin Gly Arg 

20 25 30 

Asn Glu Gin Arg Gly Lys Arg Glu Glu Thr Ala Arg Phe Phe Glu Glu 

35 40 45 

Leu Ala val Glu Asp Lys Gin Ala Gly Glu Glu Glu Lys val Leu Lys 

50 55 60 

Glu Lys Glu Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Lys Lys 
65 70 75 80 

Lys Arg Asp Thr Arg Lys Gly Arg Arg Lys Lys Asp val Asp Asp Asp 

85 90 95 

Gly Glu Glu Lys Glu Leu Met Glu Arg Leu Lys Lys Leu Ser Val Pro 

100 105 110 

Thr ser Asp Glu Glu Asp Glu val Pro Ala Pro Lys Pro Arg Gly Gly 

115 120 125 

Lys Lys Thr Lys Gly Gly Asn val Phe Ala Ala Leu lie Gin Asp Gin 

130 * 135 140 

Ser Glu Glu Glu Glu Glu Glu Glu Lys His Pro Pro Lys Pro Ala Lys 
145 150 155 160 

Pro Glu Lys Asn Arg lie Asn Lys Ala val Ser Glu Glu Gin Gin Pro 

165 170 175 

Ala Leu Lys Gly Lys Lys Gly Lys Glu Glu Lys Ser Lys Gly Lys Ala 

180 185 190 

Lys val Arg Xaa xaa Xaa Phe Phe Leu Pro Ser Gin Met Glu Tyr Glu 

195 200 205 

Arg Gin val Ala Ser Leu Lys Ala Ala Asn Ala Ala Glu Asn Asp Phe 

210 215 220 

Ser Val Ser Gin Ala Glu Met Ser Ser Arg Gin Ala Met Leu Glu Asn 
225 230 235 240 

Ala Ser Asp lie Lys Leu Glu Lys Phe Ser lie Ser Ala His Gly Lys 

245 250 255 

Glu Leu Phe val Asn Ala Asp Leu Tyr lie Val Ala Gly Arg Arg Tyr 

260 265 270 

Gly Leu val Gly Pro Asn Gly Lys Gly Lys Thr Thr Leu Leu Lys His 

275 280 285 

He Ala Asn Arg Ala Leu Ser lie Pro Pro Asn He Asp val Leu Leu 

290 295 300 

Cys Glu Gin Glu val val Ala Asp Glu Thr Pro Ala val Gin Ala val 
305 310 315 320 

Leu Arg Ala Asp Thr Lys Arg Leu Lys Leu Leu Glu Glu Glu Arg Arg 
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325 










330 




335 


Leu Gin 


Gly Gin Leu 


Glu 


Gin 


Gly 


Asp 


Asp Thr Ala Ala 


Glu 


Arg Leu 




340 






345 


350 




Glu Lys 


val Tyr Glu 


Glu 


Leu 


«s 


Ala 


Thr Gly Ala Ala 


Ala 


Ala Glu 


355 






360 




365 






Ala Lys 


Ala Arg Arg 


lie 


Leu 


Ala 


Gly 


Leu Gly Phe Asp 


Pro 


Glu Met 


370 




375 






380 






Gin Asn 


Arg Pro Thr 


Gin 


Lys 


Phe 


Ser 


Gly Gly Trp Arg 


Met 


Arg val 


385 


390 






395 




400 


Ser Leu 


Ala Arg Ala 


Leu 


Phe 


Met 


Glu 


Pro Thr Leu Leu 


Met 


Leu Asp 




405 










a t r\ 

410 




415 


Glu Pro 


Thr Asn His 


Leu 


Asp 


Leu 


Asn 


Ala val lie Trp 


Leu 


Asn Asn 




420 






425 


430 




Tyr Leu 


Gin Gly Trp 


Arg 


Lys 


Thr 


Leu 


Leu lie val Ser 


His 


Asp Gin 


435 


A A f\ 

440 




A A P 

445 






Gly Phe 


Leu Asp Asp 


val 


Cys 


Thr 


Asp 


lie lie His Leu 


Asp 


Ala Gin 


450 




455 






460 






Arg Leu 


His Tyr Tyr 




Gly 


Asn 


Tyr 


Met Thr Phe Lys 


Lys 


Met Tyr 


465 


470 








475 




480 


Gin Gin 


Lys Gin Lys 


Glu 


Leu 


Leu 


Lys 


Gin Tyr Glu Lys 


Gin 


Glu Lys 




485 








490 




495 


Lys Leu 


Lys Glu Leu 


Lys 


Ala 


Gly 


Gly 


Lys Ser Thr Lys 


Gin 


Ala Glu 


500 






505 




510 




Lys Gin 


Thr Lys Glu 


Ala 


Leu 


Thr 


Arg 


Lys Gin Gin Lys 


Cys 


Arg Arg 


515 






520 




525 






Lys Asn 


Gin Asp Glu 


Glu 


Ser 


Gin 


Glu 


Ala Pro Glu Leu 


Leu 


Lys Arg 


530 




535 






540 






Pro Lys 


Glu Tyr Thr 


val 


Arg 


Phe 


Thr 


Phe Pro Asp Pro 


Pro 


Pro Leu 


545 


550 






555 




560 


Ser Pro 


Pro val Leu 


Gly 


Leu 


His 


Gly 


Val Thr Phe Gly 


Tyr 


Gin Gly 




565 






570 


575 


Gin Lys 


Pro Leu Phe 


Lys 


Asn 


Leu 


Asp 


Phe Gly lie Asp 


Met 


Asp Ser 


580 






585 


590 




Arg lie 


cys lie val 


Gly 


Pro 


Asn 


Gly 


val Gly Lys Ser 


Thr 


Leu Leu 


595 




600 




605 






Leu Leu 


Leu Thr Gly 


Lys 


Leu 


Thr 


Pro 


Thr His Gly Glu 


Met 


Arg Lys 


610 


615 






620 




Asn His 


Arg Leu Lys 


lie 


Gly 


Phe 


Phe 


Asn Gin Gin Tyr 


Ala 


Glu Gin 


625 


630 






635 




640 


Leu Arg 


Met Glu Glu 


Thr 


Pro 


Thr 


Glu 


Tyr Leu Gin Arg 


Gly 


Phe Asn 


645 










650 


655 


Leu Pro 


Tyr Gin Asp 


Ala 


Arg 


Lys 


Cys 


Leu Gly Arg Phe 


Gly 


Leu Glu 




660 




665 




670 




Ser His 


Ala His Thr 


lie 


Gin 


lie 


Cys 


Lys Leu Ser Gly 


Gly 


Gin Lys 




675 






680 


685 


Ala Arg 


val val Phe 


Ala 


Glu 


Leu 


Ala 


Cys Arg Glu Pro 


Asp 


Val Leu 


690 






695 






700 






lie Leu 


Asp Glu Pro 


Thr 


Asn 


Asn 


Leu 


Asp lie Glu Ser 


lie 


Asp Ala 


705 


710 








715 




720 


Leu Gly 


Glu Ala lie 


Asn 


Glu 


Tyr 


Lys 


Gly Ala val lie 


Val 


val Ser 


725 






730 




735 


His Asp 


Ala Arg Leu 


He 


Thr 


Glu 


Thr 


Asn Cys Gin Leu 


Trp 


val val 


740 








745 


750 




Glu Glu 


Gin Ser val 


Ser 


Gin 


lie 


Asp 


Gly Asp Phe Glu 


Asp 


Tyr Lys 




755 






760 


765 




Arg Glu 


val Leu Glu 


Ala 


Leu 


Gly 


Glu 


val Met val Ser 


Arg 


Pro Arg 


770 






775 




780 



Glu 



785 

<210> 50 
<211> 405 
<212> PRT 
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<213> Homo sapiens 
<400> 50 

Lys Met Leu ser ser Phe Leu Ser Pro Gin Asn Gly Thr Trp Ala Asp 
15 10 15 

Thr Phe Ser Leu Leu Leu Ala Leu Ala val Ala Leu Tyr Leu Gly Tyr 

20 25 30 

Tyr Trp Ala Cys val Leu Gin Arg Pro Arg Leu Val Ala Gly Pro Gin 

35 40 45 

Phe Leu Ala Phe Leu Glu Pro His Cys Ser lie Thr Thr Glu Thr Phe 

50 55 60 

Tyr Pro Thr Leu Trp Cys Phe Glu Gly Arg Leu Gin Ser lie Phe Gin 
65 70 75 80 

val Leu Leu Gin ser Gin Pro Leu val Leu Tyr Gin Ser Asp lie Leu 

85 90 95 

Gin Thr Pro Asp Gly Gly Gin Leu Leu Leu Asp Trp Ala Lys Gin Pro 

100 105 110 

Asp Ser ser Gin Asp Pro Asp Pro Thr Thr Gin Pro lie Val Leu Leu 

115 120 125 

Leu Pro Gly lie Thr Gly ser Ser Gin Asp Thr Tyr val Leu His Leu 

130 135 140 

val Asn Gin Ala Leu Arg Asp Gly Tyr Gin Ala val val Phe Asn Asn 
145 150 155 160 

Arg Gly Cys Arg Gly Glu Glu Leu Arg Thr His Arg Ala Phe Cys Ala 

165 170 175 

Ser Asn Thr Glu Asp Leu Glu Thr val val Asn His lie Lys His Arg 

180 185 190 

Tyr Pro Gin Ala Pro Leu Leu Ala val Gly lie Ser Phe Gly Gly lie 

195 200 205 

Leu val Leu Asn His Leu Ala Gin Ala Arg Gin Ala Ala Gly Leu val 

210 215 220 

Ala Ala Leu Thr Leu Ser Ala Cys Trp Asp Ser Phe Glu Thr Thr Arg 
225 230 235 240 

Ser Leu Glu Thr Pro Leu Asn ser Leu Leu Phe Asn Gin Pro Leu Thr 

245 250 255 

Ala Gly Leu Cys Gin Leu val Glu Arg Asn Arg Lys val lie Glu Lys 

260 265 ~ 270 

val val Asp lie Asp Phe val Leu Gin Ala Arg Thr lie Arg Gin Phe 

275 280 285 

Asp Glu Arg Tyr Thr Ser val Ala Phe Gly Tyr Gin Asp Cys val Thr 

290 295 300 

Tyr Tyr Lys Ala Ala Ser Pro Arg Thr Lys lie Asp Ala lie Arg lie 
305 310 315 320 

Pro val Leu Tyr Leu Ser Ala Ala Asp Asp Pro Phe Ser Pro Val Cys 

325 330 335 

Ala Leu Pro lie Gin Ala Ala Gin His ser Pro Tyr val Ala Leu Leu 

340 345 350 

lie Thr Ala Arg Gly Gly His lie Gly Phe Leu Glu Gly Leu Leu Pro 

355 360 365 

Trp Gin His Trp Tyr Met Ser Arg Leu Leu His Gin Tyr Ala Lys Ala 

370 375 ~ 380 

lie Phe Gin Asp Pro Glu Gly Leu Pro Asp Leu Arg Ala Leu Leu Pro 
385 390 395 " 400 

Ser Glu Asp Arg Asn 
405 

<210> 51 

<400> 51 
000 

<210> 52 
<211> 284 
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<212> PRT 

<213> Homo sapiens 

<400> 52 

Leu Phe Thr Val Thr val Pro Lys Glu Leu Tyr lie lie Glu His Gly 

1 5 "10 15 

ser Asn val Thr Leu Glu Cys Asn Phe Asp Thr Gly Ser His Val Asn 

20 25 30 

Leu Gly Ala lie Thr Ala Ser Leu Gin Lys val Glu Asn Asp Thr Ser 

35 40 45 

pro His Arg Glu Arg Ala Thr Leu Leu Glu Glu Gin Leu Pro Leu Gly 

50 " 55 60 

Lys Ala Ser Phe His lie Pro Gin val Gin val Arg Asp Glu Gly Gin 
65 70 75 80 

Tyr Gin Cys lie lie lie Tyr Gly val Ala Trp Asp Tyr Lys Tyr Leu 

85 90 95 

Thr Leu Lys Val Lys Ala Ser Tyr Arg Lys He Asn Thr His lie Leu 

100 105 110 

Lys val Pro Glu Thr Asp Glu val Glu Leu Thr Cys Gin Ala Thr Gly 

115 120 125 

Tyr Pro Leu Ala Glu val Ser Trp Pro Asn val Ser val Pro Ala Asn 

130 135 140 

Thr Ser His Ser Arg Thr Pro Glu Gly Leu Tyr Gin val Thr Ser val 
145 150 155 160 

Leu Arg Leu Lys Pro Pro Pro Gly Arg Asn Phe Ser cys val Phe Trp 

165 170 175 

Asn Thr His val Arg Glu Leu Thr Leu Ala Ser lie Asp Leu Gin Ser 

180 185 190 

Gin Met Glu Pro Arg Thr His Pro Thr Trp Leu Leu His lie Phe lie 

195 200 205 

Pro Phe Cys lie lie Ala Phe lie Phe lie Ala Thr val lie Ala Leu 

210 215 220 

Arg Lys Gin Leu Cys Gin Lys Leu Tyr ser Ser Lys Asp val Ser lie 
225 230 235 240 

His Cys Ala Lys val Thr Leu Leu val Pro lie Pro Thr Gin Thr Thr 

245 250 255 

val Leu Gin Asp Tyr ser Ser Tyr Gly Ser Pro Thr His Ala Leu Ser 

260 265 270 

Leu val Pro Lys Gin Asp Pro Tyr Gly Leu Met Arg 
275 280 

<210> 53 
<211> 442 
<212> PRT 

<213> Homo sapiens 
<400> 53 

Met Ala Arg Gly Tyr Gly Ala Thr val Ser Leu val Leu Leu Gly Leu 

15 10 15 

Gly Leu Ala Leu Ala Val lie Val Leu Ala Val val Leu Ser Arg His 

20 25 30 

Gin Ala Pro Cys Gly Pro Gin Ala Phe Ala His Ala Ala val Ala Ala 

35 40 45 

Asp Ser Lys val Cys Ser Asp lie Gly Arg Ala lie Leu Gin Gin Gin 

50 55 60 

Gly Ser Pro val Asp Ala Thr lie Ala Ala Leu val Cys Thr Ser val 
65 70 75 80 

val Asn Pro Gin Ser Met Gly Leu Gly Gly Gly val lie Phe Thr lie 

85 90 95 

Tyr Asn Val Thr Thr Gly Ala Gin Trp lie Gly val Pro Gly Glu Leu 

100 105 110 

Arg Gly Tyr Ala Glu Ala His Arg Arg His Gly Arg Leu Pro Trp Ala 
115 120 125 
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Gin Leu Phe Gin Pro Thr lie Ala Leu Leu Arg Gly Gly His val val 

130 135 140 

Ala Pro val Leu Ser Arg Phe Leu His Asn ser lie Leu Arg Pro Ser 
145 150 155 160 

Leu Gin Ala Ser Thr Leu Arg Gin Leu Phe Phe Asn Gly Thr Glu Pro 

165 170 175 

Leu Arg Pro Gin Asp Pro Leu Pro Trp Pro Ala Leu Ala Thr Thr Leu 

180 185 190 

Glu Thr val Ala Thr Glu Gly Val Glu val Phe Tyr Thr Gly Arg Leu 

195 200 205 

Gly Gin Met Leu val Glu Asp lie Ala Lys Glu Gly Ser Gin Leu Thr 

210 215 220 

Leu Gin Asp Leu Ala Lys Phe Gin Pro Glu val val Asp Ala Leu Glu 
225 230 235 240 

Val Pro Leu Gly Asp Tyr Thr Leu Tyr ser Pro Pro Pro Pro Ala Gly 

245 250 255 

Gly Ala lie Leu ser Phe lie Leu Asn val Leu Arg Gly Phe Asn Phe 

260 265 270 

ser Thr Glu Ser Met Ala Arg Pro Glu Gly Arg val Asn val Tyr His 

275 280 285 

His Leu val Glu Thr Leu Lys Phe Ala Lys Gly Gin Arg Trp Arg Leu 

290 295 300 

Gly Asp Pro Arg Ser His Pro Lys Leu Gin Asn Ala Ser Arg Asp Leu 
305 " 310 315 320 

Leu Gly Glu Thr Leu Ala Gin Leu lie Arg Gin Gin lie Asp Gly Arg 

325 330 335 

Gly Asp His Gin Leu Ser His Tyr Ser Leu Ala Glu Ala Trp Gly His 

340 345 350 

Gly Thr Gly Thr ser His val Ser val Leu Gly Glu Asp Gly Ser Ala 

355 360 365 

val Ala Ala Thr Ser Thr lie Asn Thr Pro Phe Gly Ala Met val Tyr 

370 375 380 

ser Pro Arg Thr Gly lie lie Leu Asn Asn Glu Leu Leu Asp Leu Cys 
385 390 395 400 

Glu Arg Cys Pro Arg Gly Ser Gly Thr Thr Pro ser Pro val Glu Thr 

405 410 415 

Gly Trp val Glu Leu Pro Glu Gly Ala Gly Pro Gin Phe Gin Ala Ser 

420 425 430 

val Pro His Pro Pro Trp Cys Pro Pro Ser 
435 440 

<210> 54 
<211> 1047 
<212> PRT 

<213> Homo sapiens 
<400> 54 

Met Ala Val Thr Leu Asp Lys Asp Ala Tyr Tyr Arg Arg Val Lys Arg 
1 5 10 15 

Leu Tyr ser Asn Trp Arg Lys Gly Glu Asp Glu Tyr Ala Asn val Asp 

20 25 30 

Ala lie val val Ser val Gly val Asp Glu Glu lie val Tyr Ala Lys 

35 40 45 

Ser Thr Ala Leu Gin Thr Trp Leu Phe Gly Tyr Glu Leu Thr Asp Thr 

50 55 60 

lie Met val Phe Cys Asp Asp Lys lie lie Phe Met Ala Ser Lys Lys 
65 70 75 80 

Lys val Glu Phe Leu Lys Gin lie Ala Asn Thr Lys Gly Asn Glu Asn 

85 90 95 

Ala Asn Gly Ala Pro Ala lie Thr Leu Leu lie Arg Glu Lys Asn Glu 

100 105 " 110 

Ser Asn Lys ser ser Phe Asp Lys Met lie Glu Ala lie Lys Glu ser 
115 120 125 
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Lys Asn Gly Lys Lys lie Gly val Phe Ser Lys Asp Lys Phe Pro Gly 

130 135 140 

Glu Phe Met Lys Ser Trp Asn Asp Cys Leu Asn Lys Glu Gly Phe Asp 
145 150 155 160 

Lys lie Asp lie Ser Ala val val Ala Tyr Thr lie Ala val Lys Glu 

165 170 175 

Asp Gly Glu Leu Asn Leu Met Lys Lys Ala Ala Ser lie Thr Ser Glu 

180 185 190 

val Phe Asn Lys Phe Phe Lys Glu Arg val Met Glu lie Val Asp Ala 

195 200 205 

Asp Glu Lys Val Arg His ser Lys Leu Ala Glu Ser val Glu Lys Ala 

210 215 220 

lie Glu Glu Lys Lys Tyr Leu Ala Gly Ala Asp Pro Ser Thr Val Glu 
225 230 235 240 

Met Cys Tyr Pro Pro lie lie Gin Ser Gly Gly Asn Tyr Asn Leu Lys 

245 250 255 

Phe ser val Val Ser Asp Lys Asn His Met His Phe Gly Ala lie Thr 

260 265 270 

Cys Ala Met Gly lie Arg Phe Lys Ser Tyr Cys ser Asn Leu val Arg 

275 ~ 280 285 

Thr Leu Met val Asp Pro Ser Gin Glu val Gin Glu Asn Tyr Asn Phe 

290 295 300 

Leu Leu Gin Leu Gin Glu Glu Leu Leu Lys Glu Leu Arg His Gly val 
305 310 315 320 

Lys lie Cys Asp val Tyr Asn Ala Val Met Asp Val val Lys Lys Gin 

325 330 335 

Lys Pro Glu Leu Leu Asn Lys lie Thr Lys Asn Leu Gly Phe Gly Met 

340 345 350 

Gly lie Glu Phe Arg Glu Gly Ser Leu val lie Asn Ser Lys Asn Gin 

355 360 365 

Tyr Lys Leu Lys Lys Gly Met val Phe Ser lie Asn Leu Gly Phe Ser 

370 375 380 

Asp Leu Thr Asn Lys Glu Gly Lys Lys Pro Glu Glu Lys Thr Tyr Ala 
385 390 395 400 

Leu Phe lie Gly Asp Thr Val Leu val Asp Glu Asp Gly Pro Ala Thr 

405 410 415 

val Leu Thr Ser val Lys Lys Lys val Lys Asn Val Gly lie Phe Leu 

420 ' 425 430 

Lys Asn Glu Asp Glu Glu Glu Glu Glu Glu Glu Lys Asp Glu Ala Glu 

435 440 445 

Asp Leu Leu Gly Arg Gly Ser Arg Ala Ala Leu Leu Thr Glu Arg Thr 

450 ~ 455 460 

Arg Asn Glu Met Thr Ala Glu Glu Lys Arg Arg Ala His Gin Lys Glu 
465 470 475 480 

Leu Ala Ala Gin Leu Asn Glu Glu Ala Lys Arg Arg Leu Thr Glu Gin 

485 490 495 

Lys Gly Glu Gin Gin lie Gin Lys Ala Arg Lys Ser Asn val Ser Tyr 

500 505 510 

Lys Asn Pro Ser Leu Met Pro Lys Glu Pro His lie Arg Glu Met Lys 

515 520 525 

lie Tyr lie Asp Lys Lys Tyr Glu Thr val lie Met Pro val Phe Gly 

530 535 540 

lie Ala Thr Pro Phe His lie Ala Thr lie Lys Asn lie Ser Met Ser 
545 550 555 560 

val Glu Gly Asp Tyr Thr Tyr Leu Arg lie Asn Phe Tyr Cys Pro Gly 

565 570 575 • 

Ser Ala Leu Gly Arg Asn Glu Gly Asn lie Phe Pro Asn Pro Glu Ala 

580 ~ 585 590 

Thr Phe Val Lys Glu lie Thr Tyr Arg Ala Ser Asn lie Lys Ala Pro 

595 600 605 

Gly Glu Gin Thr val Pro Ala Leu Asn Leu Gin Asn Ala Phe Arg lie 

610 615 620 

He Lys Glu val Gin Lys Arg Tyr Lys Thr Arg Glu Ala Glu Glu Lys 
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625 630 635 640 

Glu Lys Glu Gly lie val Lys Gin Asp Ser Leu val lie Asn Leu Asn 

645 650 655 

Arg Ser Asn Pro Lys Leu Lys Asp Leu Tyr lie Arg Pro Asn lie Ala 

660 665 670 

Gin Lys Arg Met Gin Gly Ser Leu Glu Ala His Val Asn Gly Phe Arg 

675 680 685 

Phe Thr ser val Arg Gly Asp Lys val Asp lie Leu Tyr Asn Asn lie 

690 - 695 700 

Lys His Ala Leu Phe Gin Pro Cys Asp Gly Glu Met lie lie Val Leu 
705 710 715 720 

His Phe His Leu Lys Asn Ala lie Met Phe Gly Lys Lys Arg His Thr 

725 730 735 

Asp Val Gin Phe Tyr Thr Glu Val Gly Glu lie Thr Thr Asp Leu Gly 

740 745 750 

Lys His Gin His Met His Asp Arg Asp Asp Leu Tyr Ala Glu Gin Met 

755 760 765 

Glu Arg Glu Met Arg His Lys Leu Lys Thr Ala Phe Lys Asn Phe lie 

770 775 780 

Glu Lys val Glu Ala Leu Thr Lys Glu Glu Leu Glu Phe Glu Val Pro 
785 790 795 800 

Phe Arg Asp Leu Gly Phe Asn Gly Ala Pro Tyr Arg ser Thr Cys Leu 

805 810 815 

Leu Gin Pro Thr Ser ser Ala Leu val Asn Ala Thr Glu Trp Pro Pro 

820 825 830 

Phe val val Thr Leu Asp Glu val Glu Leu lie His Phe Glu Arg val 

835 840 845 

Gin Phe His Leu Lys Asn Phe Asp Met Val lie Val Tyr Lys Asp Tyr 

850 855 860 

Ser Lys Lys val Thr Met lie Asn Ala lie Pro val Ala Ser Leu Asp 
865 870 875 880 

Pro lie Lys Glu Trp Leu Asn ser Cys Asp Leu Lys Tyr Thr Glu Gly 

885 890 895 

val Gin Ser Leu Asn Trp Thr Lys lie Met Lys Thr lie val Asp Asp 

900 905 910 

pro Glu Gly Phe Phe Glu Gin Gly Gly Trp Ser Phe Leu Glu Pro Glu 

915 920 925 

Gly Glu Gly Ser Asp Ala Glu Glu Gly Asp Ser Glu Ser Glu lie Glu 

930 935 940 

Asp Glu Thr Phe Asn Pro Ser Glu Asp Asp Tyr Glu Glu Glu Glu Glu 
945 950 955 960 

Asp Ser Asp Glu Asp Tyr Ser Ser Glu Ala Glu Glu Ser Asp Tyr Ser 

965 970 975 

Lys Glu Ser Leu Gly Ser Glu Glu Glu Ser Gly Lys Asp Trp Asp Glu 

980 985 990 

Leu Glu Glu Glu Ala Arg Lys Ala Asp Arg Glu Ser Arg Tyr Glu Glu 

995 1000 1005 

Glu Glu Glu Gin Ser Arg Ser Met Ser Arg Lys Arg Lys Ala Ser val 

1010 1015 1020 

His Ser Ser Gly Arg Gly Ser Asn Arg Gly Ser Arg His Ser Ser Ala 
1025 1030 1035 1040 

Pro Pro Lys Lys Lys Arg Lys 
1045 

<210> 55 

<211> 1530 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Ser Pro lie Leu Cys Gly Ala Ala Thr Ala Leu Asn Cys Ser Leu Cys 

1 5 10 15 

Pro Gin Asp Ser Asn Leu Ser val His Thr Glu Asn Pro Asp Leu Thr 
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20 25 30 

Pro Cys Phe Gin Asn Ser Leu Leu Ala Trp val Pro Cys lie Tyr Leu 

35 40 45 

Trp val Ala Leu Pro Cys Tyr Leu Leu Tyr Leu Arg His His Cys Arg 

50 55 60 

Gly Tyr lie lie Leu ser His Leu Ser Lys Leu Lys Met val Leu Gly 
65 70 75 80 

val Leu Leu Trp Cys val Ser Trp Ala Asp Leu Phe Tyr Ser Phe His 

85 90 95 

Gly Leu val His Gly Arg Ala Pro Ala Pro Val Phe Phe Val Thr Pro 

100 ' 105 110 

Leu Val val Gly val Thr Met Leu Leu Ala Thr Leu Leu lie Gin Tyr 

115 120 125 

Glu Arg Leu Gin Gly val Gin Ser Ser Gly val Leu lie lie Phe Trp 

130 135 140 

Phe Leu cys val val Cys Ala lie val Pro Phe Arg ser Lys He Leu 
145 150 155 160 

Leu Ala Lys Ala Glu Gly Glu lie Ser Asp Pro Phe Arg Phe Thr Thr 

165 170 175 

Phe Tyr lie His Phe Ala Leu val Leu ser Ala Leu lie Leu Ala Cys 

180 185 190 

Phe Arg Glu Lys Pro Pro Phe Phe Ser Ala Lys Asn val Asp Pro Asn 

195 200 205 

Pro Tyr Pro Glu Thr Ser Ala Gly Phe Leu Ser Arg Leu Phe Phe Trp 

210 215 220 

Trp Phe Thr Lys Met Ala lie Tyr Gly Tyr Arg His Pro Leu Glu Glu 
225 * 230 235 240 

Lys Asp Leu Trp Ser Leu Lys Glu Glu Asp Arg Ser Gin Met Val Val 

245 250 255 

Gin Gin Leu Leu Glu Ala Trp Arg Lys Gin Glu Lys Gin Thr Ala Arg 

260 265 270 

His Lys Ala Ser Ala Ala Pro Gly Lys Asn Ala Ser Gly Glu Asp Glu 

275 280 285 

Val Leu Leu Gly Ala Arg Pro Arg Pro Arg Lys Pro Ser Phe Leu Lys 

290 295 " 300 

Ala Leu Leu Ala Thr Phe Gly Ser Ser Phe Leu lie Ser Ala Cys Phe 
305 310 315 320 

Lys Leu lie Gin Asp Leu Leu Ser Phe lie Asn Pro Gin Leu Leu Ser 

325 330 335 

lie Leu lie Arg Phe lie Ser Asn Pro Met Ala Pro Ser Trp Trp Gly 

340 345 350 

Phe Leu val Ala Gly Leu Met Phe Leu Cys Ser Met Met Gin Ser Leu 

355 360 365 

lie Leu Gin His Tyr Tyr His Tyr lie Phe Val Thr Gly val Lys Phe 

370 375 380 

Arg Thr Gly lie Met Gly val lie Tyr Arg Lys Ala Leu val lie Thr 
385 390 395 400 

Asn Ser Val Lys Arg Ala Ser Thr Val Gly Glu lie Val Asn Leu Met 

405 410 415 

Ser val Asp Ala Gin Arg Phe Met Asp Leu Ala Pro Phe Leu Asn Leu 

420 ~ 425 430 

Leu Trp Ser Ala Pro Leu Gin lie lie Leu Ala lie Tyr Phe Leu Trp 

435 440 445 

Gin Asn Leu Gly Pro Ser Val Leu Ala Gly val Ala Phe Met Val Leu 

450 455 460 

Leu lie Pro Leu Asn Gly Ala val Ala val Lys Met Arg Ala Phe Gin 
465 470 475 " 480 

val Lys Gin Met Lys Leu Lys Asp Ser Arg lie Lys Leu Met Ser Glu 

485 490 495 

lie Leu Asn Gly lie Lys val Leu Lys Leu Tyr Ala Trp Glu Pro Ser 

500 505 510 

Phe Leu Lys Gin Val Glu Gly lie Arg Gin Gly Glu Leu Gin Leu Leu 
515 520 525 
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Arg Thr Ala Ala Tyr Leu His Thr Thr Thr Thr Phe Thr Trp Met Cys 

530 535 540 

Ser Pro Phe Leu val Thr Leu lie Thr Leu Trp val Tyr Val Tyr val 
545 550 555 560 

Asp Pro Asn Asn Val Leu Asp Ala Glu Lys Ala Phe val Ser Val Ser 

565 570 575 

Leu Phe Asn lie Leu Arg Leu Pro Leu Asn Met Leu Pro Gin Leu lie 

580 ^ 585 590 

ser Asn Leu Thr Gin Ala Ser val Ser Leu Lys Arg lie Gin Gin Phe 

595 600 605 

Leu Ser Gin Glu Glu Leu Asp Pro Gin Ser val Glu Arg Lys Thr lie 

610 615 620 

Ser Pro Gly Tyr Ala lie Thr lie His Ser Gly Thr Phe Thr Trp Ala 
625 630 635 640 

Gin Asp Leu Pro Pro Thr Leu His Ser Leu Asp lie Gin val Pro Lys 

645 650 655 

Gly Ala Leu val Ala val val Gly Pro val Gly Cys Gly Lys Ser Ser 

660 665 670 

Leu val Ser Ala Leu Leu Gly Glu Met Glu Lys Leu Glu Gly Lys val 

675 680 685 

His Met Lys Gly Ser val Ala Tyr val Pro Gin Gin Ala Trp lie Gin 

690 695 700 

Asn Cys Thr Leu Gin Glu Asn val Leu Phe Gly Lys Ala Leu Asn Pro 
705 710 715 720 

Lys Arg Tyr Gin Gin Thr Leu Glu Ala Cys Ala Leu Leu Ala Asp Leu 

725 730 735 

Glu Met Leu Pro Gly Gly Asp Gin Thr Glu lie Gly Glu Lys Gly lie 

740 745 750 

Asn Leu Ser Gly Gly Gin Arg Gin Arg Val ser Leu Ala Arg Ala val 

755 760 ~ 765 

Tyr Ser Asp Ala Asp lie Phe Leu Leu Asp Asp Pro Leu Ser Ala Val 

770 775 780 

Asp Ser His val Ala Lys His lie Phe Asp His val lie Gly Pro Glu 
785 790 795 800 

Gly val Leu Ala Gly Lys Thr Arg val Leu val Thr His Gly lie Ser 

805 810 815 

Phe Leu Pro Gin Thr Asp Phe lie lie Val Leu Ala Asp Gly Gin val 

820 825 830 

Ser Glu Met Gly Pro Tyr Pro Ala Leu Leu Gin Arg Asn Gly Ser Phe 

835 840 845 

Ala Asn Phe Leu Cys Asn Tyr Ala Pro Asp Glu Asp Gin Gly His Leu 

850 855 860 

Glu Asp ser Trp Thr Ala Leu Glu Gly Ala Glu Asp Lys Glu Ala Leu 
865 870 875 880 

Leu lie Glu Asp Thr Leu Ser Asn His Thr Asp Leu Thr Asp Asn Asp 

885 890 895 

Pro val Thr Tyr val val Gin Lys Gin Phe Met Arg Gin Leu Ser Ala 

900 905 910 

Leu Ser ser Asp Gly Glu Gly Gin Gly Arg Pro val Pro Arg Arg His 

915 920 ~ 925 

Leu Gly Pro Ser Glu Lys Val Gin Val Thr Glu Ala Lys Ala Asp Gly 

930 935 940 

Ala Leu Thr Gin Glu Glu Lys Ala Ala lie Gly Thr val Glu Leu Ser 
945 950 955 960 

Val Phe Trp Asp Tyr Ala Lys Ala val Gly Leu Cys Thr Thr Leu Ala 

965 970 975 

lie Cys Leu Leu Tyr Val Gly Gin Ser Ala Ala Ala lie Gly Ala Asn 

980 985 990 

val Trp Leu Ser Ala Trp Thr Asn Asp Ala Met Ala Asp Ser Arg Gin 

995 1000 1005 

Asn Asn Thr Ser Leu Arg Leu Gly Val Tyr Ala Ala Leu Gly lie Leu 

1010 1015 1020 

Gin Gly Phe Leu val Met Leu Ala Ala Met Ala Met Ala Ala Gly Gly 
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1025 1030 1035 1040 

lie Gin Ala Ala Arg val Leu His Gin Ala Leu Leu His Asn Lys lie 

1045 1050 1055 

Arg Ser Pro Gin Ser Phe Phe Asp Thr Thr Pro Ser Gly Arg lie Leu 

1060 1065 1070 

Asn Cys Phe Ser Lys Asp lie Tyr val val Asp Glu val Leu Ala Pro 

1075 1080 1085 

Val lie Leu Met Leu Leu Asn Ser Phe Phe Asn Ala lie Ser Thr Leu 

1090 1095 1100 

val val lie Met Ala Ser Thr Pro Leu Phe Thr val val lie Leu Pro 
1105 1110 1115 1120 

Leu Ala val Leu Tyr Thr Leu Val Gin Arg Phe Tyr Ala Ala Thr Ser 

1125 1130 1135 

Arg Gin Leu Lys Arg Leu Glu Ser val Ser Arg Ser Pro lie Tyr ser 

1140 1145 1150 

His Phe Ser Glu Thr val Thr Gly Ala Ser Val He Arg Ala Tyr Asn 

1155 1160 1165 

Arg Ser Arg Asp Phe Glu lie lie Ser Asp Thr Lys val Asp Ala Asn 

1170 1175 1180 

Gin Arg Ser Cys Tyr Pro Tyr lie lie Ser Asn Arg Trp Leu Ser lie 
1185 1190 1195 1200 

Gly val Glu Phe val Gly Asn Cys val val Leu Phe Ala Ala Leu Phe 

1205 1210 1215 

Ala val lie Gly Arg Ser ser Leu Asn Pro Gly Leu val Gly Leu Ser 

1220 1225 1230 

val Ser Tyr Ser Leu Gin val Thr Phe Ala Leu Asn Trp Met lie Arg 

1235 1240 1245 

Met Met Ser Asp Leu Glu Ser Asn lie val Ala val Glu Arg val Lys 

1250 1255 1260 

Glu Tyr Ser Lys Thr Glu Thr Glu Ala Pro Trp val val Glu Gly Ser 
1265 1270 1275 1280 

Arg Pro Pro Glu Gly Trp Pro Pro Arg Gly Glu val Glu Phe Arg Asn 

1285 1290 1295 

Tyr Ser val Arg Tyr Arg Pro Gly Leu Asp Leu val Leu Arg Asp Leu 

1300 1305 1310 

Ser Leu His val His Gly Gly Glu Lys val Gly lie val Gly Arg Thr 

1315 1320 1325 

Gly Ala Gly Lys Ser Ser Met Thr Leu Cys Leu Phe Arg lie Leu Glu 

1330 1335 1340 

Ala Ala Lys Gly Glu lie Arg lie Asp Gly Leu Asn Val Ala Asp lie 
1345 1350 1355 1360 

Gly Leu His Asp Leu Arg Ser Gin Leu Thr lie lie Pro Gin Asp Pro 

1365 1370 1375 

lie Leu Phe Ser Gly Thr Leu Arg Met Asn Leu Asp Pro Phe Gly Ser 

1380 1385 1390 

Tyr Ser Glu Glu Asp lie Trp Trp Ala Leu Glu Leu Ser His Leu His 

1395 1400 1405 

Thr Phe Val Ser Ser Gin Pro Ala Gly Leu Asp Phe Gin Cys ser Glu 

1410 1415 1420 

Gly Gly Glu Asn Leu Ser val Gly Gin Arg Gin Leu val Cys Leu Ala 
1425 1430 1435 • 1440 

Arg Ala Leu Leu Arg Lys Ser Arg lie Leu val Leu Asp Glu Ala Thr 

1445 - 1450 1455 

Ala Ala lie Asp Leu Glu Thr Asp Asn Leu lie Gin Ala Thr lie Arg 

1460 1465 1470 

Thr Gin Phe Asp Thr Cys Thr Val Leu Thr lie Ala His Arg Leu Asn 

1475 1480 1485 

Thr lie Met Asp Tyr Thr Arg Val Leu Val Leu Asp Lys Gly val Val 

1490 1495 1500 

Ala Glu Phe Asp Ser Pro Ala Asn Leu lie Ala Ala Arg Gly lie Phe 
1505 1510 1515 ~ 1520 

Tyr Gly Met Ala Arg Asp Ala Gly Leu Ala 
1525 1530 
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<210> 56 

<211> 533 

<212> PRT 

<213> Homo sapiens 



<400> 56 



Pro Tyr 


Cys 


Ser 


Leu 


pro Arg Ala Pro 


Leu His 


Gly 


Phe 


-r~l ~ 

lie 


Leu Gly 


1 




5 


10 








15 


Gin Thr 


Ser 


Thr 


Gin 


Pro Gly Gly Ser 


lie His 


Phe 


Gly 


cys 


Asn Ala 






20 




25 






30 




Gly Tyr 


Arg 


Leu 


val 


Gly His Ser Met 


Ala lie 


Cys 


Thr 


Arg 


His Pro 


35 






40 






45 




Gin Gly 


Tyr 


His 


Leu 


Trp Ser Glu Ala 


lie Pro 


Leu 


Cys 


G 1 n 


Ala Leu 


50 






55 




60 








ser Cys 


Gly 


Leu 


Pro 


Glu Ala Pro Lys 


Asn Gly 


Met 


val 


Phe 


Gly Lys 


65 






70 


75 








80 


Glu Tyr 


Thr 


val 


Gly 


Thr Lys Ala Met 


Tyr ser 


Cys 


Ser 


r-~\ . . 

GlU 


Gly Tyr 






85 


90 






95 


His Leu 


Gin 


Ala 


Gly 


Ala Glu Ala Thr 


Ala Glu 


Cys 


Leu 


Asp 


Thr Gly 






100 


105 






110 


Leu Trp 


Ser 


Asn 


Arg 


Asn val Pro Pro 


Gin Cys 


val 


Pro 


val 


Thr Cys 


115 




120 




125 






Pro Asp 


val 


Ser 


Ser 


lie Ser val Glu 


His Gly 


Arg 


Trp 


Arg 


Leu lie 


130 








135 


140 






Phe Glu 


Thr 


Gin 


Tyr 


Gin Phe Gin Ala 


Gin Leu 


Met 


Leu 


lie 


Cys Asp 


145 






150 


155 








160 


Pro Gly 


Tyr 


Tyr 


Tyr 


Thr Gly Gin Arg 


Val lie 


Arg 


Cys 


Gin 


Ala Asn 


165 


170 








175 


Gly Lys 


Trp 


Ser 


Leu 


Gly Asp Ser Thr 


Pro Thr 


Cys 


Arg 


lie 


Leu Ala 


180 




185 








190 




Lys Gin 


Lys 


Gin 


Pro 


Cys Pro Ser Ser 


Trp Gly 


Trp 


Leu 


Thr 


Glu His 


195 






200 






205 






Leu val 


lie 


He 


Leu 


val lie Ser cys 


Gly Glu 


Leu 


Pro 


lie 


Pro Pro 


210 








215 


220 








Asn Gly 


His 


Arg 


lie 


Gly Thr Leu Ser 


Val Tyr 


Gly 


Ala 


Thr 


Ala He 


225 






230 


235 






240 


Phe ser 


Cys 


Asn 


Ser 


Gly Tyr Thr Leu 


val Gly 


Ser 


Arg 


val 


Arg Glu 






245 


250 






255 


Cys Met 


Ala 


Asn 


Gly 


Leu Trp Ser Gly 


Ser Glu 


val 


Arg 


cys 


Leu Ala 




260 


265 






270 




Thr Gin 


Thr 


Lys 


Leu 


His Ser lie Phe 


Tyr Lys 


Leu 


Leu 


Phe 


Asp val 




275 




280 




285 






Leu Ser 


Ser 


Pro 


Ser 


Leu Thr Lys Ala 


Gly His 


cys 


Gly 


Thr 


Pro Glu 


290 








295 


300 






Pro lie 


val 


Asn 


Gly 


His lie Asn Gly 


Glu Asn 


Tyr 


Ser 


Tyr 


Arg Gly 


305 






310 


315 




320 


ser val 


val 


Tyr 


Gin 


Cys Asn Ala Gly 


Phe Arg 


Leu 


lie 


Gly 


Met Ser 






325 


330 








335 


Vd 1 ATg 


x \ e 


Lys 


\j \ n 


/~1 n A rn Lt-5 c Ui C 

tj 1 n A5p HI 5 MIS 


Cor 

i rp bci 


\3 1 y 


Lys 


i n r 


rrU rile 




340 




345 








350 




cys val 


Pro 


He 


Thr 


Cys Gly His Pro 


Gly Asn 


Pro 


val 


Asn 


Gly Leu 


355 






360 




365 






Thr Gin 


Gly 


Asn 


Gin 


Phe Asn Leu Asn 


Asp Val 


val 


Lys 


Phe 


val Cys 


370 






375 


380 




Asn Pro 


Gly 


Tyr 


Met 


Ala Glu Gly Ala 


Ala Arg 


Ser 


Gin 


Cys 


Leu Ala 


385 




390 


395 








400 


Ser Gly 


Gin 


Trp 


Ser 


Asp Met Leu Pro 


Thr Cys 


Arg 


He 


He 


Asn Cys 




405 


410 






415 


Thr Asp 


Pro 


Gly 


His 


Gin Glu Asn Ser 


val Arg 


Gin 


val 


His 


Ala Ser 




420 




425 






430 




Gly Pro 


His 


Arg 


Phe 


Ser Phe Gly Thr 


Thr val 


Ser 


Tyr 


Arg 


Cys Asn 


435 




440 


Page 
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St 


Gin Gly Asp 


His Gly Phe Tyr Leu 


Leu 


Gly 


Thr 


Pro 


val Leu Ser 


Cys 


450 










455 






460 


val 


Ser cys Gly 


Gly Thr Trp Asp Arg 


Pro 


Arg 


Pro 


Gin 


Cys Leu Leu 


465 








470 








475 




480 


His Pro Gly Ser Pro 


Pro 


His 


Ser 


Gl n 


Mpt Ser Glv 


Asp 


Ser Tyr Thr 








485 










490 




495 


val Gly Ala Val 


val 


Arg 


Tyr 


Ser 


Cys 


lie Gly Lys 


Arg 


Thr Leu val 






500 






505 






510 


Gly Asn Ser Thr Arg 


Met 


Cys 


Gly 


Leu 


Asp Gly His 


Trp 


Thr Gly Ser 




515 








520 






525 




Leu Pro 


His 


Cys 


Ser 
















530 




















<210> 57 




















<211> 1584 




















<212> PRT 




















<213> Homo sapiens 
















<400> 57 




















Pro Leu 


Ala 


rile 


cys 


Gly 


Ser 


Glu 


Asn 


His Ser Ala 


Ala 


Tyr Arg val 


1 






5 








10 




15 


Asp Gin 


Gly 


Vd 1 


Leu 


Asn 


Asn 


Gly 


cys 


Phe val Asp 


Ala 


Leu Asn val 










25 




30 


val Pro 


His 


Vd 1 


rne 


Leu 


Leu 


Phe 


He 


Thr Phe Pro 


lie 


Leu Phe lie 




35 










40 






45 




Gly Trp 


Gly 


ser 


vj i n 


Ser 


Ser 


Lys 


val 


His lie His 


His 


Ser Thr Trp 


50 








55 




60 






Leu His 


Phe 


Pro 


vj i y 


His 


Asn 


Leu 


Arg 


Trp lie Leu 


Thr 


Phe Met Leu 


65 






70 






75 




80 


Leu Phe 


val 


Leu 


Vd 1 


Cys 


Glu 


lie 


Ala 


Glu Gly lie 


Leu 


Ser Asp Gly 








O J 








90 




95 


val Thr 


Glu 


Ser 


M -J c 

HI S 


His 


Leu 


His 


Leu 


Tyr Met Pro 


Ala 


Gly Met Ala 






i nn 

-LUU 










105 




110 


Phe Met 


Ala 


A i a 


va 1 


Thr 


Ser 


val 


val 


Tyr Tyr His 


Asn 


lie Glu Thr 




115 










120 




125 




Ser Asn 


Phe 


Pro 


Lys 


Leu 


Leu 


lie 


Ala 


Leu Leu val 


Tyr 


Trp Thr Leu 


130 








135 






140 


Ala Phe 


lie 


\ nr 


Lys 


Thr 


lie 


Lys 


Phe 


val Lys Phe 


Leu 


Asp His Ala 


145 






150 






155 




160 


lie Gly 


Phe 


Ser 


Gin 


Leu 


Arg 


Phe 


cys 


Leu Thr Gly 


Leu 


Leu val lie 






165 






170 




175 


Leu Tyr 


Gly 


Met 


Leu 


Leu 


Leu 


val 


Glu 


val Asn val 


lie 


Arg Val Arg 


180 










185 






190 


Arg Tyr 


He 


Phe 


Phe 


Lys 


Thr 


Pro 


Arg 


Glu val Lys 


Pro 


Pro Glu Asp 


195 










200 




205 




Leu Gin 


Asp 


Leu 


Gly 


val 


Arg 


Phe 


Leu 


Gin Pro Phe 


val 


Asn Leu Leu 


210 






215 






220 






Ser Lys 


Gly 


Thr 


Tyr 


Trp 


Trp 


Met 


Asn 


Ala Phe lie 


Lys 


Thr Ala His 


225 




230 






235 




240 


Lys Lys 


Pro 


He 


Asp 


Leu 


Arg 


Ala 


He 


Gly Lys Leu 


Pro 


lie Ala Met 






245 








250 




255 


Arg Ala 


Leu 


Thr 


Asn 


Tyr 


Gin 


Arg 


Leu 


Cys Glu Ala 


Phe 


Asp Ala Gin 




260 






265 




270 


val Arg 


Lys 


Asp 


He 


Gin 


Gly 


Thr 


Gin 


Gly Ala Arg 


Ala 


lie Trp Gin 


275 






280 




285 




Ala Leu 


Ser 


His 


Ala 


Phe 


Gly 


Arg 


Arg 


Leu val Leu 


Ser 


Ser Thr Phe 


290 










295 


300 






Arg lie 


Leu 


Ala 


Asp 


Leu 


Leu 


vj 1 y 


Phe 


Ala Gly Pro 


1 Al 1 

Leu 


i_ys j. i e rne 


305 






310 






315 




320 


Gly He 


val 


Asp 


His 


Leu 


Gly 


Lys 


Glu 


Asn Asp val 


Phe 


Gin Pro Lys 




325 






330 




335 


Thr Gin 


Phe 


Leu 


Gly 


val 


Tyr 


Phe 


val 


Ser Ser Gin 


Glu 


Phe Leu Ala 






340 






345 






350 
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Asn Ala 


Tyr 

t r r* 

355 


val 


Leu 


A t _ 

Ala 


val 


Leu 
360 


Leu 


Phe Leu Ala 


Leu 
Job 


Leu 


Leu 


Gin 


Arg Thr 


Phe 


Leu 


Gin 


a T _ 

Ala 


Ser 


Tyr 


Tyr 


va 1 Ala He 


GIU 


T L mm 

Thr 


Gly lie 


370 










375 


ioU 










Asn Leu 


Arg 


Gly 


Ala 


lie 


G 1 n 


-T-U mm 

Thr 


Lys 


T t Ti m mm A ^ mm 

1 1 e Tyr Asn 


Lys 


1 1 e 


Met 


His 


o o r 

385 




390 








iyb 








400 


Leu Ser 


Thr 


Ser 


Asn 


Leu 


Ser 


Met 


Gly 


Glu Met Thr 


Ala 


G ly 


Gin 


He 








405 








A t A 

410 




415 




Cys Asn 


Leu 


val 


Ala 


lie 


Asp 


T-U mm 

Thr 


Asn 


Gin Leu Met 


Trp 


Phe 


Phe 


Phe 




420 








A **» C 

425 






430 






Leu Cys 


Pro 


Asn 


Leu 


Trp 


Ala 


Met 


Pro 


Va I Gin lie 


1 1 e 


va i 


Gly val 


435 








440 






A A C 

44b 








lie Leu 


Leu 


Tyr 


Tyr 


II e 


Leu 


Gly 


va l 


Ser Ala Leu 


1 1 e 


G I y 


Ala Ala 


450 






A C C 

45 b 














val lie 


-y- "I 

He 


Leu 


Leu 


A 1 

Ala 


Pro 


va 1 


G 1 n 


Tyr Phe val 


A 1 a 


Tnr 


Lys 


Leu 


A £ C 

465 








vl 7 A 

470 








4/b 






480 


Ser Gin 


Ala 


Gin 


Arg 


Ser 


Thr 


Leu 


Glu 


Tyr Ser Asn 


G lU 


Arg 


Leu 


Lys 








485 










490 




495 




Gin Thr 


Asn 


Glu 


Met 


Leu 


Arg 


Gly 


He 


Lys Leu Leu 


Lys 


Leu 


Tyr Ala 






500 






505 




CIA 

510 






Trp Glu 


Asn 


lie 


Phe 


Arg 


Thr 


Arg 


val 


Glu Thr Thr 


Arg 


Arg 


Lys 


Glu 


515 








520 






525 








Met Thr 


Ser 


Leu 


Arg 


a ~i _ 

Ala 


Phe 


Ala 


lie 


Tyr Thr Ser 


I le 


Ser 


He 


Phe 


530 








535 






C A A 

540 










Met Asn 


Thr 


Ala 


lie 


Pro 


lie 


Ala 


Ala 


Val Leu lie 


Thr 


Phe 


val 


Gly 


545 








CCA 

550 








555 








560 


His Val 


Ser 


Phe 


Phe 


Lys 


G 1 U 


A 1 -» 

A 1 a 


Asp 


Phe Ser Pro 


Ser 


_ 

Val 


Ala 


Phe 








r f r 

565 






C 7 A 

570 






575 




Ala Ser 


Leu 


Ser 
5oU 


Leu 


Phe 


# 

Hi S 


I le 


Leu 

CQC 

bob 


val Tnr Pro 


Leu 


Phe 
byu 


Leu 


Leu 


Ser Ser 


val 


val 


Arg 


Ser 


Thr 


va 1 


Lys 


Ala Leu Val 


Ser 


va 1 


Gin 


Lys 




595 








/r a a 

600 




CAP 

bub 








Leu Ser 


Glu 


Phe 


Leu 


Ser 


Ser 


Ala 


Glu 


lie Arg Glu 


Gl U 


G In 


cys 


Ala 


610 










etc 

615 














val 


Pro His 


Glu 


Pro 


Thr 


Pro 


Gin 


-V, 

Gly 


Pro 


Ala ser Lys 


Tyr 


G In 


Ala 


625 








630 






P 

635 






640 


Pro Leu 


Arg 


val 


val 


Asn 


Arg 


Lys 


Arg 


Pro Ala Arg 


G 1 U 


Asp 


cys 


Arg 






f A C 

645 








/"PA 

650 






655 




Gly Leu 


__i 

Thr 


Gly 


Pro 


Leu 


Gin 


Ser 


Leu 


val Pro Ser 


Ala 


Asp 


Gly Asp 




660 










665 






670 






Ala Asp 


Asn 


Cys 


Cys 


va I 


G 1 n 


1 1 e 


Met 


Gly Gly Tyr 


Phe 


Tnr 


Trp Thr 


*C7 c 

675 






a o a 

boO 






bob 








Pro Asp 


Gly 


lie 


Pro 


Thr 


Leu 


Ser 


Asn 


lie Thr lie 


Arg 


1 1 e 


Pro Arg 


CCk A 

690 








b9b 






7AA 








Gly Gin 


Leu 


_i 

Thr 


Met 


lie 


val 


Gly 


Gin 


val Gly Cys 


Gly 


Lys 


Ser 


Ser 


705 








710 






715 








720 


Leu Leu 


Leu 


Ala 


Ala 


Leu 


Gly 


Glu 


Met 


Gin Lys val 


Ser 


Gly 


Ala 


val 








725 








"7 1 f\ 

730 




735 


Glu 


Phe Trp 


Ser 


Ser 


Met 


Pro 


Phe 


Leu 


Pro 


Cys Cys Ser 


Pro 


G 1 u 


Arg 




740 










Tip 

745 




750 






Thr Ala 


Thr 


Asp 


Leu 


Asp 


lie 


Arg 


Lys 


Arg Gly Pro 


va 1 


A -i _ 
Ala 


Tyr Ala 




755 






~i f f\ 
760 






7iC C 

765 








Ser Gin 


Lys 


Pro 


Trp 


Leu 


Leu 


Asn 


Ala 


Thr Val Glu 


Glu 


Asn 


He 


He 


770 






775 






70 A 

780 










Phe Glu 


Ser 


Pro 


Phe 


Asn 


Lys 


G I n 


Arg 


Tyr Lys Met 


va I 


He 


Glu 


Ala 


/ O J 












7QS 






Gin 


800 


Cys Ser 


Leu 


Gin 


Pro 


Asp 


lie 


Asp 


He 


Leu Pro His 


Gly 


Asp 


Thr 






805 






810 


815 




Gin lie 


Gly 


Glu 


Arg 


Gly 


He 


Asn 


Leu 


Ser Gly Gly 


Gin 


Arg 


Gin 


Arg 




820 






825 




830 






lie Ser 


val 


Ala 


Arg 


Ala 


Leu 


Tyr 


Gin 


His Ala Asn 


Val 


val 


Phe 


Leu 




835 








840 






845 


His 






Asp Asp 


Pro 


Phe 


Ser 


Ala 


Leu 


Asp 


He 


His Leu Ser 


Asp 


Leu 


Met 
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850 855 860 

Gin Ala Gly lie Leu Glu Leu Leu Arg Asp Asp Lys Arg Thr val val 
865 870 875 880 

Leu val Thr His Lys Leu Gin Tyr Leu Pro His Ala Asp Trp lie He 

885 890 895 

Ala Met Lys Asp Gly Thr lie Gin Arg Glu Gly Thr Leu Lys Asp Phe 

900 ' 905 910 

Gin Arg Ser Glu Cys Gin Leu Phe Glu His Trp Lys Thr Leu Met Asn 

915 920 925 

Arg Gin Asp Gin Glu Leu Glu Lys Glu Thr val Thr Glu Arg Lys Ala 

930 935 940 

Thr Glu Pro Pro Gin Gly Leu Ser Arg Ala Met Ser ser Arg Asp Gly 
945 950 955 960 

Leu Leu Gin Asp Glu Glu Glu Glu Glu Glu Glu Ala Ala Glu Ser Glu 

965 970 975 

Glu Asp Asp Asn Leu Ser Ser Met Leu His Gin Arg Ala Glu lie Pro 

980 985 990 

Trp Arg Ala Cys Ala Lys Tyr Leu Ser Ser Ala Gly lie Leu Leu Leu 

995 1000 1005 

Ser Leu Leu val Phe ser Gin Leu Leu Lys His Met val Leu val Ala 

1010 1015 1020 

lie Asp Tyr Trp Leu Ala Lys Trp Thr Asp Ser Ala Leu Thr Leu Thr 
1025 1030 1035 1040 

Pro Ala Ala Arg Asn Cys Ser Leu Ser Gin Glu Cys Thr Leu Asp Gin 

1045 1050 1055 

Thr val Tyr Ala Met val Phe Thr Val Leu Cys Ser Leu Gly lie Val 

1060 1065 1070 

Leu Cys Leu val Thr Ser Val Thr val Glu Trp Thr Gly Leu Lys val 

1075 1080 1085 

Ala Lys Arg Leu His Arg Ser Leu Leu Asn Arg lie lie Leu Ala Pro 

1090 1095 1100 

Met Arg Phe Phe Glu Thr Thr Pro Leu Gly Ser lie Leu Asn Arg Phe 
1105 1110 1115 1120 

Ser ser Asp Cys Asn Thr lie Asp Gin His lie Pro Ser Thr Leu Glu 

1125 1130 1135 

Cys Leu Ser Arg Ser Thr Leu Leu Cys val Ser Ala Leu Ala Val lie 

1140 1145 1150 

Ser Tyr Val Thr Pro Val Phe Leu Val Ala Leu Leu Pro Leu Ala lie 

1155 1160 1165 

val Cys Tyr Phe lie Gin Lys Tyr Phe Arg val Ala Ser Arg Asp Leu 

1170 1175 ~ 1180 

Gin Gin Leu Asp Asp Thr Thr Gin Leu Pro Leu Leu Ser His Phe Ala 
1185 1190 1195 1200 

Glu Thr val Glu Gly Leu Thr Thr lie Arg Ala Phe Arg Tyr Glu Ala 

1205 1210 1215 

Arg Phe Gin Gin Lys Leu Leu Glu Tyr Thr Asp Ser Asn Asn lie Ala 

1220 1225 1230 

Ser Leu Phe Leu Thr Ala Ala Asn Arg Trp Leu Glu val Arg Met Ala 

1235 1240 1245 

Thr Pro Leu Pro Pro Gin Glu Tyr lie Gly Ala Cys Val val Leu lie 

1250 1255 1260 

Ala Ala val Thr Ser lie Ser Asn Ser Leu His Arg Glu Leu Ser Ala 
1265 1270 1275 1280 

Gly Leu val Gly Leu Gly Leu Thr Tyr Ala Leu Met val Ser Asn Tyr 

1285 1290 1295 

Leu Asn Trp Met val Arg Asn Leu Ala Asp Met Glu Leu Gin Leu Gly 

1300 ^ 1305 1310 

Ala Val Lys Arg lie His Gly Leu Leu Lys Thr Glu Ala Glu Ser Tyr 

1315 1320 1325 

Glu Gly Leu Leu Ala Pro Ser Leu lie Pro Lys Asn Trp Pro Asp Gin 

1330 1335 1340 

Gly Lys lie Gin lie Gin Asn Leu Ser val Arg Tyr Asp Ser Ser Leu 
1345 1350 1355 1360 

Page 90 



GC773-2-seqlist 

Lys Pro val Leu Lys His Val Asn Ala Leu lie Ala Pro Gly Gin Lys 

1365 1370 1375 

lie Gly lie Cys Gly Arg Thr Gly Ser Gly Lys Ser Ser Phe Ser Leu 

1380 ~ 1385 1390 

Ala Phe Phe Arg Met val Asp Thr Phe Glu Gly His lie lie lie Asp 

1395 1400 1405 

Gly lie Asp lie Ala Lys Leu Pro Leu His Thr Leu Arg Ser Arg Leu 

1410 1415 1420 

Ser lie lie Leu Gin Asp Pro val Leu Phe ser Gly Thr lie Arg Phe 
1425 1430 1435 1440 

Asn Leu Asp Pro Glu Arg Lys Cys Ser Asp Ser Thr Leu Trp Glu Ala 

1445 1450 1455 

Leu Glu lie Ala Gin Leu Lys Leu Val val Lys Ala Leu Pro Gly Gly 

1460 1465 1470 

Leu Asp Ala lie lie Thr Glu Gly Gly Glu Asn Phe Ser Gin Gly Gin 

1475 1480 1485 

Arg Gin Leu Phe Cys Leu Ala Arg Ala Phe Val Arg Lys Thr Ser lie 

1490 1495 1500 

Phe lie Met Asp Glu Ala Thr Ala Ser lie Asp Met Ala Thr Glu Asn 
1505 1510 1515 1520 

lie Leu Gin Lys val val Met Thr Ala Phe Ala Asp Arg Thr Val val 

1525 1530 1535 

Thr lie Ala His Arg val His Thr lie Leu Ser Ala Asp Leu val lie 

1540 1545 1550 

val Leu Lys Arg Gly Ala lie Leu Glu Phe Asp Lys Pro Glu Lys Leu 

1555 1560 1565 

Leu Ser Arg Lys Asp Ser val Phe Ala Ser Phe val Arg Ala Asp Lys 
1570 1575 1580 

<210> 58 
<211> 274 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Met Pro Arg Asn Leu Leu Tyr Ser Leu Leu ser Ser His Leu Ser Pro 

1 " 5 10 15 

His Phe Ser Thr Ser Val Thr Ser Ala Lys val Ala Val Asn Gly val 

20 25 30 

Gin Leu His Tyr Gin Gin Thr Gly Glu Gly Asp His Ala Val Leu Leu 

35 40 45 

Leu Pro Gly Met Leu Gly Ser Gly Glu Thr Asp Phe Gly Pro Gin Leu 

50 55 60 

Lys Asn Leu Asn Lys Lys Leu Phe Thr val val Ala Trp Asp Pro Arg 
65 70 75 80 

Gly Tyr Gly His Ser Arg Pro Pro Asp Arg Asp Phe Pro Ala Asp Phe 

85 90 95 

Phe Glu Arg Asp Ala Lys Asp Ala Val Asp Leu Met Lys Ala Leu Lys 
100 105 110 ^ 

Phe Lys Lys val ser Leu Leu Gly Trp Ser Asp Gly Gly lie Thr Ala 

115 120 125 

Leu lie Ala Ala Ala Lys Tyr Pro Ser Tyr lie His Lys Met val lie 

130 135 140 

Trp Gly Ala Asn Ala Tyr val Thr Asp Glu Asp Ser Met lie Tyr Glu 
145 150 155 160 

Gly lie Arg Asp val Ser Lys Trp Ser Glu Arg Thr Arg Lys Pro Leu 

165 170 175 

Glu Ala Leu Tyr Gly Tyr Asp Tyr Phe Ala Arg Thr Cys Glu Lys Trp 

180 185 190 

val Asp Gly lie Arg Gin Phe Lys His Leu Pro Asp Gly Asn lie Cys 

195 200 205 

Arg His Leu Leu Pro Arg Val Gin Cys Pro Ala Leu lie Val His Gly 
210 215 220 
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Glu Lys Asp Pro Leu val Pro Arg Phe His Ala Asp Phe lie His Lys 
225 230 ~ 235 240 

His val Lys Gly Ser Arg Leu His Leu Met Pro Glu Gly Lys His Asn 

245 250 255 

Leu His Leu Arg Phe Ala Asp Glu Phe Asn Lys Leu Ala Glu Asp Phe 
260 265 270 

Leu Gin 



<210> 59 

<211> 1247 

<212> PRT 

<213> Homo sapiens 



<400> 59 



Met 


Met 


Arg 


Glu 


Trp 


val Leu 


Leu 


Met 


Ser val Leu Leu 


Cys 


Gly Leu 


1 






5 








10 




15 


Ala Gly 


Pro 


Thr 


His 


Leu Phe 


Gin 


Pro 


Ser Leu val Leu 


Asp 


Met Ala 








20 








25 




30 


Gly Met 


Lys 


val 


Leu 


Leu 


Asp 


Asn Tyr 


cys 


Phe 


pro Glu Asn Leu 


Leu 




35 




40 




45 






Gin 


Glu 


Ala 


lie 


Gin 


Gin Ala 


He 


Lys 


Ser His Glu lie 


Leu 


Ser lie 




50 








55 




60 






Ser Asp 


Pro 


Gin 


Thr 


Leu Ala 


Ser 


val 


Leu Thr Ala Gly 


val 


Gin Ser 


65 










70 






75 




80 


Ser 


Leu 


Asn 


Asp 


Pro 


Arg Leu 


val 


He 


Ser Tyr Glu Pro 


Ser 


Thr Pro 








85 






90 




95 


Glu 


Pro 


Pro 


Pro 


Gin 


Val Pro 


Ala 


Leu 


Thr Ser Leu Ser 


Glu 


Glu Glu 








100 








105 




110 


Glu Gly 


Leu 


Leu 


Ala 


Trp 


Leu 


Gin Arg Gly Leu 


Arg His Glu Val 


Leu 






115 






120 




125 






Asn 


val 


Gly 


Tyr 


Leu 


Arg val 


Asp 


ser 


val Pro Gly Gin 


Glu 


Val Leu 




130 




135 






140 






Ser 


Met 


Met 


Gly 


Glu 


Phe Leu 


Val 


Ala 


His val Trp Gly 


Asn 


Leu Met 


145 








150 






155 




160 


Gly Thr 


Ser 


Ala 


Leu 


val Leu 


Asp 


Leu 


Arg His Cys Thr 


Gly 


Gly Gin 










165 






170 




175 


val 


Ser 


Gly 


lie 


Pro 


Tyr lie 


He 


Ser 


Tyr Leu His Pro 


Gly 


__ i_ 
Asn Thr 






180 






185 


190 




He 


Leu 


His 


val 


Asp 


Thr lie Tyr Asn 


Arg Pro Ser Asn 


Thr 


Thr Thr 






195 






200 




205 






Glu 


He 


Trp 


Thr 


Leu 


Pro Gin 


val 


Leu 


Gly Glu Arg Tyr 


Gly 


Ala Asp 




210 






215 






220 






Lys Asp 


val 


val 


val 


Leu Thr 


Ser 


Ser 


Gin Thr Arg Gly 


val 


Ala Glu 


225 










230 






235 


val 


240 


Asp 


He 


Ala 


His 


He 


Leu Lys 


Gin 


Met 


Arg Arg Ala lie 


Val Gly 








245 






250 




255 


Glu Arg 


Thr 


Gly 


Gly 


Gly Ala Leu Asp 


Leu Arg Lys Leu 


Arg 


He Gly 








260 






265 




270 




Glu 


Ser 


Asp 
275 


Phe 


Phe 


Phe Thr 


val 
280 


Pro 


val Ser Arg Ser 
285 


Leu 


Gly Pro 


Leu Gly 


Gly 


Gly 


Ser 


Gin Thr Trp Glu 


Gly Ser Gly val 


Leu 


Pro Cys 




290 




295 






300 






val 


Gly 


Thr 


Pro 


Ala 


Glu Gin 


Ala 


Leu 


Glu Lys Ala Leu 


Ala 


lie Leu 


305 








310 






315 




320 


Thr 


Leu 


Arg 


Ser 


Ala 


Leu Pro Gly val 


val His Cys Leu 


Gin 


Glu Val 








325 








330 




335 


Leu 


Lys 


Asp 


Tyr 


Tyr 


Thr Leu 


val 


Asp 


Arg val Pro Thr 


Leu 


Leu Gin 




340 






345 




350 




His 


Leu 


Ala 


Ser 


Met 


Asp Phe 


Ser 


Thr 


val val Ser Glu 


Glu 


Asp Leu 






355 






360 




365 






val 


Thr 


Lys 


Leu 


Asn 


Ala Gly Leu Gin 


Ala Ala Ser Glu 


Asp 


Pro Arg 




370 






375 






380 
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Leu Leu val Arg Ala lie Gly Pro Thr Glu Thr Pro Ser Trp Pro Ala 
385 " 390 395 400 

Pro Asp Ala Ala Ala Glu Asp Ser Pro Gly val Ala Pro Glu Leu Pro 

405 410 415 

Glu Asp Glu Ala lie Arg Gin Ala Leu val Asp Ser val Phe Gin val 

420 425 430 

Ser val Leu Pro Gly Asn val Gly Tyr Leu Arg Phe Asp Ser Phe Ala 

435 440 445 

Asp Ala Ser val Leu Gly val Leu Ala Pro Tyr val Leu Arg Gin val 

450 455 460 

Trp Glu Pro Leu Gin Asp Thr Glu His Leu lie Met Asp Leu Arg His 
465 470 475 480 

Asn Pro Gly Gly Pro Ser ser Ala val Pro Leu Leu Leu Ser Tyr Phe 

485 490 495 

Gin Gly Pro Glu Ala Gly Pro Val His Leu Phe Thr Thr Tyr Asp Arg 

500 505 510 

Arg Thr Asn lie Thr Gin Glu His Phe Ser His Met Glu Leu Pro Gly 

515 520 525 

pro Arg Tyr Ser Thr Gin Arg Gly val Tyr Leu Leu Thr Ser His Arg 

530 535 540 

Thr Ala Thr Ala Ala Glu Glu Phe Ala Phe Leu Met Gin Ser Leu Gly 
545 550 555 560 

Trp Ala Thr Leu val Gly Glu lie Thr Ala Gly Asn Leu Leu His Thr 

565 570 575 

Arg Thr Val Pro Leu Leu Asp Thr Pro Glu Gly Ser Leu Ala Leu Thr 

580 585 590 

val Pro val Leu Thr Phe lie Asp Asn His Gly Glu Ala Trp Leu Gly 

595 600 605 

Gly Gly val val Pro Asp Ala lie val Leu Ala Glu Glu Ala Leu Asp 

610 615 620 

Lys Ala Gin Glu val Leu Glu Phe His Gin Ser Leu Gly Ala Leu Val 
625 630 635 640 

Glu Gly Thr Gly His Leu Leu Glu Ala His Tyr Ala Arg Pro Glu val 

645 650 655 

Val Gly Gin Thr ser Ala Leu Leu Arg Ala Lys Leu Ala Gin Gly Ala 

660 665 670 

Tyr Arg Thr Ala val Asp Leu Glu ser Leu Ala Ser Gin Leu Thr Ala 

675 680 685 

Asp Leu Gin Glu val Ser Gly Asp His Arg Leu Leu val Phe His Ser 

690 695 700 

Pro Gly Glu Leu val val Glu Glu Ala Pro Pro Pro Pro Pro Ala val 
705 710 715 720 

Pro Ser Pro Glu Glu Leu Thr Tyr Leu lie Glu Ala Leu Phe Lys Thr 

725 . 730 735 

Glu val Leu Pro Gly Gin Leu Gly Tyr Leu Arg Phe Asp Ala Met Ala 

740 745 750 

Glu Leu Glu Thr val Lys Ala val Gly Pro Gin Leu val Arg Leu val 

755 760 765 

Trp Gin Gin Leu val Asp Thr Ala Ala Leu val lie Asp Leu Arg Tyr 

770 775 780 

Asn Pro Gly Ser Tyr Ser Thr Ala lie Pro Leu Leu Cys Ser Tyr Phe 
785 790 795 800 

Phe Glu Ala Glu Pro Arg Gin His Leu Tyr Ser val Phe Asp Arg Ala 

805 ~ 810 815 

Thr Ser Lys val Thr Glu Val Trp Thr Leu Pro Gin Val Ala Gly Gin 

820 825 830 

Arg Tyr Gly Ser His Lys Asp Leu Tyr lie Leu Met Ser His Thr Ser 

835 840 845 

Gly Ser Ala Ala Glu Ala Phe Ala His Thr Met Gin Asp Leu Gin Arg 

850 855 860 

Ala Thr val lie Gly Glu Pro Thr Ala Gly Gly Ala Leu Ser val Gly 
865 870 875 880 

He Tyr Gin val Gly Ser Ser Pro Leu Tyr Ala Ser Met Pro Thr Gin 
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885 890 895 

Met Ala Met Ser Ala Thr Thr Gly Lys Ala Trp Asp Leu Ala Gly val 

900 905 910 

Glu Pro Asp lie Thr Val Pro Met Ser Glu Ala Leu Ser lie Ala Gin 

915 920 925 

Asp lie val Ala Leu Arg Ala Lys val Pro Thr val Leu Gin Thr Ala 

930 935 940 

Gly Lys Leu Val Ala Asp Asn Tyr Ala Ser Ala Glu Leu Gly Ala Lys 
945 950 955 960 

Met Ala Thr Lys Leu Ser Gly Leu Gin Ser Arg Tyr Ser Arg Val Thr 

965 970 ~ 975 

Ser Glu val Ala Leu Ala Glu lie Leu Gly Ala Asp Leu Gin Met Leu 

980 985 990 

Ser Gly Asp Pro His Leu Lys Ala Ala His lie Pro Glu Asn Ala Lys 

995 1000 1005 

Asp Arg lie Pro Gly lie val Pro Met Gin lie Pro Ser Pro Glu val 

1010 1015 1020 

Phe Glu Glu Leu lie Lys Phe Ser Phe His Thr Asn val Leu Glu Asp 
1025 1030 1035 1040 

Asn lie Gly Tyr Leu Arg Phe Asp Met Phe Gly Asp Gly Glu Leu Leu 

1045 1050 1055 

Thr Gin val Ser Arg Leu Leu Val Glu His lie Trp Lys Lys lie Met 

1060 1065 1070 

His Thr Asp Ala Met lie lie Asp Met Arg Phe Asn lie Gly Gly Pro 

1075 1080 ~ 1085 

Thr ser Ser lie Pro lie Leu Cys Ser Tyr Phe Phe Asp Glu Gly Pro 

1090 1095 1100 

Pro val Leu Leu Asp Lys lie Tyr ser Arg Pro Asp Asp Ser val Ser 
1105 1110 1115 1120 

Glu Leu Trp Thr His Ala Gin val val Gly Glu Arg Tyr Gly Ser Lys 

1125 1130 1135 

Lys Ser Met Val lie Leu Thr Ser Ser Val Thr Ala Gly Thr Ala Glu 

1140 1145 1150 

Glu Phe Thr Tyr lie Met Lys Arg Leu Gly Arg Ala Leu Val lie Gly 

1155 1160 " 1165 

Glu Val Thr Ser Gly Gly Cys Gin Pro Pro Gin Thr Tyr His Val Asp 

1170 1175 1180 

Asp Thr Asn Leu Tyr Leu Thr lie Pro Thr Ala Arg Ser Val Gly Ala 
1185 1190 1195 1200 

Ser Asp Gly Ser Ser Trp Glu Gly val Gly val Thr Pro His Val val 

1205 1210 1215 

val Pro Ala Glu Glu Ala Leu Ala Arg Ala Lys Glu Met Leu Gin His 

1220 1225 1230 

Asn Gin Leu Arg Val Lys Arg Ser Pro Gly Leu Gin Asp His Leu 
1235 1240 1245 

<210> 60 

<211> 300 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Met Ala Glu val Asn lie lie Tyr val Thr val Phe lie Leu Lys Gly 

1 5 10 15 

lie Thr Asn Arg Pro Glu Leu Gin Ala Pro Cys Phe Gly val Phe Leu 

20 25 30 

val lie Tyr Leu val Thr val Leu Gly Asn Leu Gly Leu lie Thr Leu 

35 40 45 

lie Lys lie Asp Thr Arg Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 

50 55 60 

His Leu Ala Phe val Asp Leu Cys Tyr Ser Ser Ala lie Thr Pro Lys 
65 70 75 80 

Met Met val Asn Phe Val val Glu Arg Asn Thr lie Pro Phe His Ala 
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st 














85 










90 






95 




Cys Ala 


Thr 


Gin 


Leu 


Gly Cys 


Phe 


Leu 


Thr Phe Met 


lie 


Thr 


Glu 


Cys 




100 










105 






110 






Phe Leu 


Leu 


Ala 


Ser 


Met 


Ala 


Tyr 


Asp 


Cys Tyr Val 


Ala 


lie 


cys 


Ser 




115 










120 


125 


He 


Gin 




Pro Leu 


His 


Tyr 


Ser 


Thr 


Leu 


Met 


Ser 


Arg Arg Val 


Cys 


Leu 


130 








135 






140 








val Ala 


val 


Pro 


Tyr 


lie Tyr 


Ser 


Phe 


Leu val Ala 


Leu 


Phe 


His 


Thr 


145 






150 








155 








160 


val lie 


Thr 


Phe 


Arg 


Leu 


Thr 


Tyr 


cys 


Gly Pro Asn 


Leu 


lie 


Asn 


His 








165 






170 






175 




Phe Tyr 


Cys 


Asp 


Asp 


Leu 


Pro 


Phe 


Leu 


Ala Leu Ser 


Cys 


Ser 


Asp Thr 


180 








185 






190 






His Met 


Lys 


Glu 


lie 


Leu 


He 


Phe 


Ala 


Phe Ala Gly 


Phe 


Asp 


Met 


He 




195 










200 




205 






ser Ser 


Ser 


Ser 


lie 


Val 


Leu 


Thr 


Ser 


Tyr lie Phe 


lie 


lie 


Ala 


Ala 


210 










215 






220 










lie Leu 


Arg 


lie 


Arg 


ser 


Thr 


Gin 


Gly 


Gin His Lys 


Ala 


lie 


Ser 


Thr 


225 




230 








235 








240 


Cys Gly 


Ser 


, , • 

HIS 


Met 


val 


Thr 


val 


Thr 


Tip Php Tvr 

-L i v. rue i y i 


Gly 


Thr 


Leu 


He 






245 










250 




255 




Phe Met 


Tyr 


Leu 


Gin 


Pro 


Lys 


ser 


Asn 


His Ser Leu 


Asp 


Thr 


Asp 


Lys 




260 








265 






270 






Met Ala 


Ser 


val 


Phe 


Tyr Thr 


val 


val 


lie Pro Met 


Leu 


Asn 


Pro 


Leu 




275 










280 






285 








lie Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


val 


Lys Asp Ala 










290 








295 






300 










<210> 61 
























<211> 418 
























<212> PRT 
























<213> Homo sapiens 




















<400> 61 
























Met lie 


Gin 


Leu 


Thr 


Ala 


Thr 


Pro 


val 


Ser Ala Leu 


val 


Asp 


Glu 


Pro 


1 






5 










10 




15 




Val His 


He 


Arg 


Ala 


Thr Gly 


Leu 


lie 


Pro Phe Gin 


Met 


val 


Ser 


Phe 






20 










25 






30 






Gin Ala 


Ser 


Leu 


Glu 


Asp Glu 


Asn 


Gly 


Asp Met Phe 


Tyr 


Ser 


Gin 


Ala 




35 










40 


45 








His Tyr 


Arg 


Ala 


Asn 


Glu 


Phe 


Gly 


Glu 


val Asp Leu 


Asn 


His 


Ala 


Ser 


50 








55 




60 










Ser Leu 


Gly 


Gly 


Asp 


Tyr 


Met 


Gly 


val 


His Pro Met 


Gly 


Leu 


Phe 


Trp 


65 


70 






75 








80 


Ser Leu 


Lys 


Pro 


Glu 


Lys 


Leu 


Leu 


Thr 


Arg Leu Leu 


Lys 


Arg 


Asp val 






85 










90 




95 




Met Asn 


Arg 


Pro 


Phe 


Gin 


val 


Gin 


val 


Lys Leu Tyr 


Asp 


Leu 


Glu 


Leu 




100 










105 


110 






He val 


Asn 


Asn 


Lys 


val 


Ala 


Ser 


Ala 


Pro Lys Ala 


Ser 


Leu 


Thr 


Leu 




115 








120 




125 








Glu Arg 


Trp 


Tyr 


val 


Ala 


Pro 


Gly 


Val 


Thr Arg lie 


Lys 


val 


Arg 


Glu 


130 






135 




140 








Gly Arg 


Leu 


Arg 


Gly 


Ala 


Leu 


Phe 


Leu 


Pro Pro Gly 


Glu 


Gly 


Leu 


Phe 


145 




150 








155 






160 


Pro Gly 


val 


lie 


Asp 


Leu 


Phe 


Gly 


Gly 


Leu Gly Gly 


Leu 


Leu 


Glu 


Phe 






165 






170 






175 




Arg Ala 


Ser 


Leu 


Leu 


Ala 


Ser 


Arg 


Gly 


Phe Ala Ser 


Leu 


Ala 


Leu 


Ala 




180 








185 






i on 






Tyr His 


Asn 


Tyr 


Glu 


Asp 


Leu 


Pro 


Arg 


Lys Pro Glu 


val 


Thr 


Asp 


Leu 


195 






200 


205 








Glu Tyr 


Phe 


Glu 


Glu 


Ala 


Ala 


Asn 


Phe 


Leu Leu Arg 


His 


Pro 


Lys 


val 


210 










215 






220 








Phe Gly 


Ser 


Gly 


val 


Gly val 


val 


Ser 


val Cys Gin 


Gly 


val 


Gin 


He 
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225 








230 








235 


240 


Gly Leu 


Ser 


Met 


Ala 


lie 


Tyr 


Leu 


Lys 


Gin val Thr Ala 


Thr val Leu 






245 






250 


255 


lie Asn 


Gly 


Thr 


Asn 


Phe 


Pro 


Phe 


Gly 


lie Pro Gin Val 


Tyr His Gly 




260 










265 




270 


Gin lie 


Hi s 


Gin 


Pro 


Leu 


Pro 


His 


ser 


Ala Gin Leu lie 


Ser Thr Asn 




275 










280 




285 




Ala Leu 


Gly 


Leu 


Leu 


Glu 


Leu 


Tyr 


Arg 


Thr Phe Glu Thr 


Th r Gin Va l 


290 








295 


300 




Gly Ala 


Ser 


Gin Tyr 


Leu 


Phe 


Pro 


lie 


Glu Glu Ala Gin 


Gly Gin Phe 


305 








310 








315 


320 


Leu Phe 


lie 


val 


Gly 


Glu 


Gly 


Asp 


Lys 


Thr lie Asn Ser 


Lys Ala His 








325 




330 


335 


Ala Glu 


Gin 


Ala 


He 


Gly 


Gin 


Leu 


Lys 


Arg His Gly Lys 


Asn Asn Trp 






340 








345 


350 


Thr Leu 


Leu 


Ser Tyr 


Pro 


Gly 


Ala 


Gly 


His Leu lie Glu 


Pro Pro Tyr 




355 








360 


365 




Ser Pro 


Leu 


Cys 


Cys 


Ala 


ser 


Thr 


Thr 


His Asp Leu Arg 


Leu His Trp 


370 






Tip 

375 






380 




Gly Gly 


Glu 


val 


He 


Pro 


His 


Ala 


Ala 


Ala Gin Glu His 


Ala Trp Lys 


385 








390 








395 


A f\f\ 

4UU 


Glu lie 


Gin 


Arg 


Phe 


Leu 


Arg 


Lys 


His 


Leu lie Pro Asp 


val Thr Ser 






405 






410 




Gin Leu 




















<210> 62 


















<211> 262 


















<212> PRT 


















<213> Homo sapiens 














<400> 62 














Pro Asn Pro Glu 


Glu Pro He 


lie Ser 


Pro 


Gin 


Ser 


Arg 


Asp 


Ala 


Lys 


1 






5 




10 


15 


Asp Glu 


Asp 


Glu 


Asp 


lie 


Gin 


Thr 


Glu 


Arg lie Arg Thr 


Ala Thr Ala 


20 








25 


30 


Leu Thr 


Thr 


Ser 


lie 


Leu 


Asp 


Gl u 


val 


Glu Leu Lys Gly 


Cys Ser ser 




35 








40 




45 


val Leu 


Gly 


His 


Leu 


Gly 


Tyr 


Cys 


Pro 


Gin Glu Asn Val 


Leu Trp Pro 


50 






55 




60 




Met Leu 


Thr 


Leu 


Arg 


Glu 


His 


Leu 


Glu 


Val Tyr Ala Ala 


Val Lys Gly 


65 






70 








75 


80 


Leu Arg 


Lys 


Ala 


Asp 


Ala 


Arg 


Leu 


Ala 


lie Ala Arg Leu 


val Ser Ala 




85 








90 


95 


Phe Lys 


Leu 


His 


Glu 


Gin 


Leu 


Asn 


val 


Pro val Gin Lys 


Leu Thr Ala 




100 










105 


110 


Gly lie 


Thr 


Arg 


Lys 


Leu 


Cys 


Phe 


val 


Leu Ser Leu Leu 


Gly Asn Ser 


115 




120 




125 


Pro Thr Gly 


Pro val 


Leu 


Leu 


Leu 


Asp 


Gl U 


Pro 


Ser 


Thr Gly lie Asp 


130 








135 






140 


Gin Gin 


Gin 


Met 


Trp 


Gin 


Ala 


He 


Gin 


Ala val val Lys 


Asn Thr Glu 


145 






150 








155 


160 


Arg Gly 


val 


Leu 


Leu 


Thr 


Thr 


His 


Asn 


Leu Ala Glu Ala 


Glu Ala Leu 






165 










170 


175 


Cys Asp 


Arg 


val 


Ala 


lie 


Met 


val 


Ser 


Gly Arg Leu Arg 


Cys lie Gly 


180 










185 


190 


ser lie 


Gin 


His 


Leu 


Lys 


Asn 


Lys 


Leu 


Gly Lys Asp Tyr 


lie Leu Glu 




195 












205 


Thr Glu He 


Leu Lys 


val 


Lys 


Glu 


Thr 


Ser 


Gin 


val 


Thr Leu val His 


210 








215 






220 




Leu Lys 


Leu 


Phe 


Pro 


Gin 


Ala 


Ala 


Gly 


Gin Glu Arg Tyr 


Ser Ser Leu 


225 








230 






235 


240 


Leu Thr 


Tyr 


Lys 


Leu 


Pro 


val 


Ala 


Asp 


val Tyr Pro Leu 


Ser Gin Thr 
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245 

Phe His Lys Leu Glu 
260 



GC773-2-seqlist 
250 



255 



Ala 



<210> 63 

<211> 1303 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Trp Asn Thr Ser Asn Pro Asp Phe Thr Lys Cys Phe Gin Asn Thr val 

1 5 10 15 

Leu val Trp val Pro Cys Phe Tyr Leu Trp Ala Cys Phe Pro Phe Tyr 

20 25 30 

Phe Leu Tyr Leu Ser Arg His Asp Arg Gly Tyr lie Gin Met Thr Pro 

35 ~ 40 45 

Leu Asn Lys Thr Lys Thr Ala Leu Gly Phe Leu Leu Trp lie val Cys 

50 55 60 

Trp Ala Asp Leu Phe Tyr Ser Phe Trp Glu Arg Ser Arg Gly lie Phe 
65 70 75 80 

Leu Ala Pro val Phe Leu val Ser Pro Thr Leu Leu Gly lie Thr Met 

85 90 95 

Leu Leu Ala Thr Phe Leu lie Gin Leu Glu Arg Arg Lys Gly val Gin 

100 105 110 

Ser ser Gly lie Met Leu Thr Phe Trp Leu val Ala Leu Val Cys Ala 

115 120 125 

Leu Ala lie Leu Arg Ser Lys lie Met Thr Ala Leu Lys Glu val Asp 

130 " 135 140 

Leu Phe Arg Asp lie Thr Phe Tyr val Tyr Phe Ser Leu Leu Leu lie 
145 ~ 150 155 160 

Gin Leu val Leu Ser cys Phe Ser Asp Arg ser Pro Leu Phe Ser Glu 

165 170 175 

Thr lie His Asp Pro Asn Pro Cys Pro Glu Ser ser Ala Ser Phe Leu 

180 185 190 

ser Arg lie Thr Phe Trp Trp lie Thr Gly Leu lie val Arg Gly Tyr 

195 200 205 

Arg Gin Pro Leu Glu Gly Ser Asp Leu Trp Ser Leu Asn Lys Glu Asp 

210 215 220 

Thr Ser Glu Gin val val Pro val Leu val Lys Asn Trp Lys Lys Glu 
225 230 235 240 

cys Ala Lys Thr Arg Asn ser Ser Gly Ser Gly Glu Ser Cys Ser Ala 

245 250 255 

Asn Thr Glu Ala Leu Phe Pro Ala Pro Thr Cys His Lys Ser Phe Gin 

260 265 270 

Ala Leu Ser Leu Leu Leu Cys Arg Leu Leu lie Lys Phe Val Asn Asp 

275 280 285 

Thr Lys Ala Pro Asp Trp Gin Gly Tyr Phe Tyr Thr val Leu Leu Phe 

290 295 300 

val Thr Ala Cys Leu Gin Thr Leu val Leu His Gin Tyr Phe His lie 
305 310 315 320 

Cys Phe val Ser Gly Met Arg lie Lys Thr Ala val lie Gly Ala val 

325 ~ 330 335 

Tyr Arg Lys Ala Leu Val lie Thr Asn Ser Ala Arg Lys Ser Ser Thr 

340 345 350 

val Gly Glu lie val Asn Leu Met Ser val Asp Ala Gin Arg Phe Met 

355 360 365 

Asp Leu Ala Thr Tyr lie Asn Met lie Trp ser Ala Pro Leu Gin val 

370 375 380 

lie Leu Ala Leu Tyr Leu Leu Trp Leu val val Ala Pro Asp val Leu 
385 390 395 400 

Thr Ala val Ser ser Lys val Ala His Met Lys Ser Lys Asp Asn Arg 

405 410 415 

lie Lys Leu Met Asn Glu lie Leu Asn Gly lie Lys val Leu Lys Leu 
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420 










425 




430 


Tyr Ala 


Trp 


Glu 


Leu 


Ala 


Phe 


Lys Asp 


Lys val Leu Ala 


lie Arg Gin 


435 










440 




445 


Ala val Gly 


Glu Glu 


Leu 


Lys 


val 


Leu 


Lys 


Lys 


Ser 


Ala Tyr Leu Ser 


450 








455 




460 




Thr Phe 


Thr 


Trp 


val 


cys 


Thr 


Pro 


Phe 


Leu Val Ala Leu 


Cys Thr Phe 


465 






470 








475 


A O A 

480 


Ala val 


Tyr 


val 


Thr 


lie 


Asp 


Glu 


Asn 


Asn lie Leu Asp 


Ala Gin Thr 






485 








490 


495 


Ala Phe 


val 


ser 


Leu 


Ala 


Leu 


Phe 


Asn 


lie- Leu Arg Phe 


Pro Leu Asn 






500 










505 


510 


lie Leu 


Pro 


Met 


val 


lie 


Ser 


Ser 


He 


val Gin val Gin 


Gly Glu Ala 




515 










520 




525 


Gly Ala 


Thr 


ser 


Glu 


Arg 


Gly 


Pro 


Trp 


Gly Ser Arg Pro 


Arg Lys His 


530 








535 






540 




Gly Thr 


Arg 


Gin 


Ala 


Ser 


Phe 


Ser 


val 


Ala Glu Pro Gly 


val Leu Cys 


545 






550 








555 


560 


Arg Phe 


Ser 


lie 


Thr 


Phe 


Ser 


lie 


Pro 


Glu Gly Ala Leu 


Val Ala val 






565 










570 


575 


val Gly 


Gin 


val 


Gly 


Cys 


Gly 


Lys 


Ser 


Ser Leu Leu Ser 


Ala Leu Leu 




580 


585 




590 


Ala Glu 


Met 


Asp 


Lys 


Val 


Glu 


Gly His 


val Ala lie Lys 


Gly Ser val 




595 






600 




TAP 

605 


Leu Arg Glu 


Ala Tyr 


Val 


Pro 


Gin 


Gin 


Ala 


Trp 


He 


Gin Asn Asp Ser 


610 










615 




620 


Arg Ser Val 


Asn lie 


Leu 


Phe 


Gly 


Cys 


Gin 


Leu 


Glu 


Glu Pro Tyr Tyr 


625 






630 








635 


C A f\ 

640 


lie Gin 


Ala 


Cys 


Ala 


Leu 


Leu 


Pro Asp 


Leu Glu lie Leu 


Pro Ser Gly 






645 










650 


655 


Asp Arg 


Thr 


Glu 


lie 


Gly 


Glu 


Lys Gly 


Val Asn Leu Ser 


Gly Gly Gin 




660 








665 




670 


Lys Gin 


Arg 


val 


Ser 


Leu 


Ala 


Arg 


Ala 


Val Tyr Ser Asn 


Ala Asp lie 


675 










680 




685 




Tyr Leu 


Phe 


Asp 


Asp 


Pro 


Leu 


Ser 


Ala 


val Asp Ala His 


val Gly Lys 


690 






695 






700 




His lie 


Phe 


Glu 


Asn 


val 


lie 


Gly Pro 


Lys Gly Met Leu 


Lys Asn Lys 


705 








710 








715 


720 


Ser Cys 


Leu 


lie 


Ser 


Cys 


Asp 


Leu 


Gin 


val Lys Leu Ser 


val Tyr Trp 






725 






730 


735 


Asp Tyr 


Met 


Lys 


Ala 


lie 


Gly 


Leu 


Phe 


lie Ser Phe Leu 


Ser lie Phe 




740 








745 




750 


Leu Phe 


Met 


Cys 


Asn 


His 


val 


ser 


Ala 


Leu Ala Ser Asn 


Tyr Trp Leu 




755 








760 




765 


Ser Leu 


Trp 


Thr 


Asp 


Asp 


Pro 


lie val 


Asn Gly Thr Gin 


Glu His Thr 


770 




775 






780 


Gin Gly lie 


Lys Val 


Arg 


Leu 


Ser 


val 


Tyr 


Gly Ala 


Leu Gly lie Ser 


785 






790 






795 


O f\f\ 

800 


Ala val 


Phe 


Gly 


Tyr 


Ser 


Met 


Ala val 


Ser lie Gly Gly 


lie Leu Ala 






805 










810 


815 


Ser Arg 


Cys 


Leu 


His 


val 


Asp 


Leu 


Leu 


His Ser lie Leu 


Arg Ser Pro 


820 








825 




830 


Met Ser 


Phe 


Phe 


Glu 


Arg 


Thr 


Pro 


Ser 


Gly Asn Leu val 


Asn Arg Phe 




835 








840 




845 




Ser Lys 


Glu 


Leu 


Asp 


Thr 


Val 


Asp 


ser 


Met lie Pro Glu 


val lie Lys 


850 








855 




860 




Met Phe 


Met 


Gly 


Ser 


Leu 


Phe 


Asn 


val 


lie Gly Ala Cys 


lie Val lie 


865 






870 








875 


880 


Leu Leu 


Ala 


Thr 


Pro 
885 


He 


Ala 


Ala 


He 


lie lie Pro Pro 
890 


Leu Gly Leu 
895 


lie Tyr 


Phe 


Phe 


val 


Gin 


Arg 


Phe Tyr 


val Ala Ser ser 


Arg Gin Leu 




900 








905 




910 


Lys Arg 


Leu 


Glu 


Ser 


val 


Ser 


Arg 


Ser 


Pro val Tyr Ser 


His Phe Asn 


915 










920 




925 
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Glu Thr Leu Leu Gly val ser val lie Arg Ala Phe Glu Glu Gin Glu 

930 935 940 

Arg Phe lie His Gin Ser Asp Leu Lys val Asp Glu Asn Gin Lys Ala 
945 950 955 960 

Tyr Tyr Pro Ser lie val Ala Asn Arg Trp Leu Ala Val Arg Leu Glu 

965 970 975 

Cys val Gly Asn Cys lie Val Leu Phe Ala Ala Leu Phe Ala val lie 

980 985 990 

Ser Arg His Ser Leu Ser Ala Gly Leu val Gly Leu Ser Val Ser Tyr 

995 1000 1005 

Ser Leu Gin val Thr Thr Tyr Leu Asn Trp Leu val Arg Met Ser Ser 

1010 1015 1020 

Glu Met Glu Thr Asn lie Val Ala val Glu Arg Leu Lys Glu Tyr Ser 
1025 1030 1035 1040 

Glu Thr Glu Lys Glu Ala Pro Trp Gin lie Gin Glu Thr Ala Pro Pro 

1045 1050 1055 

Ser Ser Trp Pro Gin val Gly Arg Val Glu Phe Arg Asn Tyr Cys Leu 

1060 1065 1070 

Arg Tyr Arg Glu Asp Leu Asp Phe Val Leu Arg His lie Asn val Thr 

1075 1080 1085 

lie Asn Gly Gly Glu Lys Val Gly lie val Gly Arg Thr Gly Ala Gly 

1090 1095 1100 

Lys Ser Ser Leu Thr Leu Gly Leu Phe Arg lie Asn Glu Ser Ala Glu 
1105 1110 1115 1120 

Gly Glu lie lie lie Asp Gly lie Asn lie Ala Lys lie Gly Leu His 

1125 1130 1135 

Asp Leu Arg Phe Lys lie Thr lie lie Pro Gin Asp Pro val Leu Phe 

1140 1145 1150 

Ser Gly Ser Leu Arg Met Asn Leu Asp Pro Phe Ser Gin Tyr Ser Asp 

1155 1160 1165 

Glu Glu val Trp Thr Ser Leu Glu Leu Ala His Leu Lys Asp Phe val 

1170 1175 1180 

Ser Ala Leu Pro Asp Lys Leu Asp His Glu Cys Ala Glu Gly Gly Glu 
1185 1190 1195 1200 

Asn Leu Ser val Gly Gin Arg Gin Leu val Cys Leu Ala Arg Ala Leu 

1205 1210 1215 

Leu Arg Lys Thr Lys lie Leu val Leu Asp Glu Ala Thr Ala Ala val 

1220 1225 1230 

Asp Leu Glu Thr Asp Asp Leu lie Gin Ser Thr lie Arg Thr Gin Phe 

1235 1240 1245 

Glu Asp Cys Thr val Leu Thr lie Ala His Arg Leu Asn Thr lie Met 

1250 1255 1260 

Asp Tyr Thr Arg val lie Val Leu Asp Lys Gly Glu lie Gin Glu Tyr 
1265 ~ 1270 1275 1280 

Gly Ala Pro Ser Asp Leu Leu Gin Gin Arg Gly Leu Phe Tyr ser Met 

1285 1290 1295 

Ala Lys Asp Ala Gly Leu val 
1300 

<210> 64 
<211> 736 
<212> PRT 

<213> Homo sapiens 
<400> 64 

His Arg Leu lie Gly His Ser Ser Ala Glu Cys lie Leu Ser Gly Asn 

1 5 10 15 

Thr Ala His Trp Ser Thr Lys Pro Pro He Cys Gin Arg lie Pro Cys 

20 25 30 

Gly Leu Pro Pro Thr lie Ala Asn Gly Asp Phe lie Ser Thr Asn Arg 

35 40 45 

Glu Asn Phe His Tyr Gly Ser Val val Thr Tyr Arg Cys Asn Leu Gly 
50 55 60 
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Ser Arg 


Gly 


Arg 


Lys 


val 


Phe 


Glu 


Leu 


val Gly Glu 


Pro 


Ser 


lie Tyr 


65 


70 








75 






80 


Cys Thr 


Ser 


Asn 


Asp 


Asp 


Gin 


val 


Gly 


lie Trp Ser 


Gly 


Pro 


Ala Pro 






85 








90 






95 


Gin Cys 


lie 


lie 


Pro 


Asn 


Lys 


Cys 


Thr 


Pro Pro Asn 


val 


G 1 U 


Asn Gly 




100 






105 






110 




lie Leu 


val 


Ser 


Asp 


Asn 


Arg 


Ser 


Leu 


Phe Ser Leu 


Asn 


Gl U 


val val 




115 






120 






125 






Glu Phe 


Arg 


cys 


Gin 


Pro 


Gly 


Phe 


val 


Met Lys Gly 


Pro 


Arg 


Arg val 


130 






135 






140 








Lys Cys 


Gin 


Ala 


Leu 


Asn 


Lys 


Trp 


Glu 


Pro Glu Leu 


Pro 


Ser 


Cys Ser 


145 








150 




155 






160 


Arg val 


Cys 


Gin 


Pro 


Pro 


Pro 


GlU 


He 


Leu His Gly 


Glu 


Hi S 


Thr Pro 




165 










170 






175 


Ser His 


Gin 


Asp 


Asn 


Phe 


Ser 


Pro 


Gly 


Gin Glu val 


Phe 


Tyr 


Ser Cys 






180 










185 






190 




Glu Pro 


Gly 


Tyr 


Asp 


Leu 


Arg 


Gly 


Ala 


Ala Ser Leu 


His 


Cys 


Thr Pro 




195 




200 






205 






Gin Gly 


Asp 


Trp 


Ser 


Pro 


Glu 


Ala 


Pro 


Arg Cys Ala 


val 


Lys 


Ser Cys 


210 






215 






220 








Asp Asp 


Phe 


Leu 


Gly 


Gin 


Leu 


Pro 


His 


Gly Arg val 


Leu 


Phe 


Pro Leu 


225 






230 








235 






240 


Asn Leu 


Gin 


Leu 


Gly 


Ala 


Lys 


val 


Ser 


Phe val Cys 


Asp 


Glu 


Gly Phe 








245 








250 






255 


Arg Leu 


Lys 


Gly 


Ser 


Ser 


Val 


Ser 


His 


Cys val Leu 


val 


G ly 


Met Arg 


260 










265 






270 




Ser Leu 


Trp 


Asn 


Asn 


Ser 


val 


Pro 


val 


Cys Glu His 


lie 


Phe 


Cys Pro 




275 










280 




285 






Asn Pro 


Pro 


Ala 


lie 


Leu 


Asn 


Gly 


Arg 


His Thr Gly 


Thr 


Pro 


Ser Gly 


290 










295 


300 






His Pro 


Asp lie 


Pro 


Tyr 


Gly 


Lys 


Glu 


lie 


Ser 


Tyr Thr Cys 


Asp 


Pro 


305 




310 








315 






320 


Asp Arg 


Gly 


Met 


Thr 


Phe 


Asn 


Leu 


He 


Gly Glu Ser 


Thr 


lie 


Arg Cys 




325 










330 






335 


Thr Ser 


Asp 


Pro 


His 


Gly 


Asn 


Gly 


val 


Trp Ser Ser 


Pro 


Ala 


Pro Arg 




340 






345 




350 




Cys Glu 


Leu 


Ser 


val 


Arg 


Ala 


Gly 


His 


Cys Lys Thr 


Pro 


Glu 


Gin Phe 


355 








360 




365 






Pro Phe 


Ala 


Ser 


Pro 


Thr 


He 


Pro 


He 


Asn Asp Phe 


Glu 


Phe 


Pro val 


370 










375 






380 








Gly Thr 


Ser 


Leu 


Asn 


Tyr 


Glu 


Cys 


Arg 


Pro Gly Tyr 


Phe 


Gly 


Lys Met 


385 








390 




395 






400 


Phe Ser 


lie 


Ser 


cys 


Leu 


Glu 


Asn 


Leu 


val Trp Ser 


Ser 


Val 


Glu Asp 








405 










410 






415 


Asn Cys 


Arg 


Arg 


Lys 


Ser 


Cys 


Gly 


Pro 


Pro Pro Glu 


Pro 


Phe 


Asn Gly 


420 






425 






430 




Met val 


His 


lie 


Asn 


Thr 


ASp 


Thr 


Gin 


Phe Gly Ser 


Thr 


val 


Asn Tyr 




435 








440 




445 




Ser Cys 


Asn 


Glu 


Gly 


Phe 


Arg 


Leu 


He 


Gly Ser Pro 


Ser 


Thr 


Thr Cys 


450 








455 






460 








Leu Val 


Ser 


Gly 


Asn 


Asn 


val 


Thr 


Trp 


Asp Lys Lys 


Ala 


Pro 


lie Cys 


465 






470 






475 






480 


Glu lie 


lie 


ser 


Cys 


Glu 


Pro 


Pro 


Pro 


Thr lie Ser 


Asn 


Gly 


Asp Phe 








485 










490 




495 


Tyr Ser 


Asn 


Asn 


Arg 


Thr 


Ser 


Phe 


His 


Asn Gly Thr 


val 


val 


Thr Tyr 




500 








rnr 

505 




510 




\j i n cys 


HI S 


i n r 


o i y 


Pro 


Asp 


V3 1 y 


Glu 


Gin Leu Phe 


Glu 


LcU 


vd i V3 i y 


515 






520 






525 






Glu Arg 


Ser 


He 


Tyr 


Cys 


Thr 


Ser 


Lys 


Asp Asp Gin 


Val 


Gly 


val Trp 


530 






535 




540 






Ala Pro 


Ser Ser 


Pro 


Pro 


Pro 


Arg 


Cys 


He 


Ser 


Thr Asn Lys 


Cys 


Thr 


545 








550 






555 




560 


Glu val 


Glu 


Asn 


Ala 


lie 


Arg 


val 


Pro 


Gly Asn Arg 


Ser 


Phe 


Phe Thr 
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565 570 575 

Leu Thr Glu lie lie Arg Phe Arg Cys Gin Pro Gly Phe val Met val 

580 ~ 585 590 

Gly Ser His Thr val Gin Cys Gin Thr Asn Gly Arg Trp Gly Pro Lys 

595 600 605 

Leu Pro His Cys Ser Arg val Cys Gin Pro Pro His lie Leu His Gly 

610 ' 615 620 

Glu His Thr Leu Ser His Gin Asp Asn Phe Ser Pro Gly Gin Glu val 
625 630 635 640 

Phe Tyr Ser Cys Glu Pro Ser Tyr Asp Leu Arg Gly Ala Ala Ser Leu 

645 650 655 

His Cys Thr Pro Gin Gly Asp Trp ser Pro Glu Ala Pro Arg Cys Thr 

660 665 670 

val Lys Ser Cys Asp Asp Phe Leu Gly Gin Leu Pro His Gly Arg val 

675 680 685 

Leu Leu Pro Leu Asn Leu Gin Leu Gly Ala Lys val ser Phe val Cys 

690 695 700 

Asp Glu Gly Phe Arg Leu Lys Gly Arg Ser Ala Ser His Cys Val Leu 
705 710 715 720 

Ala Gly Met Lys Ala Leu Trp Asn Ser ser val Pro Val Cys Glu Arg 
725 730 735 

<210> 65 
<211> 738 
<212> PRT 

<213> Homo sapiens 
<400> 65 

Met Arg Gly Pro Pro Ala Trp Pro Leu Arg Leu Leu Glu Pro Pro Ser 

1 5 10 15 

Pro Ala Glu Pro Gly Arg Leu Leu Pro val Ala Cys val Trp Ala Ala 

20 25 30 

Ala Ser Arg val Pro Gly Ser Leu Ser Pro Phe Thr Gly Leu Arg Pro 

35 40 45 

Ala Arg Leu Trp Gly Ala Gly Pro Ala Leu Leu Trp Gly Val Gly Ala 

50 55 60 

Ala Arg Arg Trp Arg Ser Gly Cys Arg Gly Gly Gly Pro Gly Ala Ser 
65 ~ 70 75 80 

Arg Gly val Leu Gly Leu Ala Arg Leu Leu Gly Leu Trp Ala Arg Gly 

85 ~ 90 95 

Pro Gly Ser Cys Arg Cys Gly Ala Phe Ala Gly Pro Gly Ala Pro Arg 

100 105 110 

Leu Pro Arg Ala Arg Phe Pro Gly Gly Pro Ala Ala Ala Ala Trp Ala 

115 120 125 

Gly Asp Glu Ala Trp Arg Arg Gly Pro Ala Ala Pro Pro Gly Asp Lys 

130 135 140 

Gly Arg Leu Arg Pro Ala Ala Ala Gly Leu Pro Glu Ala Arg Lys Leu 
145 ~ 150 * 155 160 

Leu Gly Leu Ala Tyr Pro Glu Arg Arg Arg Leu Ala Ala Ala Val Gly 

165 170 175 

Phe Leu Thr Met Ser ser Val lie Ser Met Ser Ala Pro Phe Phe Leu 

180 185 190 

Gly Lys lie lie Asp val lie Tyr Thr Asn Pro Thr val Asp Tyr Ser 

195 200 205 

Asp Asn Leu Thr Arg Leu Cys Leu Gly Leu Ser Ala Val Phe Leu Cys 

210 215 220 

Gly Ala Ala Ala Asn Ala He Arg Val Tyr Leu Met Gin Thr Ser Gly 
225 230 ^ 235 240 

Gin Arg lie Val Asn Arg Leu Arg Thr Ser Leu Phe Ser Ser lie Leu 

245 250 255 

Arg Gin Glu val Ala Phe Phe Asp Lys Thr Arg Thr Gly Glu Leu lie 

260 265 270 

Asn Arg Leu Ser Ser Asp Thr Ala Leu Leu Gly Arg ser Val Thr Glu 
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275 










280 






285 


Asn Leu 


Ser Asp 


Gly 


Leu 


Arg 


Ala 


Gly 


Ala Gin Ala 


Ser val Gly lie 


290 








295 




300 




Ser Met 


Met 


Phe 


Phe 


val 


ser 


Pro 


Asn 


Leu Ala Thr 


Phe val Leu Ser 


305 








310 








315 


320 


val val 


Pro 


Pro 


val 


Ser 


lie 


lie 


Ala 


val lie Tyr 


Gly Arg Tyr Leu 








325 










330 


335 


Arg Lys 


Leu 


Thr 


Lys 


Val 


Thr 


Gin 


Asp 


Ser Leu Ala 


Gin Ala Thr Gin 




340 








345 




350 


Leu Ala 


Glu 


Glu 


Arg 


He 


Gly 


Asn 


val 


Arg Thr Val 


Arg Ala Phe Gly 




355 






360 




365 


Lys Glu 


Met 


Thr 


Glu 


He 


Glu 


Lys 


Tyr 


Ala Ser Lys 


val Asp His val 


370 










375 


380 




Met Gin 


Leu 


Ala 


Arg 


Lys 


Glu 


Ala 


Phe 


Ala Arg Ala 


Gly Phe Phe Gly 


385 






390 








395 


400 


Ala Thr 


Gly 


Leu 


Ser 


Gly 


Asn 


Leu 


lie 


val Leu Ser 


val Leu Tyr Lys 






405 








410 


415 


Gly Gly 


Leu 


Leu 


Met 


Gly 


Ser 


Ala 


His 


Met Thr Val 


Gly Glu Leu Ser 




420 








425 




430 


Ser Phe 


Leu 


Met 


Tyr 


Ala 


Phe 


Trp 


Val 


Gly lie Ser 


lie Gly Gly Leu 




435 








440 




445 


Ser ser 


Phe Tyr 


Ser 


Glu 


Leu 


Met 


Lys 


Gly Leu Gly 


Ala Gly Gly Arg 


450 










455 




460 


Phe Asn Glu Gly 


Leu Trp 


Glu 


Leu 


Leu 


Glu 


Arg 


Glu 


Pro 


Lys Leu Pro 


465 








470 






475 


480 


val lie 


Leu 


Asn 


Glu 


Lys 


Ser 


Phe 


Gin 


Gly Ala Leu 


Glu Phe Lys Asn 








485 








490 


495 


val His 


Phe Ala 


Tyr 


Pro 


Ala 


Arg 


Pro 


Glu val Pro 


lie Phe Gin Asp 






500 






505 




510 


Phe Ser 


Leu 


Ser 


lie 


Pro 


Ser 


Gly 


Ser 


val Thr Ala 


Leu val Gly Pro 




515 










520 






525 


Ser Gly 


ser Gly 


Lys 


Ser 


Thr 


val 


Leu 


Ser Leu Leu 


Leu Arg Leu Tyr 


530 








535 






540 


Asp lie Arg Gin 


Asp Pro 


Ala 


Ser 


Gly 


Thr 


lie 


Ser 


Leu 


Asp Gly His 


545 






550 








555 


560 


Leu Asn 


pro val 


Trp 


Leu 


Arg 


Ser 


Lys 


lie Gly Thr 


val Ser Gin Glu 








565 






570 


575 


Pro lie 


Leu 


Phe 


Ser 


Cys 


Ser 


lie 


Ala 


Glu Asn lie 


Ala Tyr Gly Ala 






580 








585 




590 


Asp Asp 


Pro 


Ser 


Ser 


val 


Thr 


Ala 


Glu 


Glu lie Gin 


Arg val Ala Glu 


595 










600 






605 


val Ala 


Asn 


Ala 


val 


Ala 


Phe 


lie 


Arg 


Asn Phe Pro 


Gin Gly Phe Asn 


610 










615 




620 


Thr val 


val 


Gly 


Glu 


Lys 


Gly 


val 


Leu 


Leu Ser Gly 


Gly Gin Lys Gin 


625 






630 






635 


640 


Arg lie 


Ala lie 


Ala 


Arg 


Ala 


Leu 


Leu 


Lys Asn Pro 


Lys lie Leu Leu 






645 








650 


655 


Leu Asp 


Glu 


Ala 


Thr 


Ser 


Ala 


Leu 


Asp 


Ala Glu Asn 


Glu Tyr Leu Val 




660 










665 




670 


Gin Glu 


Ala 


Leu 


Asp 


Arg 


Leu 


Met 


Asp 


Gly Arg Thr 


val Leu val lie 




675 






680 


685 


Ala His 


Arg 


Leu 


Ser 


Thr 


He 


Lys 


Asn 


Ala Asn Met 


val Ala val Leu 


690 








695 




700 




Asp Gin 


Gly Lys 


He 


Thr 


Glu 


Tyr 


Gly 


Lys His Glu 


Glu Leu Leu Ser 


705 








710 




715 


720 


Lys Pro 


Asn Gly 


He 


Tyr 


Arg 


Lys 


Leu 


Met Asn Lys 


Gin Ser Phe lie 






725 




730 


735 



Ser Ala 



<210> 66 
<211> 1273 
<212> PRT 
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<213> Homo sapiens 
<400> 66 

Gly lie Leu Thr Trp Tyr lie Glu Ala Val His Pro Gly Met Tyr Gly 

1 5 10 15 

Leu Pro Arg Pro Trp Tyr Phe Pro Leu Gin Lys Ser Tyr Trp Leu Gly 

20 25 30 

Ser Gly Arg Thr Glu Ala Trp Glu Trp Ser Trp Pro Trp Ala Arg Thr 

35 40 45 

Pro Arg Leu Ser val Met Glu Glu Asp Gin Ala Cys Ala Met Glu Ser 

50 55 60 

Arg Arg Phe Glu Glu Thr Arg Gly Met Glu Glu Glu Pro Thr His Leu 
65 70 * 75 80 

Pro Leu val val Cys val Asp Lys Leu Thr Lys val Tyr Lys Asp Asp 

85 90 95 

Lys Lys Leu Ala Leu Asn Lys Leu Ser Leu Asn Leu Tyr Glu Asn Gin 

100 105 110 

val val Ser Phe Leu Gly His Asn Gly Ala Gly Lys Thr Thr His His 

115 ' 120 125 

Asn val Leu Phe Asp Arg Leu Thr val Glu Glu His Leu Trp Phe Tyr 

130 135 140 

Ser Arg Leu Lys Ser Met Ala Gin Glu Glu lie Arg Arg Glu Met Asp 
145 150 155 " " 160 

Lys Met lie Glu Asp Leu Glu Leu ser Asn Lys Arg His Ser Leu Val 

165 170 ~ 175 

Gin Thr Leu Ser Gly Gly Met Lys Arg Lys Leu Ser val Ala lie Ala 

180 185 190 

Phe val Gly Gly Ser Arg Ala lie lie Leu Asp Glu Pro Thr Ala Gly 

195 200 205 

val Asp Pro Tyr Ala Arg Arg Ala lie Trp Asp Leu lie Leu Lys Tyr 

210 215 220 

Lys Pro Gly Arg Thr lie Leu Leu Ser Thr His His Met Asp Glu Ala 
225 ~ 230 235 240 

Asp Leu Leu Gly Asp Arg lie Ala lie lie Ser His Gly Lys Leu Lys 

245 250 255 

Cys Cys Gly Ser Pro Leu Phe Leu Lys Gly Thr Tyr Gly Asp Gly Tyr 

260 265 270 

Arg Leu Thr Leu val Lys Arg Pro Ala Glu Pro Gly Gly Pro Gin Glu 

275 280 285 

Pro Gly Leu Ala Ser ser Pro Pro Gly Arg Ala Pro Leu Ser Ser cys 

290 295 300 

Ser Glu Leu Gin Val Ser Gin Phe lie Arg Lys His Val Ala Ser Cys 
305 310 315 320 

Leu Leu val Ser Asp Thr Ser Thr Glu Leu Ser Tyr lie Leu Pro Ser 

325 330 335 

Glu Ala Ala Lys Lys Gly Ala Phe Glu Arg Leu Phe Gin His Leu Glu 

340 345 350 

Arg Ser Leu Asp Ala Leu His Leu ser Ser phe Gly Leu Met Asp Thr 

355 360 365 

Thr Leu Glu Glu Val Phe Leu Lys Val Ser Glu Glu Asp Gin Ser Leu 

370 375 380 

Glu Asn Ser Glu Ala Asp val Lys Glu Ser Arg Lys Asp val Leu Pro 
385 390 395 400 

Gly Ala Glu Gly Pro Ala Ser Gly Glu Gly His Ala Gly Asn Leu Ala 

405 410 415 

Arg cys ser Glu Leu Thr Gin Ser Gin Ala Ser Leu Gin Ser Ala Ser 

420 425 430 

Ser val Gly Ser Ala Arg Gly Asp Glu Gly Ala Gly Tyr Thr Asp val 

435 440 445 

Tyr Gly Asp Tyr Arg Pro Leu Phe Asp Asn Pro Gin Asp Pro Asp Asn 

450 " 455 460 

val Ser Leu Gin Glu val Glu Ala Glu Ala Leu Ser Arg val Gly Gin 
465 470 475 ~ 480 
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Gly Ser 


Arg 


Lys 


Gly Leu 


Leu 


val 




500 


Leu Phe 


Ser 


Gin 




515 




Thr val 


Ala 


Leu 


530 






Leu Ser 


Pro 


Ser 


545 






lie Pro 


Tyr 


Ala 


Gly Ala 


Ser 


Leu 




580 


val Gly 


Gin 


Ala 


595 




Gin Pro 


His 


Leu 


610 






Pro Glu 


Ser 


Ala 


625 






Asn His 


Pro 


Met 


Leu Gin 


Gly 


Thr 




660 


Ser Phe 


val 


Pro 




675 




Thr Lys 


Ala 


Lys 


690 






Tyr Trp 


Leu 


Ala 


705 






Ala Thr 


cys 


cys 


Thr Ser 


Pro 


Thr 






740 


Gly Trp 


Ser 


He 




755 




val Pro 


ser 


Ser 


770 






Gly lie 


Thr 


Ala 


785 






Asp Lys 


Asp 


Leu 


lie Phe 


Pro 


Asn 






820 


Asn Glu 


Tyr 


He 


* 


835 




Met Lys 


Ser 


Pro 


850 






Met Ala 


val 


Glu 


865 






Tyr Asn 


Phe 


Leu 


Val Glu 


Asp 


Asp 








Gly Asp 


Ser 


Asp 




915 




Ala Gly 


Lys 


Thr 


930 




Thr Gly 


Gly 


Glu 


945 




Leu Gin 


val 


Gin 


Phe Asp 


Glu 


Leu 



Leu 


Asp 


Gly 


Gly 


485 








Lys 


Arg 


Phe 


His 


He 


Leu 


Leu 


Pro 








520 


Ser 


Val 


Pro 


Glu 






535 




Gin 


Tyr 


His 


Asn 




550 






Asn 


Glu 


Glu 


Arg 


565 






val 


Gly 


Gly 


Ala 


Gly 


Glu 


Gly 


Ala 




600 


Thr 


Leu 


He 


Trp 






615 


Ala 


Pro 


Ala 


Pro 




630 






Asn 


Lys 


Thr 


ser 


645 






Asp 


val 


val 


lie 


Ala 


ser 


Phe 


val 








680 


His 


Leu 


Gin 


Phe 






695 




Asn 


Tyr 


val 


Trp 




710 






val 


He 


He 


Leu 


725 








Asn 


Phe 


Pro 


Ala 


Thr 


Pro 


lie 


Met 








760 


Ala 


Tyr 


val 


Phe 




775 




Thr 


val 


Ala 


Thr 




790 






Lys 


Val 


val 


Asn 


805 








Tyr 


Asn 


Leu 


Gly 


Asn 


Glu 


Tyr 


Tyr 






840 


Phe 


Glu 


Trp 


Asp 






855 




Gly 


val 


Val 


Gly 


870 




Arg 


Arg 


Pro 


Gin 


885 








val 


Asp 


val 


Ala 


Asn 


Asp 


Met 


Cys 
920 


Ser 


Thr 


Phe 


Lys 






935 


Ala 


Phe 


val 


Asn 




950 






Gin 


Ser 


Leu 


Gly 


965 






Thr 


Ala 


Arg 


Glu 
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Trp 


Leu Lys Val 


490 


Cys 


Ala Arg Arg 


505 




Ala 


Phe Phe Val 


He 


Gly Asp Leu 




540 


Tyr 


Thr Gin Pro 


555 


Arg 


Glu Tyr Arg 


570 


Ser 


Glu Gly Ala 


585 


Gly 


Leu Ala Arg 


Gly 


Arg Gly Gly 




Pro 


Cys Ala Gly 




635 


Ala 


Ser Leu Ser 




650 


Ala 


lie Phe lie 


665 




Val 


Phe Leu val 


val 


Ser Gly Cys 




700 


Asp 


Met Leu Asn 


715 


Phe 


val Phe Asp 




730 


val 


Leu Ser Leu 


745 




Tyr 


pro Ala ser 


Leu 


lie val lie 




780 


Phe 


Leu Leu Gin 




795 


Ser 


Tyr Leu Lys 




810 


His 


Gly Leu Met 


825 


Ala 


Lys lie Gly 


He 


val Thr Arg 






Phe 


Leu Leu Thr 




875 


Arg 


Met Pro val 


890 


Ser 


Glu Arg Gin 


905 


Phe 


Gly Leu Leu 


Met 


Leu Thr Gly 




940 


Gly 


His Ser val 


955 


Tyr 


Cys Pro Gin 


970 


His 


Leu Gin Leu 
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St 








mi y 


V3 1 1 1 


Php 

rue 


Hi <; 




495 




Asn 


Ser 


Lys 


Ala 




510 




Cys 


Val 


Ala 


Met 


525 








Pro 


Pro 


Leu 


val 


Arg 


Gly 


Asn 


Phe 




560 


Ara 

mi y 


Hi s 


Pro Ala 




575 




Gly 


Thr 


Ala 


Leu 


590 






Gly 


Gly 


Asp Trp 


605 








Glu 


Asp 


Leu Gly 


He 


Thr 


val 


Thr 








640 




A <;n 


Tyr 


Leu 






655 




lie 


val 


Ala 


Met 




670 






Ala 


Glu 


Lys 


Ser 


685 






Asn 


Pro 


He 


He 


Tyr 


Leu 


val 


Pro 






720 


i pi i 

LCU 


Pro 


Ala Tyr 






735 




Phe 


Leu 


Leu 


Tyr 




750 




Phe 


Trp 


Phe 


Glu 


765 






Asn 


Leu 


Phe 


He 


Leu 


Phe 


Glu 


His 








800 


Car 

JC I 


^yb 


Phe 


Leu 




815 




Glu 


Met 


Ala Tyr 




830 






Gin 


Phe 


Asp 


Lys 


845 






Gly 


Leu 


val 


Ala 


He 


Met 


cys 


Gin 






880 




Thr 


Lys 


Pro 






895 




Arg 


val 


Leu 


Arg 




910 






Gly 


val 


Asn Gly 


925 








Asp 


Glu 


Ser 


Thr 


Leu 


Lys 


Glu 


Leu 






960 


Cys 


Asp 


Ala 


Leu 




975 




Tyr 


Thr 


Arg 


Leu 
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980 985 990 

Arg Gly lie Ser Trp Lys Asp Glu Ala Arg val Val Lys Trp Ala Leu 

995 1000 1005 

Glu Lys Leu Glu Leu Thr Lys Tyr Ala Asp Lys Pro Ala Gly Thr Tyr 

1010 1015 1020 

ser Gly Gly Asn Lys Arg Lys Leu Ser Thr Ala lie Ala Leu lie Gly 
1025 1030 1035 1040 

Tyr Pro Ala Phe lie Phe Leu Asp Glu Pro Thr Thr Gly Met Asp Pro 

1045 1050 1055 

Lys Ala Arg Arg Phe Leu Trp Asn Leu lie Leu Asp Leu lie Lys Thr 

1060 1065 1070 

Gly Arg ser val val Leu Thr Ser His Ser Met Glu Glu Cys Glu Ala 

1075 1080 1085 

Leu Cys Thr Arg Leu Ala lie Met val Asn Gly Arg Leu Arg Cys Leu 

1090 1095 1100 

Gly Ser lie Gin His Leu Lys Asn Arg Phe Gly Asp Gly Tyr Met lie 
1105 1110 1115 1120 

Thr val Arg Thr Lys Ser Ser Gin ser val Lys Asp val Val Arg Phe 

1125 1130 1135 

Phe Asn Arg Asn Phe Pro Glu Ala Met Leu Lys Glu Arg His His Thr 

1140 1145 1150 

Lys Val Gin Tyr Gin Leu Lys Ser Glu His lie Ser Leu Ala Gin Val 

1155 1160 1165 

Phe Ser Lys Met Glu Gin val Ser Gly val Leu Gly lie Glu Asp Tyr 

1170 1175 1180 

Ser val ser Gin Thr Thr Leu Asp Asn val Phe Val Asn Phe Ala Lys 
1185 1190 1195 1200 

Lys Gin Ser Asp Asn Leu Glu Gin Gin Glu Thr Glu Pro Pro Ser Ala 

1205 1210 1215 

Leu Gin Ser Pro Leu Gly Cys Leu Leu Ser Leu Leu Arg Pro Arg Ser 

1220 1225 1230 

Ala Pro Thr Glu Leu Arg Ala Leu val Ala Asp Glu Pro Glu Asp Leu 

1235 1240 1245 

Asp Thr Glu Asp Glu Gly Leu lie Ser Phe Glu Glu Glu Arg Ala Gin 

1250 1255 1260 

Leu Ser Phe Asn Thr Asp Thr Leu Cys 
1265 1270 

<210> 67 
<211> 1479 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Met Gly Pro Gly Arg Pro Ala Pro Ala Pro Trp Pro Arg His Leu Leu 

1 5 10 ~ 15 

Arg Cys val Leu Leu Leu Gly Cys Leu His Leu Gly Arg Pro Gly Ala 

20 25 30 

Pro Gly Asp Ala Ala Leu Pro Glu Pro Asn lie Phe Leu lie Phe Ser 

35 40 45 

His Gly Leu Gin Gly Cys Leu Glu Ala Gin Gly Gly Gin val Arg val 

50 55 60 

Thr Pro Ala Cys Asn Thr Ser Leu Pro Ala Gin Arg Trp Lys Trp val 
65 70 75 80 

Ser Arg Asn Arg Leu Phe Asn Leu Gly Thr Met Gin Cys Leu Gly Thr 

85 90 95 

Gly Trp Pro Gly Thr Asn Thr Thr Ala Ser Leu Gly Met Tyr Glu Cys 

100 105 110 

Asp Arg Glu Ala Leu Asn Leu Arg Trp His Cys Arg Thr Leu Gly Asp 

115 120 125 

Gin Leu Ser Leu Leu Leu Gly Ala Arg Thr Ser Asn lie Ser Lys Pro 

130 135 ~ 140 

Gly Thr Leu Glu Arg Gly Asp Gin Thr Arg Ser Gly Gin Trp Arg lie 
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145 



150 



GC773-2-seqli 
155 



st 



160 



Tyr Gly Ser Glu Glu Asp Leu Cys Ala Leu Pro Tyr His Glu Val Tyr 

165 170 175 

Thr lie Gin Gly Asn ser His Gly Lys Pro Cys Thr lie Pro Phe Lys 

180 185 190 

Tyr Asp Asn Gin Trp Phe His Gly Cys Thr Ser Thr Gly Arg Glu Asp 

195 200 205 

Gly His Leu Trp Cys Ala Thr Thr Gin Asp Tyr Gly Lys Asp Glu Arg 

210 215 220 

Trp Gly Phe Cys Pro lie Lys ser Asn Asp Cys Glu Thr Phe Trp Asp 
225 230 235 240 

Lys Asp Gin Leu Thr Asp Ser Cys Tyr Gin Phe Asn Phe Gin ser Thr 

245 250 255 

Leu Ser Trp Arg Glu Ala Trp Ala Ser Cys Glu Gin Gin Gly Ala Asp 

260 265 270 

Leu Leu Ser lie Thr Glu lie His Glu Gin Thr Tyr lie Asn Gly Leu 

275 280 285 

Leu Thr Gly Tyr Ser ser Thr Leu Trp lie Gly Leu Asn Asp Leu Asp 

290 ' 295 300 

Thr ser Gly Gly Trp Gin Trp Ser Asp Asn ser Pro Leu Lys Tyr Leu 
305 310 315 320 

Asn Trp Glu Ser Asp Gin Pro Asp Asn Pro Ser Glu Glu Asn Cys Gly 

325 330 335 

val lie Arg Thr Glu Ser Ser Gly Gly Trp Gin Asn Arg Asp Cys Ser 

340 345 350 

lie Ala Leu Pro Tyr val Cys Lys Lys Lys Pro Asn Ala Thr Ala Glu 

355 360 365 

Pro Thr Pro Pro Asp Arg Trp Ala Asn val Lys val Glu Cys Glu Pro 

370 375 380 

Ser Trp Gin Pro Phe Gin Gly His Cys Tyr Arg Leu Gin Ala Glu Lys 
385 390 395 400 

Arg ser Trp Gin Glu Ser Lys Lys Ala Cys Leu Arg Gly Gly Gly Asp 

405 410 " 415 

Leu val Ser lie His Ser Met Ala Glu Leu Glu Phe lie Thr Lys Gin 

420 425 430 

lie Lys Gin Glu Val Glu Glu Leu Trp lie Gly Leu Asn Asp Leu Lys 

435 440 445 

Leu Gin Met Asn Phe Glu Trp ser Asp Gly Ser Leu val Ser Phe Thr 

450 455 460 

His Trp His Pro Phe Glu Pro Asn Asn Phe Arg Asp Ser Leu Glu Asp 
465 470 475 480 

Cys val Thr lie Trp Gly Pro Glu Gly Arg Trp Asn Asp Ser Pro Cys 

485 * 490 495 

Asn Gin ser Leu Pro Ser lie Cys Lys Lys Ala Gly Gin Leu Ser Gin 

500 505 510 

Gly Ala Ala Glu Glu Asp His Gly Cys Arg Lys Gly Trp Thr Trp His 

515 520 525 

Ser Pro Ser Cys Tyr Trp Leu Gly Glu Asp Gin val Thr Tyr Ser Glu 

530 535 540 

Ala Arg Arg Leu Cys Thr Asp His Gly Ser Gin Leu val Thr lie Thr 
545 550 555 560 

Asn Arg Phe Glu Gin Ala Phe val Ser ser Leu lie Tyr Asn Trp Glu 

565 570 575 

Gly Glu Tyr Phe Trp Thr Ala Leu Gin Asp Leu Asn Ser Thr Gly Ser 

580 585 590 

Phe Phe Trp Leu Ser Gly Asp Glu val Met Tyr Thr His Trp Asn Arg 

595 600 605 

Asp Gin Pro Gly Tyr ser Arg Gly Gly Cys val Ala Leu Ala Thr Gly 

610 615 620 

Ser Ala Met Gly Leu Trp Glu val Lys Asn cys Thr ser Phe Arg Ala 
625 630 635 640 

Arg Tyr lie Cys Arg Gin ser Leu Gly Thr Pro val Thr Pro Glu Leu 




650 



655 
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pro Gly Pro Asp Pro Thr Pro Ser Leu Thr Gly Ser Cys Pro Gin Gly 

660 665 670 

Trp Ala Ser Asp Thr Lys Leu Arg Tyr Cys Tyr Lys val Phe Ser Ser 

675 ' 680 685 

Glu Arg Leu Gin Asp Lys Lys Ser Trp val Gin Ala Gin Gly Ala Cys 

690 695 700 

Gin Glu Leu Gly Ala Gin Leu Leu Ser Leu Ala Ser Tyr Glu Glu Glu 
705 710 715 720 

His Phe val Ala Asn Met Leu Asn Lys lie Phe Gly Glu Ser Glu Pro 

725 730 735 

Glu lie His Glu Gin His Trp Phe Trp lie Gly Leu Asn Arg Arg Asp 

740 745 750 

pro Arg Gly Gly Gin Ser Trp Arg Trp Ser Asp Gly val Gly Phe Ser 

755 ' 760 765 

Tyr His Asn Phe Asp Arg Ser Arg His Asp Asp Asp Asp lie Arg Gly 

770 775 780 

Cys Ala val Leu Asp Leu Ala Ser Leu Gin Trp val Ala Met Gin cys 
785 790 795 800 

Asp Thr Gin Leu Asp Trp lie Cys Lys lie Pro Arg Gly Thr Asp val 

805 810 815 

Arg Glu Pro Asp Asp Ser Pro Gin Gly Arg Arg Glu Trp Leu Arg Phe 

820 825 830 

Gin Glu Ala Glu Tyr Lys Phe Phe Glu His His Ser Thr Trp Ala Gin 

835 840 845 

Ala Gin Arg lie Cys Thr Trp Phe Gin Ala Glu Leu Thr Ser val His 

850 855 860 

Ser Gin Ala Glu Leu Asp Phe Leu Ser His Asn Leu Gin Lys Phe Ser 
865 870 875 880 

Arg Ala Gin Glu Gin His Trp Trp lie Gly Leu His Thr Ser Glu Ser 

885 890 895 

Asp Gly Arg Phe Arg Trp Thr Asp Gly Ser lie lie Asn Phe lie Ser 

900 " 905 910 

Trp Ala Pro Gly Lys Pro Arg Pro val Gly Lys Asp Lys Lys Cys val 

915 920 925 

Tyr Met Thr Ala Ser Arg Glu Asp Trp Gly Asp Gin Arg Cys Leu Thr 

930 935 940 

Ala Leu Pro Tyr lie Cys Lys Arg Ser Asn val Thr Lys Glu Thr Gin 
945 950 " 955 960 

pro Pro Asp Leu Pro Thr Thr Ala Leu Gly Gly Cys Pro Ser Asp Trp 

965 970 975 

lie Gin Phe Leu Asn Lys Cys Phe Gin Val Gin Gly Gin Glu Pro Gin 

980 985 990 

Ser Arg val Lys Trp Ser Glu Ala Gin Phe Ser Cys Glu Gin Gin Glu 

995 1000 1005 

Ala Gin Leu Val Thr lie Thr Asn Pro Leu Glu Gin Ala Phe lie Thr 

1010 1015 1020 

Ala Ser Leu Pro Asn val Thr Phe Asp Leu Trp lie Gly Leu His Ala 
1025 1030 1035 1040 

Ser Gin Arg Asp Phe Gin Trp val Glu Gin Glu Pro Leu Met Tyr Ala 

1045 1050 1055 

Asn Trp Ala Pro Gly Glu Pro Ser Gly Pro Ser Pro Ala Pro Ser Gly 

1060 1065 1070 

Asn Lys Pro Thr ser Cys Ala val val Leu His Ser Pro Ser Ala His 

1075 * 1080 1085 

Phe Thr Gly Arg Trp Asp Asp Arg Ser Cys Thr Glu Glu Thr His Gly 

1090 1095 1100 

Phe lie Cys Gin Lys Gly Thr Asp Pro Ser Leu Ser Pro Ser Pro Ala 
1105 1110 1115 1120 

Ala Leu Pro Pro Ala Pro Gly Thr Glu Leu Ser Tyr Leu Asn Gly Thr 

1125 1130 1135 

Phe Arg Leu Leu Gin Lys Pro Leu Arg Trp His Asp Ala Leu Leu Leu 

1140 1145 1150 

Cys Glu Ser His Asn Ala Ser Leu Ala Tyr val Pro Asp Pro Tyr Thr 
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1155 1160 1165 

Gin Ala Phe Leu Thr Gin Ala Ala Arg Gly Leu Arg Thr Pro Leu Trp 

1170 1175 ~ 1180 

lie Gly Leu Ala Gly Glu Glu Gly Ser Arg Arg Tyr Ser Trp val Ser 
1185 1190 1195 1200 

Glu Glu Pro Leu Asn Tyr val Gly Trp Gin Asp Gly Glu Pro Gin Gin 

1205 1210 1215 

Pro Gly Gly Cys Thr Tyr val Asp Val Asp Gly Ala Trp Arg Thr Thr 

1220 1225 1230 

Ser Cys Asp Thr Lys Leu Gin Gly Ala val Cys Gly Val Ser Ser Gly 

1235 1240 1245 

pro Pro Pro Pro Arg Arg lie Ser Tyr His Gly Ser Cys Pro Gin Gly 

1250 ~ 1255 1260 

Leu Ala Asp Ser Ala Trp lie Pro Phe Arg Glu His Cys Tyr ser Phe 
1265 1270 1275 1280 

His Met Glu Leu Leu Leu Gly His Lys Glu Ala Arg Gin Arg Cys Gin 

1285 * 1290 1295 

Arg Ala Gly Gly Ala val Leu Ser lie Leu Asp Glu Met Glu Asn val 

1300 1305 1310 

Phe val Trp Glu His Leu Gin Ser Tyr Glu Gly Gin Ser Arg Gly Ala 

1315 1320 1325 

Trp Leu Gly Met Asn Phe Asn Pro Lys Gly Gly Thr Leu val Trp Gin 

1330 1335 1340 

Asp Asn Thr Ala val Asn Tyr Ser Asn Trp Gly Pro Pro Gly Leu Gly 
1345 1350 1355 1360 

Pro Ser Met Leu Ser His Asn Ser Cys Tyr Trp lie Gin Ser Asn Ser 

1365 1370 1375 

Gly Leu Trp Arg Pro Gly Ala Cys Thr Asn lie Thr Met Gly Val Val 

1380 1385 1390 

Cys Lys Leu Pro Arg Ala Glu Gin Ser Ser Phe Ser Pro Ser Ala Leu 

1395 1400 1405 

Pro Glu Asn Pro Ala Ala Leu val Val val Leu Met Ala Val Leu Leu 

1410 1415 1420 

Leu Leu Ala Leu Leu Thr Ala Ala Leu lie Leu Tyr Arg Arg Arg Gin 
1425 1430 1435 1440 

Ser lie Glu Arg Gly Ala Phe Glu Gly Ala Arg Tyr Ser Arg Ser Ser 

1445 1450 1455 

Ser ser Pro Thr Glu Ala Thr Glu Lys Asn lie Leu val Ser Asp Met 

1460 1465 1470 

Glu Met Asn Glu Gin Gin Glu 
1475 

<210> 68 

<211> 583 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Met Lys Tyr lie Leu val Thr Gly Gly val lie Ser Gly lie Gly Lys 

1 5 10 15 

Gly lie lie Ala Ser Ser lie Gly Thr lie Leu Lys Ser Cys Gly Leu 

20 25 30 

Arg val Thr Ala lie Lys lie Asp Pro Tyr lie Asn lie Asp Ala Gly 

35 * 40 45 

Thr Phe Ser Pro Tyr Glu His Gly Glu val Phe val Leu Asn Asp Gly 

50 * 55 60 

Gly Glu val Asp Leu Asp Leu Gly Asn Tyr Glu Arg Phe Leu Asp lie 
65 70 75 ~ 80 

Asn Leu Tyr Lys Asp Asn Asn He Thr Thr Gly Lys lie Tyr Gin His 

85 90 95 

Val lie Asn Lys Glu Arg Arg Gly Asp Tyr Leu Gly Lys Thr Val Gin 

100 ~ 105 110 

val val Pro His lie Thr Asp Ala val Gin Glu Trp val Met Asn Gin 

Page 108 



GC773-2-seqlist 
115 120 125 

Ala Lys val Pro val Asp Gly Asn Lys Glu Glu Pro Gin lie Cys Leu 

130 135 140 

Gly Gly Thr lie Gly Asp lie Glu Gly Met Pro Phe val Glu Ala Phe 
145 150 155 160 

Arg Gin Phe Gin Phe Lys Ala Lys Arg Glu Asn Phe Cys Asn lie His 

165 170 175 

val Ser Leu val Pro Gin Leu Ser Ala Thr Gly Glu Gin Lys Thr Lys 

180 185 190 

pro Thr Gin Asn Ser val Arg Ala Leu Arg Gly Leu Gly Leu Ser Pro 

195 200 " 205 

Asp Leu lie val Cys Arg Ser Ser Thr Pro lie Glu Met Ala val Lys 

210 215 220 

Glu Lys lie Ser Met Phe Cys His val Asn Pro Glu Gin val lie Cys 
225 230 235 240 

lie His Asp val Ser Ser Thr Tyr Arg val Pro val Leu Leu Glu Glu 

245 250 255 

Gin Ser lie val Lys Tyr Phe Lys Glu Arg Leu His Leu Pro lie Gly 

260 265 270 

Asp Ser Ala Ser Asn Leu Leu Phe Lys Trp Arg Asn Met Ala Asp Arg 

275 280 285 

Tyr Glu Arg Leu Gin Lys lie Cys ser lie Ala Leu val Gly Lys Tyr 

290 295 300 

Thr Lys Leu Arg Asp Cys Tyr Ala Ser val Phe Lys Ala Leu Glu His 
305 310 315 320 

Ser Ala Leu Ala lie Asn His Lys Leu Asn Leu Met Tyr lie Asp Ser 

325 330 335 

lie Asp Leu Glu Lys lie Thr Glu Thr Glu Asp Pro val Lys Phe His 

340 345 350 

Glu Ala Trp Gin Lys Leu Cys Lys Ala Asp Gly lie Leu val Pro Gly 

355 360 365 

Gly Phe Gly lie Arg Gly Thr Leu Gly Lys Leu Gin Ala He Ser Trp 

370 ' 375 380 

Ala Arg Thr Lys Lys lie Pro Phe Leu Gly val Cys Leu Gly Met Gin 
385 " 390 395 400 

Leu Ala val lie Glu Phe Ala Arg Asn Cys Leu Asn Leu Lys Asp Ala 

405 410 415 

Asp Ser Thr Glu Phe Arg Pro Asn Ala Pro val Pro Leu Val lie Asp 

420 " 425 430 

Met Pro Glu His Asn Pro Gly Asn Leu Gly Gly Thr Met Arg Leu Gly 

435 440 445 

lie Arg Arg Thr val Phe Lys Thr Glu Asn Ser lie Leu Arg Lys Leu 

450 455 460 

Tyr Gly Asp val Pro Phe lie Glu Glu Arg His Arg His Arg Phe Glu 
465 470 475 480 

val Asn Pro Asn Leu lie Lys Gin Phe Glu Gin Asn Asp Leu Ser Phe 

485 490 495 

val Gly Gin Asp val Asp Gly Asp Arg Met Glu lie lie Glu Leu Ala 

500 505 510 

Asn His Pro Tyr Phe val Gly val Gin Phe His Pro Glu Phe Ser ser 

515 520 525 

Arg Pro Met Lys Pro ser Pro Pro Tyr Leu Gly Leu Leu Leu Ala Ala 

530 535 540 

Thr Gly Asn Leu Asn Ala Tyr Leu Gin Gin Gly Cys Lys Leu Ser Ser 
545 550 555 560 

Ser Asp Arg Tyr Ser Asp Ala ser Asp Asp Ser Phe Ser Glu Pro Arg 

565 570 575 

lie Ala Glu Leu Glu lie Ser 
580 

<210> 69 
<211> 1241 
<212> PRT 
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<213> Homo sapiens 
<400> 69 

Ser Pro lie Leu Cys Gly Ala Ala Thr Ala Leu Asn Cys Ser Leu Cys 

1 5 10 15 

pro Gin Asp Ser Asn Leu Ser val His Thr Glu Asn Pro Asp Leu Thr 

20 25 30 

Pro Cys Phe Gin Asn Ser Leu Leu Ala Trp val Pro Cys lie Tyr Leu 

35 40 45 

Trp val Ala Leu Pro Cys Tyr Leu Leu Tyr Leu Arg His His Cys Arg 

50 55 60 

Gly Tyr lie lie Leu Ser His Leu ser Lys Leu Lys Met val Leu Gly 
65 70 75 80 

val Leu Leu Trp Cys val Ser Trp Ala Asp Leu Phe Tyr ser Phe His 

85 90 95 

Gly Leu val His Gly Arg Ala Pro Ala Pro val Phe Phe val Thr Pro 

100 ~ 105 110 

Leu val val Gly val Thr Met Leu Leu Ala Thr Leu Leu lie Gin Tyr 

115 120 125 

Glu Arg Leu Gin Gly val Gin Ser Ser Gly val Leu lie lie Phe Trp 

130 135 140 

Phe Leu Cys val val Cys Ala lie val Pro Phe Arg Ser Lys lie Leu 
145 150 155 160 

Leu Ala Lys Ala Glu Gly Glu lie Ser Asp Pro Phe Arg Phe Thr Thr 

165 170 175 

Phe Tyr lie His Phe Ala Leu val Leu Ser Ala Leu lie Leu Ala Cys 

180 185 190 

Phe Arg Glu Lys Pro Pro Phe Phe Ser Ala Lys Asn val Asp Pro Asn 

195 200 205 

Pro Tyr Pro Glu Thr Ser Ala Gly Phe Leu Ser Arg Leu Phe Phe Trp 

210 215 220 

Trp Phe Thr Lys Met Ala lie Tyr Gly Tyr Arg His Pro Leu Glu Glu 
225 230 235 240 

Lys Asp Leu Trp Ser Leu Lys Glu Glu Asp Arg Ser Gin Met val Val 

245 250 " 255 

Gin Gin Leu Leu Glu Ala Trp Arg Lys Gin Glu Lys Gin Thr Ala Arg 

260 265 270 

His Lys Ala Ser Ala Ala Pro Gly Lys Asn Ala Ser Gly Glu Asp Glu 

275 280 285 

val Leu Leu Gly Ala Arg Pro Arg Pro Arg Lys Pro Ser Phe Leu Lys 

290 295 300 

Ala Leu Leu Ala Thr Phe Gly Ser ser Phe Leu lie Ser Ala Cys Phe 
305 310 315 320 

Lys Leu lie Gin Asp Leu Leu Ser Phe lie Asn Pro Gin Leu Leu Ser 

325 330 335 

lie Leu lie Arg Phe lie Ser Asn Pro Met Ala Pro Ser Trp Trp Gly 

340 345 350 

Phe Leu val Ala Gly Leu Met Phe Leu Cys Ser Met Met Gin ser Leu 

355 360 365 

lie Leu Gin His Tyr Tyr His Tyr lie Phe val Thr Gly val Lys Phe 

370 ' 375 380 

Arg Thr Gly lie Met Gly val lie Tyr Arg Lys Ala Leu val lie Thr 
385 390 395 400 

Asn Ser Val Lys Arg Ala Ser Thr val Gly Glu lie val Asn Leu Met 

405 410 415 

Ser val Asp Ala Gin Arg Phe Met Asp Leu Ala Pro Phe Leu Asn Leu 

420 425 430 

Leu Trp Ser Ala Pro Leu Gin lie lie Leu Ala lie Tyr Phe Leu Trp 

435 440 445 

Gin Asn Leu Gly Pro Ser Val Leu Ala Gly val Ala Phe Met Val Leu 

450 455 460 

Leu lie Pro Leu Asn Gly Ala val Ala Val Lys Met Arg Ala Phe Gin 
465 470 475 480 
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St 






G 1 U 


val 


Lys 


Gin 


Met 


Lys 


Leu 


Lys 


Asp 


ser 


Arg lie Lys 


Leu 


Met 


Ser 








485 






490 






495 




lie 


Leu 


Asn 


Gly 


lie 


Lys 


val 


Leu 


Lys 


Leu Tyr Ala 


Trp 


GlU 


Pro 


Ser 








500 








505 




510 






Phe 


Leu 


Lys 


Gin 


Val 


Glu 


Gly 


lie 


Arg 


Gin Gly Glu 


Leu 


Gl n 


Leu 


Leu 






515 








520 


525 








Arg Thr 


Ala 


Ala 


Tyr 


Leu 


His 


Thr 


Thr 


Thr Thr Phe 


Thr 


Trp 


Met 


Cys 




530 








535 






540 










ser 


Pro 


Phe 


Leu 


val 


Thr 


Leu 


lie 


Thr 


Leu Trp val 


Tyr 


val 


Tyr 


val 


545 










550 








555 




r- f~ f\ 

560 


Asp 


Pro 


Asn 


Asn 


val 


Leu 


Asp 


Ala 


Glu 


Lys Ala Phe 


val 


Ser 


val 


Ser 








565 








570 




G 1 n 


575 


He 


Leu 


Phe 


Asn 


He 


Leu 


Arg 


Leu 


Pro 


Leu 


Asn Met Leu 


Pro 


Leu 








580 








585 






590 






ser 


Asn 


Leu 


Thr 


Gin 


Ala 


Ser 


val 


Ser 


Leu Lys Arg 


He 


Gin 


Gin 


Phe 






595 










600 




605 








Leu 


Ser 


Gin 


Glu 


Glu 


Leu 


Asp 


Pro 


Gin 


Ser Val Glu 


Arg 


Lys 


Thr 


He 




610 










615 






620 








Ser 


Pro 


Gly 


Tyr 


Ala 


lie 


Thr 


lie 


His 


Ser Gly Thr 


Phe 


Thr 


Trp Ala 


625 






630 








635 








640 


Gin Asp 


Leu 


Pro 


Pro 


Thr 


Leu 


His 


Ser 


Leu Asp lie 


Gin 


val 


Pro 


Lys 










645 










650 






655 




Gly Ala 


Leu 


val 


Ala 


val 


val 


Gly 


Pro 


val Gly Cys 


Gly 


Lys 


Ser 


Ser 








660 








665 




670 






Leu 


val 


Ser 


Ala 


Leu 


Leu 


Gly 


Glu 


Met 


Glu Lys Leu 


Glu 


Gly 


Lys 


val 






675 








680 




685 




His 


Met 


Lys 


Gly 


Ser 


val 


Ala 


Tyr 


val 


Pro Gin Gin 


Ala 


Trp 


He 


Gin 




690 






695 




700 








Asn 


cys 


Thr 


Leu 


Gin 


Glu 


Asn 


val 


Leu 


Phe Gly Lys 


Ala 


Leu 


Asn 


Pro 


705 








710 








715 




Ala 




720 


Lys 


Arg 


Tyr 


Gin 


Gin 


Thr 


Leu 


Glu 


Ala 


Cys Ala Leu 


Leu 


Asp 


Leu 




725 










730 






735 




Glu 


Met 


Leu 


Pro 


Gly 


Gly 


Asp 


Gin 


Thr 


Glu lie Gly 


Glu 


Lys 


Gly lie 








740 




745 




750 






Asn 


Leu 


Ser 


Gly 


Gly 


Gin 


Arg 


Gin 


Arg 


val Ser Leu 


Ala 


Arg 


Ala val 






755 




760 




765 




val 


Tyr 


Ser 


Asp 


Ala 


Asp 


He 


Phe 


Leu 


Leu 


Asp Asp Pro 


Leu 


Ser 


Ala 


770 






775 






780 










Asp 


Ser 


His 


val 


Ala 


Lys 


His 


lie 


Phe 


Asp His val 


He 


Gly 


Pro 


Glu 


785 










790 








795 








800 


Gly val 


Leu 


Ala 


Gly 


Lys 


Thr 


Arg 


val 


Leu val Thr 


m 

Hi S 


Gly 


He 


Ser 










805 






810 






815 




Phe 


Leu 


Pro 


Gin 


Thr 


Asp 


_ i_ 
Phe 


lie 


lie 


Val Leu Ala 


Asp 


Gly 


Gin 


val 








820 








825 




830 






Ser 


Glu 


Met 


Gly 


Pro 


Tyr 


Pro 


Ala 


Leu 


Leu Gin Arg 


Asn 


Gly 


Ser 


Phe 






835 






840 




845 


Gly 


His 




Ala 


Asn 


Phe 


Leu 


Cys 


Asn 


Tyr 


Ala 


Pro 


Asp Glu Asp 


Gin 


Leu 




850 








855 






860 










Glu Asp 


Ser 


Trp 


Thr 


Ala 


Leu 


Glu 


Gly 


Ala Glu Asp 


Lys 


Glu 


Ala 


Leu 


865 








870 






875 








880 


Leu 


He 


Glu 


Asp 


Thr 


Leu 


Ser 


Asn 


His 


Thr Asp Leu 


Thr 


Asp 


Asn 


Asp 








885 










890 






895 




Pro val 


Thr 


Tyr 


Val 


Val 


Gin 


Lys 


Gin 


Phe Met Arg 


Gin 


Leu 


Ser Ala 








900 








905 




910 




His 


Leu 


Ser 


Ser 


Asp 


Gly 


Glu 


Gly 


Gin 


Gly 


Arg Pro val 


Pro 


Arg 


Arg 






915 




920 


925 








Leu Gly 


Pro 


Ser 


Glu 


Lys 


val 


Gin 


va 1 


Thr Glu Ala 


Lys 


Ala 


Asp Gly 




930 














940 










Ala 


Leu 


Thr 


Gin 


Glu 


Glu 


Lys 


Ala 


Ala 


lie Gly Thr 


val 


Glu 


Leu 


Ser 


945 










950 






955 








960 


val 


Phe 


Trp 


Asp 


Tyr 


Ala 


Lys 


Ala 


val 


Gly Leu cys 


Thr 


Thr 


Leu 


Ala 






965 








970 






975 




He 


Cys 


Leu 


Leu 


Tyr 


val 


Gly 


Gin 


Ser 


Ala Ala Ala 


He 


Gly 


Ala 


Asn 
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980 985 990 

val Trp Leu ser Ala Trp Thr Asn Asp Ala Met Ala Asp Ser Arg Gin 

995 1000 1005 

Asn Asn Thr Ser Leu Arg Leu Gly val Tyr Ala Ala Leu Gly lie Leu 

1010 1015 1020 

Gin Gly Phe Leu Val Met Leu Ala Ala Met Ala Met Ala Ala Gly Gly 
1025 1030 1035 1040 

lie Gin Ala Ala Arg val Leu His Gin Ala Leu Leu His Asn Lys lie 

1045 1050 1055 

Arg Ser Pro Gin Ser Phe Phe Asp Thr Thr Pro Ser Gly Arg lie Leu 

1060 1065 1070 

Asn Cys Phe Ser Lys Asp lie Tyr Val Val Asp Glu Val Leu Ala Pro 

1075 1080 1085 

val lie Leu Met Leu Leu Asn ser Phe Phe Asn Ala lie Ser Thr Leu 

1090 1095 1100 

val val lie Met Ala Ser Thr Pro Leu Phe Thr val val lie Leu Pro 
1105 1110 1115 1120 

Leu Ala val Leu Tyr Thr Leu val Gin Arg Phe Tyr Ala Ala Thr Ser 

1125 1130 ~ 1135 

Arg Gin Leu Lys Arg Leu Glu ser val Ser Arg Ser Pro lie Tyr Ser 

1140 1145 1150 

His Phe Ser Glu Thr Val Thr Gly Ala Ser Val lie Arg Ala Tyr Asn 

1155 1160 1165 

Arg Ser Arg Asp Phe Glu lie lie Ser Asp Thr Lys val Asp Ala Asn 

1170 1175 1180 

Gin Arg Ser Cys Tyr Pro Tyr lie lie Ser Asn Arg Ser Glu Ala Ala 
1185 1190 1195 1200 

Ser Leu Ala Pro Cys Ser ser Arg Asn Ser Gin Gin Ala Leu Trp Cys 

1205 " 1210 1215 

Ser Gly Ser Leu Ser Leu Leu Ser Pro Lys Gin Lys Thr Gly Pro Ala 

1220 1225 1230 

Leu Pro Leu Pro His Phe Leu Leu lie 
1235 1240 

<210> 70 

<211> 573 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Ala Phe His Gin Gly Ser Leu lie Leu Cys Leu Ala Leu Gin Ser Asp 

15 10 15 

Arg Leu Leu lie Lys Gly Gly Arg lie lie Asn Asp Asp Gin Ser Leu 

20 25 30 

Tyr Ala Asp val Tyr Leu Glu Asp Gly Leu lie Lys Gin lie Gly Glu 

35 40 45 

Asn Leu lie Val Pro Gly Gly val Lys Thr lie Glu Ala Asn Gly Arg 

50 55 60 

Met val lie Pro Gly Gly lie Asp Val Asn Thr Tyr Leu Gin Lys Pro 
65 70 75 80 

Ser Gin Gly Met Thr Ala Ala Asp Asp Phe Phe Gin Gly Thr Arg Ala 

85 90 95 

Ala Leu val Gly Gly Thr Thr Met lie lie Asp His val val Pro Glu 

100 105 110 

Pro Gly Ser Ser Leu Leu Thr Ser Phe Glu Lys Trp His Glu Ala Ala 

115 120 125 

Asp Thr Lys Ser Cys Cys Asp Tyr Ser Leu His Val Asp lie Thr Ser 

130 135 140 

Trp Tyr Asp Gly Val Arg Glu Glu Leu Glu Val Leu val Gin Asp Lys 
145 150 155 160 

Gly Val Asn Ser Phe Gin Val Tyr Met Ala Tyr Lys Asp Val Tyr Gin 

165 170 175 

Met Ser Asp Ser Gin Leu Tyr Glu Ala Phe Thr Phe Leu Lys Gly Leu 
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st 



180 



185 



190 



Gly Ala val lie Leu val His Ala Glu Asn Gly Asp Leu lie Ala Gin 

195 200 205 

Glu Gin Lys Arg lie Leu Glu Met Gly lie Thr Gly Pro Glu Gly His 

210 215 220 

Ala Leu Ser Arg Pro Glu Glu Leu Glu Ala Glu Ala Val Phe Arg Ala 
225 " 230 235 240 

lie Thr lie Ala Gly Arg lie Asn Cys Pro val Tyr lie Thr Lys val 

245 250 255 

Met Ser Lys Ser Ala Ala Asp lie lie Ala Leu Ala Arg Lys Lys Gly 

260 265 270 

pro Leu val Phe Gly Glu Pro lie Ala Ala Ser Leu Gly Thr Asp Gly 

275 ' 280 285 

Thr His Tyr Trp Ser Lys Asn Trp Ala Lys Ala Ala Ala Phe Val Thr 

290 295 300 

Ser Pro Pro Leu Ser Pro Asp Pro Thr Thr Pro Asp Tyr Leu Thr ser 
305 310 315 320 

Leu Leu Ala Cys Gly Asp Leu Gin val Thr Gly Ser Gly His Cys Pro 

' 325 330 335 

Tyr Ser Thr Ala Gin Lys Ala val Gly Lys Asp Asn Phe Thr Leu lie 

340 345 350 

Pro Glu Gly Val Asn Gly lie Glu Glu Arg Met Thr Val val Trp Asp 

355 ' 360 365 

Lys Ala val Ala Thr Gly Lys Met Asp Glu Asn Gin Phe val Ala val 

370 375 380 

Thr ser Thr Asn Ala Ala Lys lie Phe Asn Leu Tyr Pro Arg Lys Gly 
385 390 395 400 

Arg lie Ala val Gly Ser Asp Ala Asp val val lie Trp Asp Pro Asp 

405 410 ' 415 

Lys Leu Lys Thr lie Thr Ala Lys Ser His Lys Ser Ala val Glu Tyr 

420 425 430 

Asn lie Phe Glu Gly Met Glu Cys His Gly ser Pro Leu val val lie 

435 440 445 

Ser Gin Gly Lys lie val Phe Glu Asp Gly Asn lie Asn val Asn Lys 

450 455 460 

Gly Met Gly Arg Phe lie Pro Arg Lys Ala Phe Pro Glu His Leu Tyr 
465 "470 " 475 480 

Gin Arg val Lys lie Arg Asn Lys val Phe Gly Leu Gin Gly val Ser 

485 490 495 

Arg Gly Met Tyr Asp Gly Pro val Tyr Glu val Pro Ala Thr Pro Lys 

500 505 510 

Tyr Ala Thr Pro Ala Pro Ser Ala Lys Ser Ser Pro Ser Lys His Gin 

515 520 525 

Pro Pro Pro lie Arg Asn Leu His Gin Ser Asn Phe Ser Leu Ser Gly 

530 535 540 

Ala Gin lie Asp Asp Asn Asn Pro Arg Arg Thr Gly His Arg lie val 
545 550 ~ 555 560 

Ala Pro Pro Gly Gly Arg Ser Asn lie Thr Ser Leu Gly 



<210> 71 

<211> 351 

<212> PRT 

<213> Homo sapiens 

<400> 71 

Met Gin Arg Ala Leu Pro Gly Ala Arg Gin His Leu Gly Ala lie Leu 

1 5 10 15 

Ala ser Ala ser val val val Lys Ala Leu Cys Ala Ala val Leu Phe 

20 25 30 

Leu Tyr Leu Leu Ser Phe Ala val Asp Thr Gly Cys Leu Ala val Thr 

35 40 45 

Pro Gly Tyr Leu Phe Pro Pro Asn Phe Trp lie Trp Thr Leu Ala Thr 



565 



570 
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50 55 60 

His Gly Leu Met Glu Gin His val Trp Asp val Ala lie Ser Leu Thr 
65 70 75 80 

Thr val val val Ala Gly Arg Leu Leu Glu Pro Leu Trp Gly Ala Leu 

85 90 95 

Glu Leu Leu lie Phe Phe Ser val val Asn val Ser val Gly Leu Leu 

100 105 110 

Gly Ala Phe Ala Tyr Leu Leu Thr Tyr Met Ala Ser Phe Asn Leu Val 

115 120 125 

Tyr Leu Phe Thr val Arg lie His Gly Ala Leu Gly Phe Leu Gly Gly 

130 135 140 

val Leu val Ala Leu Lys Gin Thr Met Gly Asp Cys val val Leu Arg 
145 150 155 160 

val Pro Gin val Arg Val Ser val Met Pro Met Leu Leu Leu Ala Leu 

165 170 175 

Leu Leu Leu Leu Arg Leu Ala Thr Leu Leu Gin Ser Pro Ala Leu Ala 

180 " 185 190 

Ser Tyr Gly Phe Gly Leu Leu Ser Ser Trp val Tyr Leu Arg Phe Tyr 

195 200 205 

Gin Arg His Ser Arg Gly Arg Gly Asp Met Ala Asp His Phe Ala Phe 

210 ' 215 220 

Ala Thr Phe Phe Pro Glu lie Leu Gin Pro val Val Gly Leu Leu Ala 
225 230 235 240 

Asn Leu val His Ser Leu Leu val Lys val Lys lie Cys Gin Lys Thr 

245 250 255 

val Lys Arg Tyr Asp val Gly Ala Pro Ser Ser lie Thr lie Ser Leu 

260 265 270 

Pro Gly Thr Asp Pro Gin Asp Ala Glu Arg Arg Arg Gin Leu Ala Leu 

275 280 285 

Lys Ala Leu Asn Glu Arg Leu Lys Arg Val Glu Asp Gin ser lie Trp 

290 295 300 

pro Ser Met Asp Asp Asp Glu Glu Glu Ser Gly Ala Lys val Asp Ser 
305 310 315 320 

Pro Leu Pro Ser Asp Lys Ala Pro Thr Pro Pro Gly Lys Gly Ala Ala 

325 330 335 

pro Glu Ser Ser Leu lie Thr Phe Glu Ala Ala Pro Pro Thr Leu 
340 345 350 

<210> 72 

<211> 745 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Met Pro val Leu Ser Arg Pro Arg Pro Trp Arg Gly Asn Thr Leu Lys 

1 5 " 10 * 15 

Arg Thr Ala val Leu Leu Ala Leu Ala Ala Tyr Gly Ala His Lys Val 

20 25 30 

Tyr Pro Leu Val Arg Gin Cys Leu Ala Pro Ala Arg Gly Leu Gin Ala 

35 " 40 45 

pro Ala Gly Glu Pro Thr Gin Glu Ala Ser Gly val Ala Ala Ala Lys 

50 55 60 

Ala Gly Met Asn Arg val Phe Leu Gin Arg Leu Leu Trp Leu Leu Arg 
65 70 75 80 

Leu Leu Phe Pro Arg val Leu Cys Arg Glu Thr Gly Leu Leu Ala Leu 

85 90 95 

His Ser Ala Ala Leu val Ser Arg Thr Phe Leu Ser val Tyr val Ala 

100 105 110 

Arg Leu Asp Gly Arg Leu Ala Arg Cys lie Val Arg Lys Asp Pro Arg 

115 120 125 

Ala Phe Gly Trp Gin Leu Leu Gin Trp Leu Leu lie Ala Leu Pro Ala 

130 135 140 

Thr Phe Val Asn Ser Ala lie Arg Tyr Leu Glu Gly Gin Leu Ala Leu 
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150 
Leu 



GC773-2-seqli 
155 



st 



160 
Phe Ser 
175 



Arg 



Ser 




val 



Ala 



His 



Ala Tyr Arg 
170 



Leu 



Tyr 



Gin Gin Thr Tyr Tyr Arg Val Ser Asn Met Asp Gly Arg Leu Arg Asn 

180 185 190 

Pro Asp Gin Ser Leu Thr Glu Asp Val val Ala Phe Ala Ala Ser val 

195 200 205 

Ala His Leu Tyr ser Asn Leu Thr Lys Pro Leu Leu Asp val Ala val 

210 215 220 

Thr Ser Tyr Thr Leu Leu Arg Ala Ala Arg Ser Arg Gly Ala Gly Thr 
225 230 ^ 235 240 

Ala Trp Pro Ser Ala lie Ala Gly Leu val Val Phe Leu Thr Ala Asn 

245 250 255 

val Leu Arg Ala Phe Ser Pro Lys Phe Gly Glu Leu Val Ala Glu Glu 

260 265 270 

Ala Arg Arg Lys Gly Glu Leu Arg Tyr Met His Ser Arg Val Val Ala 

275 280 285 

Asn Ser Glu Glu lie Ala Phe Tyr Gly Gly His Glu Val Glu Leu Ala 

290 295 300 

Leu Leu Gin Arg Ser Tyr Gin Asp Leu Ala Ser Gin lie Asn Leu lie 
305 ~ 310 315 320 

Leu Leu Glu Arg Leu Trp Tyr Val Met Leu Glu Gin Phe Leu Met Lys 

325 330 335 

Tyr val Trp ser Ala Ser Gly Leu Leu Met val Ala val Pro lie lie 

340 345 350 

Thr Ala Thr Gly Tyr Ser Glu Ser Asp Ala Glu Ala val Lys Lys Ala 

355 360 365 

Ala Leu Glu Lys Lys Glu Glu Glu Leu Val Ser Glu Arg Thr Glu Ala 

370 375 380 

Phe Thr lie Ala Arg Asn Leu Leu Thr Ala Ala Ala Asp Ala lie Glu 
385 390 395 400 

Arg lie Met Ser Ser Tyr Lys Glu Val Thr Glu Leu Ala Gly Tyr Thr 

405 410 415 

Ala Arg val His Glu Met Phe Gin val Phe Glu Asp Val Gin Arg Cys 

420 425 430 

His Phe Lys Arg Pro Arg Glu Leu Glu Asp Ala Gin Ala Gly ser Gly 

435 ~ ~ 440 445 

Thr lie Gly Arg Ser Gly val Arg val Glu Gly Pro Leu Lys lie Arg 

450 ' 455 ~ 460 

Gly Gin val val Asp val Glu Gin Gly lie lie Cys Glu Asn lie Pro 
465 470 475 480 

lie val Thr Pro Ser Gly Glu val val val Ala Ser Leu Asn lie Arg 

485 490 495 

val Glu Glu Gly Met His Leu Leu lie Thr Gly Pro Asn Gly Cys Gly 

500 505 510 

Lys Ser Ser Leu Phe Arg lie Leu Gly Gly Leu Trp Pro Thr Tyr Gly 

515 520 525 

Gly Val Leu Tyr Lys Pro Pro Pro Gin Arg Met Phe Tyr lie Pro Gin 

530 535 540 

Arg Pro Tyr Met Ser val Gly Ser Leu Arg Asp Gin val lie Tyr Pro 
545 550 555 560 

Asp Ser val Glu Asp Met Gin Arg Lys Gly Tyr Ser Glu Gin Asp Leu 

565 570 575 

Glu Ala lie Leu Asp Val Val His Leu His His lie Leu Gin Arg Glu 

580 585 590 

Gly Gly Trp Glu Ala Met Cys Asp Trp Lys Asp val Leu Ser Gly Gly 

595 600 605 

Glu Lys Gin Arg lie Gly Met Ala Arg Met Phe Tyr His Arg Pro Lys 

610 ~ 615 620 

Tyr Ala Leu Leu Asp Glu Cys Thr Ser Ala Val Ser lie Asp Val Glu 
625 630 635 640 

Gly Lys lie Phe Gin Ala Ala Lys Asp Ala Gly lie Ala Leu Leu Ser 



645 



650 



655 
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lie Thr His Arg Pro Ser Leu Trp Lys Tyr His Thr His Leu Leu Gin 

660 665 670 

Phe Asp Gly Glu Gly Gly Trp Lys Phe Glu Lys Leu Asp Ser Ala Ala 

675 ' 680 685 

Arg Leu Ser Leu Thr Glu Glu Lys Gin Arg Leu Glu Gin Gin Leu Ala 

690 695 700 

Gly lie Pro Lys Met Gin Arg Arg Leu Gin Glu Leu Cys Gin lie Leu 
705 710 715 720 

Gly Glu Ala val Ala Pro Ala His Val Pro Ala Pro Ser Pro Gin Gly 

725 730 735 

Pro Gly Gly Leu Gin Gly Ala Ser Thr 
740 745 

<210> 73 
<211> 334 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Met Asp Leu Asp val val Asn Met Phe val lie Ala Gly Gly Thr Leu 

15 10 15 

Ala lie Pro lie Leu Ala Phe val Ala Ser Phe Leu Leu Trp Pro Ser 

20 25 30 

Ala Leu lie Arg lie Tyr Tyr Trp Tyr Trp Arg Arg Thr Leu Gly Met 

35 40 45 

Gin val Arg Tyr val His His Glu Asp Tyr Gin Phe Cys Tyr Ser Phe 

50 55 60 

Arg Gly Arg Pro Gly His Lys Pro Ser lie Leu Met Leu His Gly Phe 
65 70 75 80 

Ser Ala His Lys Asp Met Trp Leu Ser val val Lys Phe Leu Pro Lys 

85 90 95 

Asn Leu His Leu val Cys val Asp Met Pro Gly His Glu Gly Thr Thr 

100 105 110 

Arg Ser ser Leu Asp Asp .Leu Ser lie Asp Gly Gin val Lys Arg lie 

115 120 125 

His Gin Phe val Glu Cys Leu Lys Leu Asn Lys Lys Pro Phe His Leu 

130 135 140 

val Gly Thr Ser Met Gly Gly Gin val Ala Gly val Tyr Ala Ala Tyr 
145 150 155 160 

Tyr Pro Ser Asp val Ser Ser Leu Cys Leu val Cys Pro Ala Gly Leu 

165 170 175 

Gin Tyr Ser Thr Asp Asn Gin Phe val Gin Arg Leu Lys Glu Leu Gin 

180 185 190 

Gly Ser Ala Ala val Glu Lys lie Pro Leu lie Pro Ser Thr Pro Glu 

195 200 205 

Glu Met Ser Glu Met Leu Gin Leu Cys Ser Tyr val Arg Phe Lys val 

210 215 220 

Pro Gin Gin lie Leu Gin Gly Leu val Asp val Arg lie Pro His Asn 
225 230 235 240 

Asn Phe Tyr Arg Lys Leu Phe Leu Glu lie val Ser Glu Lys Ser Arg 

245 250 255 

Tyr Ser Leu His Gin Asn Met Asp Lys lie Lys Val Pro Thr Gin lie 

260 265 270 

lie Trp Gly Lys Gin Asp Gin val Leu Asp val ser Gly Ala Asp Met 

275 280 285 

Leu Ala Lys Ser lie Ala Asn Cys Gin val Glu Leu Leu Glu Asn cys 

290 295 300 

Gly His ser val val Met Glu Arg Pro Arg Lys Thr Ala Lys Leu lie 
305 310 315 320 

lie Asp Phe Leu Ala Ser val His Asn Thr Asp Asn Asn Lys 
325 330 



<210> 74 
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<211> 559 
<212> PRT 
<213> Homo sapiens 

<400> 74 

Ser Asp Arg Leu Leu lie Arg Gly Gly Arg lie val Asn Asp Asp Gin 

1 5 10 15 

ser Phe Tyr Ala Asp val His val Glu Asp Gly Leu lie Lys Gin lie 

20 25 30 

Gly Glu Asn Leu lie Val Pro Gly Gly lie Lys Thr lie Asp Ala His 

35 40 45 

Gly Leu Met val Leu Pro Gly Gly Val Asp Val His Thr Arg Leu Gin 

50 55 60 

Met Pro val Leu Gly Met Thr Pro Ala Asp Asp Phe Cys Gin Gly Thr 
65 70 75 80 

Lys Ala Ala Leu Ala Gly Gly Thr Thr Met lie Leu Asp His val Phe 

85 90 95 

Pro Asp Thr Gly val Ser Leu Leu Ala Ala Tyr Glu Gin Trp Arg Glu 

100 105 110 

Arg Ala Asp ser Ala Ala Cys Cys Asp Tyr ser Leu His val Asp lie 

115 120 125 

Thr Arg Trp His Glu Ser lie Lys Glu Glu Leu Glu Ala Leu Val Lys 

130 135 140 

Glu Lys Gly Val Asn Ser Phe Leu Val Phe Met Ala Tyr Lys Asp Arg 
145 150 155 160 

Cys Gin Cys Ser Asp Ser Gin Met Tyr Glu lie Phe Ser lie lie Arg 

165 170 175 

Asp Leu Gly Ala Leu Ala Gin val His Ala Glu Asn Gly Asp lie val 

180 185 190 

Glu Glu Glu Gin Lys Arg Leu Leu Glu Leu Gly lie Thr Gly Pro Glu 

195 200 205 

Gly His val Leu Ser His Pro Glu Glu val Glu Ala Glu Ala val Tyr 

210 215 220 

Arg Ala Val Thr lie Ala Lys Gin Ala Asn Cys Pro Leu Tyr Val Thr 
225 230 235 240 

Lys val Met Ser Lys Gly Ala Ala Asp Ala lie Ala Gin Ala Lys Arg 

245 250 255 

Arg Gly val val Val Phe Gly Glu Pro lie Thr Ala Ser Leu Gly Thr 

260 265 270 

Asp Gly Ser His Tyr Trp Ser Lys Asn Trp Ala Lys Ala Ala Ala Phe 

275 280 285 

val Thr Ser Pro Pro val Asn Pro Asp Pro Thr Thr Ala Asp His Leu 

290 295 300 

Thr Cys Leu Leu Ser Ser Gly Asp Leu Gin Val Thr Gly ser Ala His 
305 310 315 320 

Cys Thr Phe Thr Thr Ala Gin Lys Ala Val Gly Lys Asp Asn Phe Ala 

325 330 335 

Leu lie Pro Glu Gly Thr Asn Gly lie Glu Glu Arg Met Ser Met val 

340 345 350 

Trp Glu Lys Cys Val Ala Ser Gly Lys Met Asp Glu Asn Glu Phe val 

355 360 365 

Ala val Thr Ser Thr Asn Ala Ala Lys lie Phe Asn Phe Tyr Pro Arg 

370 375 380 

Lys Gly Arg val Ala val Gly Ser Asp Ala Asp Leu val lie Trp Asn 
385 390 395 400 

Pro Lys Ala Thr Lys lie lie Ser Ala Lys Thr His Asn Leu Asn val 

405 410 415 

Glu Tyr Asn lie Phe Glu Gly Val Glu Cys Arg Gly Ala Pro Ala val 

420 425 ~ 430 

val lie Ser Gin Gly Arg val Ala Leu Glu Asp Gly Lys Met Phe val 

435 440 445 

Thr Pro Gly Ala Gly Arg Phe Val Pro Arg Lys Thr Phe Pro Asp Phe 
450 455 460 
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val Tyr Lys Arg lie Lys Ala Arg Asn Arg Leu Ala Glu lie His Gly 

465 470 475 480 

val Pro Arg Gly Leu Tyr Asp Gly Pro val His Glu val Met Val Pro 

485 490 495 

Ala Lys Pro Gly Ser Gly Ala Pro Ala Arg Ala Ser cys Pro Gly Lys 

500 505 " 510 

lie Ser val Pro Pro val Arg Asn Leu His Gin Ser Gly Phe Ser Leu 

515 520 525 

Ser Gly Ser Gin Ala Asp Asp His lie Ala Arg Arg Thr Ala Gin Lys 

530 535 540 

lie Met Ala Pro Pro Gly Gly Arg ser Asn lie Thr ser Leu Ser 

545 550 555 

<210> 75 

<211> 743 

<212> PRT 

<213> Homo sapiens 

<400> 75 

Met Ala Arg Arg Ser val Leu Tyr Phe lie Leu Leu Asn Ala Leu lie 

1 5 10 15 

Asn Lys Gly Gin Ala Cys Phe Cys Asp His Tyr Ala Trp Thr Gin Trp 

20 25 30 

Thr Ser Cys Ser Lys Thr Cys Asn ser Gly Thr Gin Ser Arg His Arg 

35 40 45 

Gin lie val val Asp Lys Tyr Tyr Gin Glu Asn Phe Cys Glu Gin lie 

50 55 60 

Cys Ser Lys Gin Glu Thr Arg Glu Cys Asn Trp Gin Arg Cys Pro lie 
65 70 75 80 

Asn Cys Leu Leu Gly Asp Phe Gly Pro Trp Ser Asp Cys Asp Pro Cys 

85 90 95 

lie Glu Lys Gin Gly Thr ser Asn Phe His Tyr Leu Asn His Leu Phe 

100 105 110 

Thr Ser Phe Phe His Leu Asp Ser Ser Phe lie Arg lie His Lys val 

115 120 125 

Met Lys val Leu Asn Phe Thr Thr Lys Ala Lys Asp Leu His Leu Ser 

130 135 140 

Asp val Phe Leu Lys Ala Leu Asn His Leu Pro Leu Glu Tyr Asn Ser 
145 150 155 160 

Ala Leu Tyr Ser Arg lie Phe Asp Asp Phe Gly Thr His Tyr Phe Thr 

165 170 175 

Ser Gly ser Leu Gly Gly val Tyr Asp Leu Leu Tyr Gin Phe Ser Ser 

180 185 190 

Glu Glu Leu Lys Asn ser Gly Leu Thr Glu Glu Glu Ala Lys His Cys 

195 200 205 

val Arg lie Glu Thr Lys Lys Arg val Leu Phe Ala Lys Lys Thr Lys 

210 215 220 

val Glu His Arg Cys Thr Thr Asn Lys Leu Ser Glu Lys His Glu Gly 
225 230 235 240 

Ser Phe lie Gin Gly Ala Glu Lys Ser lie Ser Leu lie Arg Gly Gly 

245 250 255 

Arg Ser Glu Tyr Gly Ala Ala Leu Ala Trp Glu Lys Gly Ser ser Gly 

260 265 270 

Leu Glu Glu Lys Thr Phe Ser Glu Trp Leu Glu Ser val Lys Glu Asn 

275 280 285 

Pro Ala val He Asp Phe Glu Leu Ala Pro lie Val Asp Leu val Arg 

290 295 300 

Asn lie Pro Cys Ala Val Thr Lys Arg Asn Asn Leu Arg Lys Ala Leu 
305 310 315 ~ 320 

Gin Glu Tyr Ala Ala Lys Phe Asp Pro Cys Gin Cys Ala Pro Cys Pro 

325 330 335 

Asn Asn Gly Arg Pro Thr Leu Ser Gly Thr Glu Cys Leu Cys val Cys 
340 345 350 
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Gin Ser Gly Thr Tyr Gly Glu Asn Cys Glu Lys Gin Ser Pro Asp Tyr 

355 360 365 

Lys Ser Asn Ala val Asp Gly Gin Trp Gly Cys Trp Ser Ser Trp Ser 

370 375 380 

Thr Cys Asp Ala Thr Tyr Lys Arg Ser Arg Thr Arg Glu Cys Asn Asn 
385 390 395 ~ 400 

Pro Ala Pro Gin Arg Gly Gly Lys Arg Cys Glu Gly Glu Lys Arg Gin 

405 410 415 

Glu Glu Asp Cys Thr Phe ser lie Met Glu Asn Asn Gly Gin Pro Cys 

420 425 430 

lie Asn Asp Asp Glu Glu Met Lys Glu val Asp Leu Pro Glu lie Glu 

435 440 445 

Ala Asp Ser Gly cys Pro Gin Pro val Pro Pro Glu Asn Gly Phe lie 

450 455 460 

Arg Asn Glu Lys Gin Leu Tyr Leu Val Gly Glu Asp Val Glu lie Ser 
465 470 475 480 

Cys Leu Thr Gly Phe Glu Thr Val Gly Tyr Gin Tyr Phe Arg Cys Leu 

485 490 495 

Pro Asp Gly Thr Trp Arg Gin Gly Asp Val Glu Cys Gin Arg Thr Glu 

500 505 510 

Cys lie Lys Pro Val val Gin Glu val Leu Thr lie Thr Pro Phe Gin 

515 520 525 

Arg Leu Tyr Arg lie Gly Glu Ser lie Glu Leu Thr Cys Pro Lys Gly 

530 " 535 540 

Phe val val Ala Gly Pro Ser Arg Tyr Thr cys Gin Gly Asn Ser Trp 
545 550 ~ 555 560 

Thr Pro Pro lie Ser Asn Ser Leu Thr Cys Glu Lys Asp Thr Leu Thr 

565 570 575 

Lys Leu Lys Gly His Cys Gin Leu Gly Gin Lys Gin Ser Gly Ser Glu 

580 585 ' 590 

Cys lie Cys Met Ser Pro Glu Glu Asp Cys Ser His His Ser Glu Asp 

595 600 605 

Leu Cys val Phe Asp Thr Asp Ser Asn Asp Tyr Phe Thr Ser Pro Ala 

610 615 620 

Cys Lys Phe Leu Ala Glu Lys Cys Leu Asn Asn Gin Gin Leu His Phe 
625 630 635 640 

Leu His lie Gly Ser Cys Gin Asp Gly Arg Gin Leu Glu Trp Gly Leu 

645 650 655 

Glu Arg Thr Arg Leu Ser Ser Asn Ser Thr Lys Lys Glu Ser Cys Gly 

660 665 670 

Tyr Asp Thr Cys Tyr Asp Trp Glu Lys Cys Ser Ala Ser Thr Ser Lys 

675 680 685 

Cys val Cys Leu Leu Pro Pro Gin Cys Phe Lys Gly Gly Asn Gin Leu 

690 695 700 

Tyr Cys val Lys Met Gly Ser Ser Thr Ser Glu Lys Thr Leu Asn lie 
705 710 715 720 

Cys Glu Val Gly Thr lie Arg Cys Ala Asn Arg Lys Met Glu He Leu 

725 ~ 730 ~ 735 

His Pro Gly Lys Cys Leu Ala 
740 

<210> 76 

<211> 321 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Met Glu Arg Lys Asn Gin Thr Ala lie Thr Glu Phe lie lie Leu Gly 
15 10 15 

Phe Ser Asn Leu Asn Glu Leu Gin Phe Leu Leu Phe Thr lie Phe Phe 

20 25 30 

Leu Thr Tyr Phe Cys Thr Leu Gly Gly Asn lie Leu lie lie Leu Thr 
35 40 45 
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Phe 


Leu Gly 


Thr val 


Thr Asp 


Pro 


His 


Leu 


His 


Thr 


Pro Met Tyr Tyr 


50 






55 






60 


val 


Pro Gin 


Asn Leu 


Ala Phe 


lie 


Asp 


lie 


Cys 


Tyr 


Thr Thr Ser Asn 


65 






70 




75 




80 


Met Met 


Val His 


Leu 


Leu 


Ser 


Lys 


Lys 


Lys Ser lie Ser 


Tyr 


Val Gl y 






85 






90 




95 


cys val 


val Gin 


Leu 


Phe 


Ala 


Phe 


val 


Phe Phe val Gly 


Ser 


Glu Cys 


100 










105 


110 




Leu Leu 


Leu Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg Tyr lie Ala 


lie 


Cys Asn 




115 








120 


125 




Gin Leu 


Pro Leu 


Arg Tyr 


Ser 


val 


lie 


Leu 


Ser 


Lys val Leu Cys 


Asn 


130 






135 






140 






Ala Ala 


Ser Cys 


Trp 


Ala 


Ala 


Gly 


Phe 


Leu Asn ser val 


val 


His Thr 


145 


150 






155 


lie 


160 


val Leu 


Thr Phe 


Cys 


Leu 


Pro 


Phe 


Cys 


Gly Asn Asn Gin 


Asn Tyr 






165 








170 




175 


Phe Phe 


Cys Asp 


lie 


Pro 


Pro 


Leu 


Leu 


lie Leu Ser Cys 


Gly 


Asn Thr 




180 










185 




190 




Ser val 


Asn Glu 


Leu 


Ala 


Leu 


Leu 


Ser 


Thr Gly val Phe 


lie 


Gly Trp 




195 








200 




205 






Thr Pro 


Phe Leu 


cys 


lie 


val 


Leu 


Ser 


Tyr lie Cys lie 


He 


Ser Thr 


210 






215 






220 






lie Leu 


Arg lie 


Gin 


Ser 


Ser 


Glu 


Gly 


Arg Arg Lys Ala 


Phe 


Ser Thr 


225 




230 






235 




240 


Cys Ala 


Ser His 


Leu 


Ala 


lie 


val 


Phe 


Leu Phe Tyr Gly 


Ser 


Ala He 




245 










250 




255 


Phe Thr 


Tyr val 


Arg 


Pro 


lie 


Ser 


Thr 


Tyr Ser Leu Lys 


Lys 


Asp Arg 




260 








265 


270 




Leu val 


Ser val 


Leu 


Tyr 


Ser 


val 


val 


Thr Pro Met Leu 


Asn 


Pro lie 




275 






1 OA 

280 




285 






lie Tyr 


Thr Leu 


Arg 


Asn 


Lys 


Asp 


He 


Lys Glu Ala val 


Lys 


Thr lie 


290 






295 






300 




Leu Thr 


Gly Ser 


Lys Trp 


Gin 


Pro 


Pro 


He 


Ser 


Ser Leu Asp Ser 


Lys 


305 




310 








315 




320 


Tyr 




















<210> 77 


















<211> 297 


















<212> PRT 


















<213> Homo sapiens 
















<400> 77 
















Gly Pro 


Met Asp Pro Gly Lys 


Asp 


Lys 


Glu 


Gly 


val Pro Gin Pro 


Ser 


1 




5 






10 




15 


Pro Ala Arg Lys Lys 


Phe 


Val 


lie 


Pro 


Leu Asp Glu Asp 


Glu 


Val Pro 




20 










25 




30 




Pro Gly val Ala 


Lys 


Pro 


Leu 


Phe 


Arg 


Ser Thr Gin Ser 


Leu 


Pro Thr 




35 






40 


45 






val Asp 


Thr Ser 


Ala 


Gin 


Ala 


Ala 


Pro 


Gin Thr Tyr Ala 


Glu 


Tyr Ala 


50 








55 






60 






lie Ser 


Gin Pro 


Leu 


Glu 


Gly 


Ala 


Gly 


Ala Thr Cys Pro 


Thr 


Gly ser 


65 






70 




75 




80 


Glu Pro Leu Ala Gly 


Glu 


Thr 


Pro 


Asn 


Gin Ala Leu Lys 


Pro 


Gly Ala 






85 










90 




95 


Lys Ser 


Asn ser 


He 


lie 


val 


Ser 


Pro 


Arg Gin Arg Gly 


Asn 


Pro Val 


100 










105 


110 




Leu Lys 


Phe val 


Arg 


Asn 


val 


Pro 


Trp 


Glu Phe Gly Asp 


val 


lie Pro 


115 






120 


125 






Asp Tyr val Leu Gly 


Gin 


Ser 


Thr 


cys 


Ala Leu Phe Leu 


ser 


Leu Arg 


130 








135 




140 


Gin 


Tyr His Asn Leu 


His 


Pro 


Asp 


Tyr 


He 


His Gly Arg Leu 


Ser Leu 


145 






150 




155 




160 
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Gly Lys Asn Phe Ala 


Leu 


Arg 


val 


Leu 


Leu 


val Gin 


val 


Asp 


val 


Lys 






165 








170 








175 




Asp 


Pro 


Gin Gin Ala 


Leu 


Lys 


Glu 


Leu 


Ala 


Lys Met 


Cys 


He 


Leu 


Ala 




180 






185 






190 






Asp 


Cys 


Thr Leu lie 


Leu 


Ala 


Trp 


Ser 


Pro 


Glu Glu 


Ala 


Gly 


Arg 


Tyr 


195 






200 








205 








Leu 


Glu 


Thr Tyr Lys 


Ala Tyr 


Glu 


Gin 


Lys 


Pro Ala 


Asp 


Leu 


Leu 


Met 




210 




215 








220 










Glu 


Lys 


Leu Glu Gin 


Asp 


Phe 


Val 


Ser 


Arg 


val Thr 


Glu 


Cys 


Leu 


Thr 


225 




230 








235 






240 


Thr 


val 


Lys Ser val 


Asn 


Lys 


Thr 


Asp 


Ser 


Gin Thr 


Leu 


Leu 


Thr 


Thr 






245 






250 








255 




Phe Gly Ser Leu Glu 


Gin 


Leu 


He 


Ala 


Ala 


Ser Arg 


Glu 


Asp 


Leu 


Ala 






260 








265 






270 






Leu 


Cys 


Pro Gly Leu 


Gly Pro 


Gin 


Lys 


Ala Arg Arg 


Leu 


Phe 


Asp val 




275 






280 








285 








Leu 


His 
290 


Glu Pro Phe 


Leu 


Lys 
295 


val 


Pro 















<210> 78 

<211> 579 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Met Leu Ala Asn Ser Ala Ser val Arg lie Leu lie Lys Gly Gly Lys 

15 10 15 

val val Asn Asp Asp Cys Thr His Glu Ala Asp val Tyr lie Glu Asn 

20 25 30 

Gly lie lie Gin Gin val Gly Arg Glu Leu Met lie Pro Gly Gly Ala 

35 40 45 

Lys val lie Asp Ala Thr Gly Lys Leu val lie Pro Gly Gly lie Asp 

50 55 60 

Thr ser Thr His Phe His Gin Thr Phe Met Asn Ala Thr cys val Asp 
65 70 75 80 

Asp Phe Tyr His Gly Thr Lys Ala Ala Leu Val Gly Gly Thr Thr Met 

85 90 95 

lie lie Gly His val Leu Pro Asp Lys Glu Thr Ser Leu val Asp Ala 

100 105 110 

Tyr Glu Lys Cys Arg Gly Leu Ala Asp Pro Lys Val Cys Cys Asp Tyr 

115 ~ 120 125 

Ala Leu His val Gly lie Thr Trp Trp Ala Pro Lys val Lys Ala Glu 

130 135 140 

Met Glu Thr Leu Val Arg Glu Lys Gly val Asn Ser Phe Gin Met Phe 
145 150 155 160 

Met Thr Tyr Lys Asp Leu Asn Trp Asn Met Leu Arg Asp Ser Glu Leu 

165 170 * 175 

Tyr Gin val Leu His Ala Cys Lys Asp lie Gly Ala lie Ala Arg val 

180 ' 185 190 

His Ala Glu Asn Gly Glu Leu val Ala Glu Ala Ser Leu Gin Pro Arg 

195 200 205 

lie Leu Asp Gly Gly Thr Pro Gly Ala Lys Glu Ala Leu Asp Leu Gly 

210 215 ' 220 

lie Thr Gly Pro Glu Gly lie Glu lie Ser Arg Pro Glu Glu Leu Glu 
225 230 235 240 

Ala Glu Ala Thr His Arg Val lie Thr He Ala Asn Arg Thr His Cys 

245 250 255 

Pro lie Tyr Leu val Asn val Ser Ser lie Ser Ala Gly Asp val lie 

260 265 270 

Ala Ala Ala Lys Met Gin Gly Lys val val Leu Ala Glu Thr Thr Thr 

275 280 285 

Ala His Ala Thr Leu Thr Gly Leu His Tyr Tyr His Gin Asp Trp Ser 
290 295 300 
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His Ala Ala Ala Tyr val Thr val Pro Pro Leu Arg Leu Asp Thr Asn 
305 310 315 320 

Thr ser Thr Tyr Leu Met Ser Leu Leu Ala Asn Asp Thr Leu Asn lie 

325 330 335 

val Ala Ser Asp His Arg Pro Phe Thr Thr Lys Gin Lys Ala Met Gly 

340 345 350 

Lys Glu Asp Phe Thr Lys lie Pro His Gly val Ser Gly val Gin Asp 

355 360 365 

Arg Met Ser val lie Trp Glu Arg Gly val val Gly Gly Lys Met Asp 

370 375 ~ 380 

Glu Asn Arg Phe val Ala val Thr Ser Ser Asn Ala Ala Lys Leu Leu 
385 ~ 390 395 400 

Asn Leu Tyr Pro Arg Lys Gly Arg lie lie Pro Gly Ala Asp Ala Asp 

405 " 410 415 

val val val Trp Asp Pro Glu Ala Thr Lys Thr lie Ser Ala Ser Thr 

420 425 430 

Gin val Gin Gly Gly Asp Phe Asn Leu Tyr Glu Asn Met Arg Cys His 

435 ' 440 445 

Gly val Pro Leu val Thr lie Ser Arg Gly Arg Val val Tyr Glu Asn 

450 455 460 

Gly val Phe Met Cys Ala Glu Gly Thr Gly Lys Phe Cys Pro Leu Arg 
465 470 475 480 

Ser Phe Pro Asp Thr val Tyr Lys Lys Leu val Gin Arg Glu Lys Thr 

485 ' ' 490 495 

Leu Lys val Arg Gly val Asp Arg Thr Pro Tyr Leu Gly Asp val Ala 

500 505 510 

val val val His Pro Gly Lys Lys Glu Met Gly Thr Pro Leu Ala Asp 

515 520 525 

Thr Pro Thr Arg Pro val Thr Arg His Gly Gly Met Arg Asp Leu His 

530 535 ~ 540 

Glu Ser Ser Phe ser Leu Ser Gly Ser Gin lie Asp Asp His val Pro 
545 550 555 560 

Lys Arg Ala Ser Ala Arg lie Leu Ala Pro Pro Gly Gly Arg Ser Ser 
565 570 575 

Gly lie Trp 

<210> 79 

<211> 366 

<212> PRT 

<213> Homo sapiens 

<400> 79 

val Thr Ala val Ala Gin Gin Asn Gin Gly Glu val Pro Glu Pro Gin 

15 10 15 

Asp Met Lys val Ala Glu val Leu Phe Asp Ala Ala Asp Ala Asn Ala 

20 25 30 

lie Glu Glu val Asn Leu Ala Tyr Glu Asn val Lys Glu val Asp Gly 

35 40 45 

Leu Asp val Ser Lys Glu Gly Thr Glu Ala Trp Glu Ala Ala Met Lys 

50 55 60 

Arg Tyr Asp Glu Arg lie Asp Arg val Glu Thr Arg lie Thr Ala Arg 
65 70 75 80 

Leu Arg Asp Gin Leu Gly Thr Ala Lys Asn Ala Asn Glu Met Phe Arg 

85 90 95 

lie Phe Ser Arg Phe Asn Ala Leu Phe Val Arg Pro His lie Arg Gly 

100 105 110 

Ala lie Arg Glu Tyr Gin Thr Gin Leu lie Gin Arg val Lys Asp Asp 

115 120 125 

lie Glu ser Leu His Asp Lys Phe Lys val Gin Tyr Pro Gin Ser Gin 

130 135 140 

Ala cys Lys Met Ser His val Arg Asp Leu Pro Pro val Ser Gly Ser 
145 150 155 160 
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lie 


lie 


Trp 


Ala 


Lys 


Gin lie Asp 


Arg 


Gin 


Leu 


Tnr 


Ala 


Tyr 


Met Lys 








165 


170 










175 


Arg 


val 


Glu 


Asp 


val 


Leu Gly Lys 


Gly 


Trp Glu 


Asn 


Hi S 


val 


Glu Gly 






180 




185 










190 




Gin 


Lys 


Leu 


Lys 


Gin 


Asp Gly Asp 


Ser 


Phe Arg 


Met 


Lys 


Leu 


Asn Thr 






195 






200 










205 






Gin 


Glu 


lie 


Phe 


Asp 


Asp Trp Ala 


Arg 


Lys 


val 


Gl n 


Gin 


Arg 


Asn Leu 




210 






215 








220 








Gly val 


Ser 


Gly 


Arg 


lie Phe Thr 


lie 


Glu 


Ser 


Thr 


Arg 


val 


Arg Gly 


225 






230 






235 






240 


Arg 


Thr 


Gly 


Asn 


val 


Leu Lys Leu 


Lys 


val 


Asn 


Phe 


Leu 


Pro 


Glu lie 






245 


250 










255 


lie 


Thr 


Leu 


Ser 


Lys 


Glu Val Arg 


Asn 


Leu 


Lys 


Trp 


Leu 


Gly 


Phe Arg 








260 


"1 f c 

265 






~% ^ r\ 
270 




val 


Pro 


Leu 


Ala 


lie 


val Asn Lys 


Ala 


His 


Gin 


Ala 


Asn 


Gin 


Leu Tyr 






"l "7 r 

275 






280 














Pro 


Phe 


Ala 


lie 


Ser 


Leu lie Glu 


Ser 


val 


Arg 


Thr 


Tyr 


Glu 


Arg Thr 




290 


















Cys 


Glu 


Lys 


val 


Glu 


Glu Arg Asn 


Thr 


He 


Ser 


Leu 


Leu 


val 


Ala Gly 


305 








310 






315 








320 


Leu 


Lys 


Lys 


Glu 


val 


Gin Ala Leu 


He 


Ala 


Glu 


Gly 


He 


Ala 


Leu val 






325 






330 








335 


Trp 


Glu 


Ser 


Tyr 


Lys 


Leu Asp Pro 


Tyr 


val 


Gin 


Arg 


Leu 


Ala 


Glu Thr 






340 


345 








350 




val 


Phe 


Asn 


Phe 


Gin 


Glu Lys val 


Cys 


ser 


His 


Val 


He 


Leu 





355 360 365 



<210> 80 

<211> 1335 

<212> PRT 

<213> Homo sapiens 



<400> 80 



Met 


Ser 


Asp 


Ser 


val 


lie Leu Arg 


Ser 


He 


Lys 


Lys 


Phe 


Gly 


Glu Glu 


1 






5 




10 




15 


Asn 


Asp 


Gly 


Phe 


Glu 


Ser Asp Lys 


Ser 


Trp Trp 


Ser 


Leu 


Asn 


Pro Tyr 




20 




25 










30 




Val 


Phe 


Leu 


lie 


Arg 


Leu Gin Asp 


Glu 


Lys 


Lys 


Gly 


Asp 


Gly 


Val Arg 






35 




40 










45 




Val 


Gly 


Phe 


Phe 


Gin 


Leu Phe Arg 


Phe 


Ser 


Ser 


Ser 


Thr 


Asp 


lie Trp 




50 








55 








60 




Leu 


Met 


Phe 


val 


Gly 


Ser Leu Cys 


Ala 


Phe 


Leu 


His 


Gly 


He 


Ala Gin 


65 








70 






75 






80 


Pro Gly 


val 


Leu 


Leu 


He Phe Gly 


Thr 


Met 


Thr 


Asp 


val 


Phe 


lie Asp 










85 




90 








95 


Tyr Asp 


val 


Glu 


Leu 


Gin Glu Leu 


Gin 


He 


Pro 


Gly 


Lys 


Ala 


Cys val 








100 






105 






110 


Asn 


Asn 


Thr 
115 


lie 


val 


Trp Thr Asn 
120 


Ser 


Ser 


Leu 


Asn 


Gin 
125 


Asn 


Met Thr 


Asn Gly 


Thr 


Arg 


Cys 


Gly Leu Leu 


Asn 


He 


Glu 


Ser 


Glu 


Met 


lie Lys 




130 




135 








140 






Phe 


Ala 


Ser 


Tyr 


Tyr 


Ala Gly lie 


Ala 


val 


Ala 


val 


Leu 


He 


Thr Gly 


145 






150 






155 








160 


Tyr 


lie 


Gin 


He 


Cys 


Phe Trp Val 


He 


Ala Ala 


Ala 


Arg 


Gin 


lie Gin 








165 




170 








175 


Lys 


Met 


Arg 


Lys 


Phe 


Tyr Phe Arg 


Arg 


He 


Met 


Arg 


Met 


Glu 


lie Gly 






180 




185 








190 




Trp 


Phe 


Asp 


Cys 


Asn 


Ser val Gly 


Glu 


Leu 


Asn 


Thr 


Arg 


Phe 


Ser Asp 




195 




200 










205 






Asp 


lie 


Asn 


Lys 


He 


Asn Asp Ala 


He 


Ala Asp 


Gin 


Met 


Ala 


Leu Phe 


210 






215 








220 








lie Gin 


Arg 


Met 


Thr 


Ser Thr lie 


cys 


Gly Phe 


Leu 


Leu 


Gly 


Phe Phe 


225 








230 




235 






240 
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St 






He 


Arg Gly 


Trp 


Lys 


Leu 


Thr 


Leu 


val 


He 


He 


Ser 


val 


Ser 


Pro 


Leu 


245 










250 










255 




Gly lie 


Gly 


Ala 


Ala 


Thr 


lie 


Gly 


Leu 


Ser 


val 


ser 


Lys 


Phe 


Thr Asp 


260 








265 








270 






Tyr Glu 


Leu 


Lys 


Ala 


Tyr 


Ala 


Lys 


Ala 


Gly val 


val 


Ala 


Asp 


Glu 


val 


275 






280 










285 








lie Ser 


Ser 


Met 


Arg 


Thr 


val 


Ala 


Ala 


Phe Gly 


Gly 


Glu 


Lys 


Arg 


Glu 


290 








295 










300 






val Glu 


Arg 


Tyr 


Glu 


Lys 


Asn 


Leu 


val 


Phe Ala 


Gin 


Arg 


Trp 


Gly lie 


305 




310 










315 








320 


Arg Lys 


Gly 


lie 


val 


Met 


Gly 


Phe 


Phe 


Thr Gly 


Phe 


val 


Trp 


cys 


Leu 




325 








330 










335 




lie Phe 


Leu 


cys 


Tyr 


Ala 


Leu 


Ala 


Phe 


Trp Tyr 


Gly 


Ser 


Thr 


Leu 


val 






340 








345 








350 






Leu Asp 


Glu 


Gly 


Glu 


Tyr 


Thr 


Pro 


Gly 


Thr 


Leu 


val 


Gin 


He 


Phe 


Leu 


355 






360 








365 








Ser val 


He 


val 


Gly 


Ala 


Leu 


Asn 


Leu 


Gly Asn 


Ala 


Ser 


Pro 


cys 


Leu 


370 








375 










380 








Glu Ala 


Phe 


Ala 


Thr 


Gly 


Arg 


Ala 


Ala 


Ala Thr 


Ser 


lie 


Phe 


Glu 


Thr 


385 








390 








395 










400 


lie Asp 


Arg 


Lys 


Pro 


lie 


lie 


Asp 


Cys 


Met 


Ser 


Glu 


Asp 


Gly 


Tyr 


Lys 


405 










410 










415 




Leu Asp 


Arg 


lie 


Lys 


Gly 


Glu 


lie 


Glu 


Phe 


His 


Asn 


val 


Thr 


Phe 


His 


420 






425 










430 






Tyr Pro 


Ser 


Arg 


Pro 


Glu 


val 


Lys 


He 


Leu 


Asn 


Asp 


Leu 


Asn 


Met 


Val 


435 








440 








445 








lie Lys 


Pro 


Gly 


Glu 


Met 


Thr 


Ala 


Leu 


val 


Gly 


Pro 


Ser 


Gly 


Ala Gly 


450 








455 








460 








Lys Ser 


Thr 


Ala 


Leu 


Gin 


Leu 


lie 


Gin 


Arg 


Phe 


Tyr 


Asp 


Pro 


Cys 


Glu 


465 








470 








475 




480 


Gly Met 


val 


Thr 


val 


Asp 


Gly 


His 


Asp 


lie Arg 


Ser 


Leu 


Asn 


lie 


Gin 






485 




490 










495 




Trp Leu 


Arg 


Asp 
500 


Gin 


lie 


Gly 


lie 


val 
505 


Glu Gin 


Glu 


Pro 


val 
510 


Leu 


Phe 


Ser Thr 


Thr 


lie 


Ala 


Glu 


Asn 


He 


Arg 


Tyr Gly 


Arg 


Glu 


Asp 


Ala 


Thr 




515 










520 






525 






Met Glu 


Asp 


lie 


val 


Gin 


Ala 


Ala 


Lys 


Glu 


Ala 


Asn 


Ala 


Tyr 


Asn 


Phe 


530 








535 








540 








He Met 


Asp 


Leu 


Pro 


Gin 


Gin 


Phe 


Asp 


Thr 


Leu 


Val 


Gly 


Glu 


Gly Gly 


545 






550 








555 








560 


Gly Gin 


Met 


Ser 


Gly 


Gly 


Gin 


Lys 


Gin 


Arg 


Val 


Ala 


lie 


Ala 


Arg 


Ala 






565 






570 










575 




Leu lie 


Arg 


Asn 


Pro 


Lys 


lie 


Leu 


Leu 


Leu 


Asp 


Met 


Ala 


Thr 


Ser 


Ala 




580 








585 








590 






Leu Asp 


Asn 


Glu 


Ser 


Glu 


Ala 


Met 


val 


Gin 


Glu 


Val 


Leu 


Ser 


Lys 


He 


595 










600 










605 






Gin His 


Gly 


His 


Thr 


lie 


lie 


Ser 


val 


Ala 


His 


Arg 


Leu 


Ser 


Thr 


val 


610 








615 










620 










Arg Ala 


Ala 


Asp 


Thr 


lie 


lie 


Gly 


Phe 


Glu 


His 


Gly 


Thr 


Ala 


val 


Glu 


625 






630 








635 








640 


Arg Gly 


Thr 


His 


Glu 


Glu 


Leu 


Leu 


Glu 


Arg 


Lys 


Gly 


val 


Tyr 


Phe 


Thr 






645 










650 




655 




Leu val 


Thr 


Leu 


Gin 


Ser 


Gin 


Gly 


Asn 


Gin 


Ala 


Leu 


Asn 


Glu 


Glu Asp 






660 








665 










670 






He Lys 


Gly 


Lys 


Cys 


Phe 


Phe 


Pro 


He 


Leu 


val 


Leu 


Asp 


Ala 


Thr 


Glu 


675 






680 










685 








ASp ASP 


Met 


Leu 


A "I -3 

A i a 


Arg 


inr 


pne 


Ser 


Arg Gly 


Ser 


Tyr 


kj i n 


ASp 


Ser 


690 








695 










700 










Leu Arg 


Ala 


Ser 


lie 


Arg 


Gin 


Arg 


Ser 


Lys 


ser 


Gin 


Leu 


Ser 


Tyr 


Leu 


705 








710 






715 










720 


val His 


Glu 


Pro 


Pro 


Leu 


Ala 


val 


val 


Asp 


His 


Lys 


Ser 


Thr 


Tyr 


Glu 








725 










730 








735 




Glu Asp 


Arg 


Lys 


Asp 


Lys 


Asp 


lie 


Pro 


val 


Gin 


Glu 


Glu 


val 


Glu 


Pro 
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740 745 750 

Ala Pro val Arg Arg lie Leu Lys Phe Ser Ala Pro Glu Trp Pro Tyr 

755 760 765 

Met Leu val Gly Ser val Gly Ala Ala Val Asn Gly Thr val Thr Pro 

770 775 780 

Leu Tyr Ala Phe Leu Phe Ser Gin lie Leu Gly Thr Phe Ser lie Pro 
785 790 795 800 

Asp Lys Glu Glu Gin Arg Ser Gin lie Asn Gly Val Cys Leu Leu Phe 

805 810 815 

val Ala Met Gly Cys val ser Leu Phe Thr Gin Phe Leu Gin Gly Tyr 

820 825 830 

Ala Phe Ala Lys Ser Gly Glu Leu Leu Thr Lys Arg Leu Arg Lys Phe 

835 840 845 

Gly Phe Arg Ala Met Leu Gly Gin Asp lie Ala Trp Phe Asp Asp Leu 

850 " 855 860 

Arg Asn ser Pro Gly Ala Leu Thr Thr Arg Leu Ala Thr Asp Ala Ser 
865 870 875 880 

Gin val Gin Gly Ala Ala Gly Ser Gin lie Gly Met lie val Asn Ser 

885 ' 890 895 

Phe Thr Asn val Thr val Ala Met lie lie Ala Phe Ser Phe ser Trp 

900 905 910 

Lys Leu ser Leu val lie Leu Cys Phe Phe Pro Phe Leu Ala Leu Ser 

915 920 925 

Gly Ala Thr Gin Thr Arg Met Leu Thr Gly Phe Ala Ser Arg Asp Lys 

930 935 940 

Gin Ala Leu Glu Met Val Gly Gin lie Thr Asn Glu Ala Leu ser Asn 
945 950 955 960 

lie Arg Thr val Ala Gly lie Gly Lys Glu Arg Arg Phe lie Glu Ala 

965 970 ~ 975 

Leu Glu Thr Glu Leu Glu Lys Pro Phe Lys Thr Ala He Gin Lys Ala 

980 * 985 990 

Asn lie Tyr Gly Phe Cys Phe Ala Phe Ala Gin Cys lie Met Phe lie 

995 1000 1005 

Ala Asn ser Ala Ser Tyr Arg Tyr Gly Gly Tyr Leu lie Ser Asn Glu 

1010 1015 1020 

Gly Leu His Phe Ser Tyr Val Phe Arg val lie Ser Ala Val Val Leu 
1025 1030 1035 1040 

Ser Ala Thr Ala Leu Gly Arg Ala Phe Ser Tyr Thr Pro Ser Tyr Ala 

1045 1050 1055 

Lys Ala Lys lie Ser Ala Ala Arg Phe Phe Gin Leu Leu Asp Arg Gin 

1060 1065 1070 

Pro Pro lie Ser val Tyr Asn Thr Ala Gly Glu Lys Trp Asp Asn Phe 

1075 1080 1085 

Gin Gly Lys lie Asp Phe Val Asp Cys Lys Phe Thr Tyr Pro Ser Arg 

1090 1095 1100 

Pro Asp Ser Gin val Leu Asn Gly Leu Ser val Ser lie Ser Pro Gly 
1105 1110 1115 1120 

Gin Thr Leu Ala Phe Val Gly Ser Ser Gly Cys Gly Lys Ser Thr Ser 

1125 1130 1135 

lie Gin Leu Leu Glu Arg Phe Tyr Asp Pro Asp Gin Gly Lys Val Met 

1140 1145 1150 

lie Asp Gly His Asp Ser Lys Lys val Asn Val Gin Phe Leu Arg Ser 

1155 1160 1165 

Asn lie Gly lie val Ser Gin Glu Pro val Leu Phe Ala Cys Ser lie 

1170 1175 1180 

Met Asp Asn lie Lys Tyr Gly Asp Asn Thr Lys Glu lie Pro Met Glu 
1185 1190 1195 1200 

Arg val lie Ala Ala Ala Lys Gin Ala Gin Leu His Asp Phe val Met 

1205 1210 1215 

Ser Leu Pro Glu Lys Tyr Glu Thr Asn val Gly Ser Gin Gly Ser Gin 

1220 1225 1230 

Leu Ser Arg Gly Glu Lys Gin Arg lie Ala lie Ala Arg Ala lie val 
1235 1240 1245 
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Arg Asp Pro Lys lie Leu Leu Leu Asp Glu Ala Thr ser Ala Leu Asp 

1250 1255 1260 

Thr Glu Ser Glu Lys Thr val Gin Val Ala Leu Asp Lys Ala Arg Glu 
1265 1270 1275 1280 

Gly Arg Thr Cys lie val lie Ala His Arg Leu Ser Thr lie Gin Asn 

1285 1290 1295 

Ala Asp lie lie Ala Val Met Ala Gin Gly val val lie Glu Lys Gly 

1300 1305 1310 

Thr His Glu Glu Leu Met Ala Gin Lys Gly Ala Tyr Tyr Lys Leu Val 

1315 1320 1325 

Thr Thr Gly Ser Pro lie Ser 
1330 1335 

<210> 81 

<211> 1279 

<212> PRT 

<213> Homo sapiens 

<400> 81 

Met Asp Leu Glu Ala Ala Lys Asn Gly Thr Ala Trp Arg Pro Thr Ser 

1 5 10 15 

Ala Glu Gly Asp Phe Glu Leu Gly lie Ser Ser Lys Gin Lys Arg Lys 

20 25 30 

Lys Thr Lys Thr Val Lys Met lie Gly Val Leu Thr Leu Phe Arg Tyr 

35 40 45 

Ser Asp Trp Gin Asp Lys Leu Phe Met Ser Leu Gly Thr lie Met Ala 

50 55 60 

lie Ala His Gly Ser Gly Leu Pro Leu Met Met lie val Phe Gly Glu 
65 70 75 80 

Met Thr Asp Lys Phe val Asp Thr Ala Gly Asn Phe Ser Phe Pro val 

85 90 95 

Asn Phe Ser Leu Ser Leu Leu Asn Pro Gly Lys lie Leu Glu Glu Glu 

100 105 110 

Met Thr Arg Tyr Ala Tyr Tyr Tyr Ser Gly Leu Gly Ala Gly Val Leu 

115 120 125 

val Ala Ala Tyr lie Gin Val Ser Phe Trp Thr Leu Ala Ala Gly Arg 

130 135 140 

Gin lie Arg Lys lie Arg Gin Lys Phe Phe His Ala lie Leu Arg Gin 
145 150 155 160 

Glu lie Gly Trp Phe Asp lie Asn Asp Thr Thr Glu Leu Asn Thr Arg 

165 170 175 

Leu Thr Asp Asp lie Ser Lys lie Ser Glu Gly lie Gly Asp Lys Val 

180 185 190 

Gly Met Phe Phe Gin Ala val Ala Thr Phe Phe Ala Gly Phe lie Val 

195 200 205 

Gly Phe lie Arg Gly Trp Lys Leu Thr Leu val lie Met Ala lie ser 

210 ~ 215 220 

Pro lie Leu Gly Leu Ser Ala Ala val Trp Ala Lys He Leu Ser Ala 
225 230 235 240 

Phe Ser Asp Lys Glu Leu Ala Ala Tyr Ala Lys Ala Gly Ala Val Ala 

245 250 255 

Glu Glu Ala Leu Gly Ala lie Arg Thr val lie Ala Phe Gly Gly Gin 

260 265 270 

Asn Lys Glu Leu Glu Arg Tyr Gin Lys His Leu Glu Asn Ala Lys Glu 

275 280 285 

He Gly lie Lys Lys Ala lie Ser Ala Asn lie Ser Met Gly lie Ala 

290 295 300 

Phe Leu Leu lie Tyr Ala Ser Tyr Ala Leu Ala Phe Trp Tyr Gly Ser 
305 310 315 320 

Thr Leu val lie Ser Lys Glu Tyr Thr lie Gly Asn Ala Met Thr val 

325 330 335 

Phe Phe Ser lie Leu lie Gly Ala Phe Ser val Gly Gin Ala Ala Pro 
340 345 350 
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Cys lie Asp Ala Phe Ala Asn Ala Arg Gly Ala Ala Tyr val lie Phe 

355 360 ~ 365 

Asp lie lie Asp Asn Asn Pro Lys lie Asp Ser Phe Ser Glu Arg Gly 

370 375 380 

His Lys Pro Asp Ser lie Lys Gly Asn Leu Glu Phe Asn Asp Val His 
385 390 ' 395 400 

Phe Ser Tyr Pro Ser Arg Ala Asn val Lys lie Leu Lys Gly Leu Asn 

405 ~ 410 415 

Leu Lys val Gin Ser Gly Gin Thr Val Ala Leu val Gly Ser Ser Gly 

420 425 430 

Cys Gly Lys Ser Thr Thr val Gin Leu lie Gin Arg Leu Tyr Asp Pro 

435 440 445 

Asp Glu Gly Thr lie Asn lie Asp Gly Gin Asp lie Arg Asn Phe Asn 

450 455 460 

val Asn Tyr Leu Arg Glu lie lie Gly val val Ser Gin Glu Pro val 
465 470 475 480 

Leu Phe Ser Thr Thr lie Ala Glu Asn lie Cys Tyr Gly Arg Gly Asn 

485 490 495 

Val Thr Met Asp Glu lie Lys Lys Ala val Lys Glu Ala Asn Ala Tyr 

500 505 510 

Glu Phe lie Met Lys Leu Pro Gin Lys Phe Asp Thr Leu val Gly Glu 

515 520 525 

Arg Gly Ala Gin Leu Ser Gly Gly Gin Lys Gin Arg lie Ala lie Ala 

530 535 540 

Arg Ala Leu val Arg Asn Pro Lys lie Leu Leu Leu Asp Glu Ala Thr 
545 550 555 560 

Ser Ala Leu Asp Thr Glu Ser Glu Ala Glu val Gin Ala Ala Leu Asp 

565 570 575 

Lys Ala Arg Glu Gly Arg Thr Thr lie Val lie Ala His Arg Leu Ser 

580 ~ 585 590 

Thr Val Arg Asn Ala Asp Val lie Ala Gly Phe Glu Asp Gly Val lie 

595 600 605 

val Glu Gin Gly Ser His Ser Glu Leu Met Lys Lys Glu Gly val Tyr 

610 615 620 

Phe Lys Leu val Asn Met Gin Thr ser Gly Ser Gin lie Gin Ser Glu 
625 630 635 640 

Glu Phe Glu Leu Asn Asp Glu Lys Ala Ala Thr Arg Met Ala Pro Asn 

645 650 " 655 

Gly Trp Lys Ser Arg Leu Phe Arg His Ser Thr Gin Lys Asn Leu Lys 

660 665 670 

Asn Ser Gin Met Cys Gin Lys Ser Leu Asp Val Glu Thr Asp Gly Leu 

675 680 685 

Glu Ala Asn val Pro Pro val Ser Phe Leu Lys val Leu Lys Leu Asn 

690 695 700 

Lys Thr Glu Trp Pro Tyr Phe val val Gly Thr val Cys Ala lie Ala 
705 710 715 720 

Asn Gly Gly Leu Gin Pro Ala Phe Ser Val lie Phe Ser Glu lie lie 

725 730 735 

Ala lie Phe Gly Pro Gly Asp Asp Ala val Lys Gin Gin Lys Cys Asn 

740 745 750 

lie Phe ser Leu lie Phe Leu Phe Leu Gly lie lie ser Phe Phe Thr 

755 760 765 

Phe Phe Leu Gin Gly Phe Thr Phe Gly Lys Ala Gly Glu lie Leu Thr 

770 * 775 780 

Arg Arg Leu Arg Ser Met Ala Phe Lys Ala Met Leu Arg Gin Asp Met 
785 " ~ 790 795 ~ 800 

Ser Trp Phe Asp Asp His Lys Asn Ser Thr Gly Ala Leu Ser Thr Arg 

805 810 815 

Leu Ala Thr Asp Ala Ala Gin val Gin Gly Ala Thr Gly Thr Arg Leu 

820 825 830 

Ala Leu lie Ala Gin Asn lie Ala Asn Leu Gly Thr Gly lie lie lie 

835 840 845 

Ser Phe lie Tyr Gly Trp Gin Leu Thr Leu Leu Leu Leu Ala val Val 
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850 855 860 

pro lie lie Ala val Ser Gly lie val Glu Met Lys Leu Leu Ala Gly 
865 870 875 880 

Asn Ala Lys Arg Asp Lys Lys Glu Leu Glu Ala Ala Gly Lys lie Ala 

885 890 895 

Thr Glu Ala lie Glu Asn lie Arg Thr Val val Ser Leu Thr Gin Glu 

900 905 910 

Arg Lys Phe Glu Ser Met Tyr val Glu Lys Leu Tyr Gly Pro Tyr Arg 

915 920 925 

Asn Ser val Gin Lys Ala His lie Tyr Gly lie Thr Phe ser lie Ser 

930 935 940 

Gin Ala Phe Met Tyr Phe Ser Tyr Ala Gly Cys Phe Arg Phe Gly Ala 
945 950 955 960 

Tyr Leu lie val Asn Gly His Met Arg Phe Arg Asp val lie Leu val 

965 970 975 

Phe Ser Ala lie val Phe Gly Ala val Ala Leu Gly His Ala Ser Ser 

980 " 985 990 

Phe Ala Pro Asp Tyr Ala Lys Ala Lys Leu Ser Ala Ala His Leu Phe 

995 1000 1005 

Met Leu Phe Glu Arg Gin Pro Leu lie Asp Ser Tyr Ser Glu Glu Gly 

1010 ~ 1015 1020 

Leu Lys Pro Asp Lys Phe Glu Gly Asn lie Thr Phe Asn Glu val Val 
1025 1030 1035 1040 

Phe Asn Tyr Pro Thr Arg Ala Asn val Pro val Leu Gin Gly Leu Ser 

1045 1050 1055 

Leu Glu val Lys Lys Gly Gin Thr Leu Ala Leu val Gly Ser ser Gly 

1060 * 1065 1070 

cys Gly Lys ser Thr val val Gin Leu Leu Glu Arg Phe Tyr Asp Pro 

1075 1080 1085 

Leu Ala Gly Thr Val Leu Leu Asp Gly Gin Glu Ala Lys Lys Leu Asn 

1090 1095 1100 

val Gin Trp Leu Arg Ala Gin Leu Gly lie Val Ser Gin Glu Pro lie 
1105 1110 * 1115 1120 

Leu Phe Asp Cys Ser lie Ala Glu Asn lie Ala Tyr Gly Asp Asn Ser 

1125 1130 1135 

Arg Val val Ser Gin Asp Glu lie val Ser Ala Ala Lys Ala Ala Asn 

1140 1145 1150 

lie His Pro Phe lie Glu Thr Leu Pro His Lys Tyr Glu Thr Arg val 

1155 1160 ' 1165 

Gly Asp Lys Gly Thr Gin Leu Ser Gly Gly Gin Lys Gin Arg lie Ala 

1170 1175 1180 

lie Ala Arg Ala Leu lie Arg Gin Pro Gin lie Leu Leu Leu Asp Glu 
1185 1190 1195 1200 

Ala Thr Ser Ala Leu Asp Thr Glu Ser Glu Lys val val Gin Glu Ala 

1205 1210 1215 

Leu Asp Lys Ala Arg Glu Gly Arg Thr Cys lie Val lie Ala His Arg 

1220 1225 1230 

Leu Ser Thr lie Gin Asn Ala Asp Leu lie val val Phe Gin Asn Gly 

1235 1240 1245 

Arg val Lys Glu His Gly Thr His Gin Gin Leu Leu Ala Gin Lys Gly 

1250 1255 1260 

lie Tyr Phe Ser Met val Ser val Gin Ala Gly Thr Gin Asn Leu 
1265 1270 1275 

<210> 82 

<211> 1280 

<212> PRT 

<213> Homo sapiens 

<400> 82 

Met Asp Leu Glu Gly Asp Arg Asn Gly Gly Ala Lys Lys Lys Asn Phe 

1 5 10 15 

Phe Lys Leu Asn Asn Lys Ser Glu Lys Asp Lys Lys Glu Lys Lys Pro 
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20 25 30 

Thr val ser val Phe Ser Met Phe Arg Tyr Ser Asn Trp Leu Asp Lys 

35 40 45 

Leu Tyr Met val val Gly Thr Leu Ala Ala lie lie His Gly Ala Gly 

50 55 60 

Leu Pro Leu Met Met Leu val Phe Gly Glu Met Thr Asp lie Phe Ala 
65 70 75 80 

Asn Ala Gly Asn Leu Glu Asp Leu Met Ser Asn lie Thr Asn Arg ser 

85 90 95 

Asp lie Asn Asp Thr Gly Phe Phe Met Asn Leu Glu Glu Asp Met Thr 

100 " 105 110 

Arg Tyr Ala Tyr Tyr Tyr Ser Gly lie Gly Ala Gly Val Leu val Ala 

115 ' 120 125 

Ala Tyr lie Gin val Ser Phe Trp Cys Leu Ala Ala Gly Arg Gin lie 

130 135 ' 140 

His Lys lie Arg Lys Gin Phe Phe His Ala lie Met Arg Gin Glu He 
145 150 155 " 160 

Gly Trp Phe Asp val His Asp val Gly Glu Leu Asn Thr Arg Leu Thr 

165 170 175 

Asp Asp val Ser Lys lie Asn Glu Gly lie Gly Asp Lys lie Gly Met 

180 185 190 

Phe Phe Gin Ser Met Ala Thr Phe Phe Thr Gly Phe lie val Gly Phe 

195 200 205 

Thr Arg Gly Trp Lys Leu Thr Leu val lie Leu Ala lie Ser Pro val 

210 215 220 

Leu Gly Leu Ser Ala Ala val Trp Ala Lys lie Leu Ser Ser Phe Thr 
225 230 235 240 

Asp Lys Glu Leu Leu Ala Tyr Ala Lys Ala Gly Ala val Ala Glu Glu 

245 250 255 

val Leu Ala Ala lie Arg Thr val lie Ala Phe Gly Gly Gin Lys Lys 

260 265 270 

Glu Leu Glu Arg Tyr Asn Lys Asn Leu Glu Glu Ala Lys Arg lie Gly 

275 ~ 280 285 

lie Lys Lys Ala lie Thr Ala Asn lie Ser lie Gly Ala Ala Phe Leu 

290 295 300 

Leu lie Tyr Ala Ser Tyr Ala Leu Ala Phe Trp Tyr Gly Thr Thr Leu 
305 310 315 320 

val Leu ser Gly Glu Tyr Ser lie Gly Gin val Leu Thr val Phe Phe 

325 330 335 

Ser val Leu lie Gly Ala Phe Ser val Gly Gin Ala Ser Pro Ser lie 

340 345 350 

Glu Ala Phe Ala Asn Ala Arg Gly Ala Ala Tyr Glu lie Phe Lys lie 

355 360 365 

lie Asp Asn Lys Pro Ser lie Asp Ser Tyr Ser Lys Ser Gly His Lys 

370 375 380 

Pro Asp Asn lie Lys Gly Asn Leu Glu Phe Arg Asn val His Phe Ser 
385 390 395 400 

Tyr Pro Ser Arg Lys Glu val Lys lie Leu Lys Gly Leu Asn Leu Lys 

405 410 415 

val Gin Ser Gly Gin Thr val Ala Leu Val Gly Asn Ser Gly Cys Gly 

420 425 430 

Lys Ser Thr Thr val Gin Leu Met Gin Arg Leu Tyr Asp Pro Thr Glu 

435 440 " 445 

Gly Met val Ser val Asp Gly Gin Asp lie Arg Thr lie Asn Val Arg 

450 455 460 

Phe Leu Arg Glu lie lie Gly val val Ser Gin Glu Pro val Leu Phe 
465 470 475 480 

Ala Thr Thr lie Ala Glu Asn lie Arg Tyr Gly Arg Glu Asn Val Thr 

485 490 495 

Met Asp Glu lie Glu Lys Ala val Lys Glu Ala Asn Ala Tyr Asp Phe 

500 505 510 

He Met Lys Leu Pro His Lys Phe Asp Thr Leu val Gly Glu Arg Gly 
515 520 525 
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Ala Gin Leu Ser Gly Gly Gin Lys Gin Arg lie Ala lie Ala Arg Ala 

530 535 540 

Leu val Arg Asn Pro Lys lie Leu Leu Leu Asp Glu Ala Thr Ser Ala 
545 550 555 560 

Leu Asp Thr Glu Ser Glu Ala val val Gin val Ala Leu Asp Lys Ala 

565 570 575 

Arg Lys Gly Arg Thr Thr lie Val lie Ala His Arg Leu Ser Thr val 

580 585 590 

Arg Asn Ala Asp val lie Ala Gly Phe Asp Asp Gly Val lie Val Glu 

595 600 * 605 

Lys Gly Asn His Asp Glu Leu Met Lys Glu Lys Gly lie Tyr Phe Lys 

610 615 620 * 

Leu val Thr Met Gin Thr Ala Gly Asn Glu val Glu Leu Glu Asn Ala 
625 630 635 640 

Ala Asp Glu Ser Lys Ser Glu lie Asp Ala Leu Glu Met Ser Ser Asn 

645 650 655 

Asp Ser Arg Ser Ser Leu lie Arg Lys Arg Ser Thr Arg Arg Ser val 

660 665 670 

Arg Gly Ser Gin Ala Gin Asp Arg Lys Leu Ser Thr Lys Glu Ala Leu 

675 680 685 

Asp Glu Ser lie Pro Pro val Ser Phe Trp Arg lie Met Lys Leu Asn 

690 695 700 

Leu Thr Glu Trp Pro Tyr Phe val Val Gly val Phe Cys Ala lie lie 
705 710 715 720 

Asn Gly Gly Leu Gin Pro Ala Phe Ala lie lie Phe Ser Lys lie lie 

725 730 735 

Gly val Phe Thr Arg lie Asp Asp Pro Glu Thr Lys Arg Gin Asn Ser 

740 745 750 

Asn Leu Phe Ser Leu Leu Phe Leu Ala Leu Gly lie lie Ser Phe lie 

755 760 765 

Thr Phe Phe Leu Gin Gly Phe Thr Phe Gly Lys Ala Gly Glu lie Leu 

770 775 780 

Thr Lys Arg Leu Arg Tyr Met val Phe Arg Ser Met Leu Arg Gin Asp 
785 ~ 790 795 800 

Val ser Trp Phe Asp Asp Pro Lys Asn Thr Thr Gly Ala Leu Thr Thr 

805 810 815 

Arg Leu Ala Asn Asp Ala Ala Gin val Lys Gly Ala lie Gly Ser Arg 

820 825 830 

Leu Ala val lie Thr Gin Asn lie Ala Asn Leu Gly Thr Gly lie lie 

835 840 845 

lie Ser Phe lie Tyr Gly Trp Gin Leu Thr Leu Leu Leu Leu Ala lie 

850 855 860 

val Pro lie lie Ala lie Ala Gly val val Glu Met Lys Met Leu ser 
865 870 875 880 

Gly Gin Ala Leu Lys Asp Lys Lys Glu Leu Glu Gly Ser Gly Lys lie 

885 890 895 

Ala Thr Glu Ala lie Glu Asn Phe Arg Thr Val Val Ser Leu Thr Gin 

900 905 910 

Glu Gin Lys Phe Glu His Met Tyr Ala Gin Ser Leu Gin val Pro Tyr 

915 920 925 

Arg Asn Ser Leu Arg Lys Ala His lie Phe Gly lie Thr Phe Ser Phe 

930 935 940 

Thr Gin Ala Met Met Tyr Phe Ser Tyr Ala Gly Cys Phe Arg Phe Gly 
945 950 955 960 

Ala Tyr Leu val Ala His Lys Leu Met Ser Phe Glu Asp Val Leu Leu 

965 970 975 

val Phe Ser Ala val val Phe Gly Ala Met Ala val Gly Gin val Ser 

980 985 990 

Ser Phe Ala Pro Asp Tyr Ala Lys Ala Lys lie Ser Ala Ala His lie 

995 * 1000 1005 

lie Met lie lie Glu Lys Thr Pro Leu lie Asp Ser Tyr Ser Thr Glu 

1010 1015 1020 

Gly Leu Met Pro Asn Thr Leu Glu Gly Asn val Thr Phe Gly Glu Val 
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1025 1030 1035 1040 

val Phe Asn Tyr Pro Thr Arg Pro Asp lie Pro val Leu Gin Gly Leu 

1045 1050 1055 

Ser Leu Glu val Lys Lys Gly Gin Thr Leu Ala Leu val Gly Ser Ser 

1060 ' * 1065 1070 
Gly Cys Gly Lys Ser Thr val val Gin Leu Leu Glu Arg Phe Tyr Asp 

1075 1080 1085 

Pro Leu Ala Gly Lys val Leu Leu Asp Gly Lys Glu lie Lys Arg Leu 

1090 1095 1100 

Asn val Gin Trp Leu Arg Ala His Leu Gly lie val Ser Gin Glu Pro 
1105 1110 1115 1120 

lie Leu Phe Asp Cys Ser lie Ala Glu Asn lie Ala Tyr Gly Asp Asn 

1125 1130 1135 

Ser Arg val Val Ser Gin Glu Glu lie val Arg Ala Ala Lys Glu Ala 

1140 1145 1150 

Asn lie His Ala Phe lie Glu Ser Leu Pro Asn Lys Tyr Ser Thr Lys 

1155 1160 1165 

Val Gly Asp Lys Gly Thr Gin Leu Ser Gly Gly Gin Lys Gin Arg lie 

1170 1175 1180 

Ala lie Ala Arg Ala Leu val Arg Gin Pro His lie Leu Leu Leu Asp 
1185 " 1190 " 1195 1200 

Glu Ala Thr Ser Ala Leu Asp Thr Glu Ser Glu Lys val Val Gin Glu 

1205 1210 1215 

Ala Leu Asp Lys Ala Arg Glu Gly Arg Thr Cys lie val lie Ala His 

1220 " 1225 1230 

Arg Leu Ser Thr lie Gin Asn Ala Asp Leu lie val val Phe Gin Asn 

1235 1240 1245 

Gly Arg val Lys Glu His Gly Thr His Gin Gin Leu Leu Ala Gin Lys 

1250 1255 1260 

Gly lie Tyr Phe Ser Met Val Ser Val Gin Ala Gly Thr Lys Arg Gin 
1265 1270 1275 1280 

<210> 83 

<211> 378 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Met Leu Leu Thr val Tyr Cys Val Arg Arg Asp Leu Ser Glu Val Thr 

1 5 10 15 

Phe Ser Leu Gin Val Asp Ala Asp Phe Glu Leu His Asn Phe Arg Ala 

20 25 30 

Leu Cys Glu Leu Glu Ser Gly lie Pro Ala Ala Glu Ser Gin lie val 

35 40 45 

Tyr Ala Glu Arg Pro Leu Thr Asp Asn His Arg Ser Leu Ala Ser Tyr 

50 55 60 

Gly Leu Lys Asp Gly Asp val Val lie Leu Arg Gin Lys Glu Asn Ala 
65 70 75 80 

Asp Pro Arg Pro Pro val Gin Phe Pro Asn Leu Pro Arg lie Asp Phe 

85 90 95 

Ser Ser lie Ala Val Pro Gly Thr Ser Ser Pro Arg Gin Arg Gin Pro 

100 ' 105 110 

Pro Gly Thr Gin Gin Ser His Ser Ser Pro Gly Glu lie Thr Ser Ser 

115 120 125 

Pro Gin Gly Leu Asp Asn Pro Ala Leu Leu Arg Asp Met Leu Leu Ala 

130 135 140 

Asn Pro His Glu Leu Ser Leu Leu Lys Glu Arg Asn Pro Pro Leu Ala 
145 150 * 155 160 

Glu Ala Leu Leu Ser Gly Asp Leu Glu Lys Phe Ser Arg Val Leu Val 

165 170 ~ 175 

Glu Gin Gin Gin Asp Arg Ala Arg Arg Glu Gin Glu Arg lie Arg Leu 

180 * ~ 185 190 

Phe Ser Ala Asp Pro Phe Asp Leu Glu Ala Gin Ala Lys lie Glu Glu 
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st 
205 



195 



200 



Asp lie Arg Gin Gin Asn lie Glu Glu Asn Met Thr lie Ala Met Glu 

210 215 220 

Glu Ala Pro Glu Ser Phe Gly Gin val val Met Leu Tyr lie Asn Cys 
225 230 235 240 

Lys val Asn Gly His Pro val Lys Ala Phe val Asp Ser Gly Ala Gin 

245 250 255 

Met Thr lie Met Ser Gin Ala Cys Ala Glu Arg Cys Asn lie Met Arg 

260 265 270 

Leu val Asp Arg Arg Trp Ala Gly lie Ala Lys Gly val Gly Thr Gin 

275 " 280 285 

Lys lie lie Gly Arg val His Leu Ala Gin val Gin lie Glu Gly Asp 

290 295 300 

Phe Leu Pro Cys ser Phe Ser lie Leu Glu Glu Gin Pro Met Asp Met 
305 310 315 320 

Leu Leu Gly Leu Asp Met Leu Lys Arg His Gin cys Ser lie Asp Leu 

325 330 335 

Lys Lys Asn val Leu val lie Gly Thr Thr Gly Ser Gin Thr Thr Phe 

340 345 350 

Leu Pro Glu Gly Glu Leu Pro Glu Cys Ala Arg Leu Ala Tyr Gly Ala 

355 360 365 

Gly Arg Glu Asp val Arg Pro Glu Glu lie 



<210> 84 
<211> 78 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Gin Thr Gly Pro Ser val Thr val Thr Cys Thr Glu Gly Lys Trp Asn 

15 10 15 

Lys Gin Cys Arg lie Lys Cys Glu Asp Thr Ala Pro His Ala val Leu 

20 25 30 

Pro Ser Gly Ser Glu Cys Ala Thr Ser cys Leu Asp His Asn Ser Glu 

35 40 45 

Ser lie lie Leu Pro Met Asn val Thr val Arg Asp lie Pro His Trp 

50 55 60 

Leu Asn Pro Thr Arg val Glu val Ser Asp Gin Gly His Leu 
65 70 75 

<210> 85 
<211> 417 
<212> PRT 

<213> Homo sapiens 
<400> 85 

Met Ser Ala Thr Leu lie Leu Glu Pro Pro Gly Arg Cys Cys Trp Asn 

1 5 10 15 

Glu Pro val Arg lie Ala val Arg Gly Leu Ala Pro Glu Gin Arg val 

20 25 30 

Thr Leu Arg Ala ser Leu Arg Asp Glu Lys Gly Ala Leu Phe Arg Ala 

35 40 45 

His Ala Arg Tyr Cys Ala Asp Ala Arg Gly Glu Leu Asp Leu Glu Arg 

50 55 ~ ' 60 

Ala Pro Ala Leu Gly Gly ser Phe Ala Gly Leu Glu Pro Met Gly Leu 
65 70 75 80 

Leu Trp Ala Leu Glu Pro Glu Lys Pro Phe Trp Arg Phe Leu Lys Arg 

85 90 " 95 

Asp val Gin lie Pro Phe val val Glu Leu Glu val Leu Asp Gly His 

100 105 110 

Asp Pro Glu Pro Gly Arg Leu Leu Cys Gin Ala Gin His Glu Arg His 



370 



375 



115 



120 



125 
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Phe Leu Pro Pro Gly val Arg Arg Gin ser val Arg Ala Gly Arg val 

130 135 140 

Arg Ala Thr Leu Phe Leu Pro Pro Gly Pro Gly Pro Phe Pro Gly lie 
145 150 155 160 

lie Asp He Phe Gly lie Gly Gly Gly Leu Leu Glu Tyr Arg Ala Ser 

165 170 175 

Leu Leu Ala Gly His Gly Phe Ala Thr Leu Ala Leu Ala Tyr Tyr Asn 

180 185 190 

Phe Glu Asp Leu Pro Asn Asn Met Asp Asn lie Ser Leu Glu Tyr Phe 

195 200 205 

Glu Glu Ala val Cys Tyr Met Leu Gin His Pro Gin val Lys Gly Pro 

210 215 220 

Gly lie Gly Leu Leu Gly lie Ser Leu Gly Ala Asp lie Cys Leu Ser 
225 230 235 240 

Met Ala Ser Phe Leu Lys Asn val ser Ala Thr val Ser lie Asn Gly 

245 250 255 

Ser Gly lie Ser Gly Asn Thr Ala lie Asn Tyr Lys His Ser Ser lie 

260 265 270 

Pro Pro Leu Gly Tyr Asp Leu Arg Arg lie Lys val Ala Phe Ser Gly 

275 280 ~ 285 

Leu val Asp lie val Asp lie Arg Asn Ala Leu val Gly Gly Tyr Lys 

290 295 300 

Asn Pro Ser Met lie Pro lie Glu Lys Ala Gin Gly Pro lie Leu Leu 
305 310 * 315 320 

lie Val Gly Gin Asp Asp His Asn Trp Arg Ser Glu Leu Tyr Ala Gin 

325 330 335 

Thr val Ser Glu Arg Leu Gin Ala His Gly Lys Glu Lys Pro Gin lie 

340 345 350 

lie Cys Tyr Pro Gly Thr Gly His Tyr lie Glu Pro Pro Tyr Phe Pro 

355 360 365 

Leu Cys Pro Ala Ser Leu His Arg Leu Leu Asn Lys His val lie Trp 

370 375 ~ 380 

Gly Gly Glu Pro Arg Ala His Ser Lys Ala Gin Glu Asp Ala Trp Lys 
385 390 395 400 

Gin lie Leu Ala Phe Phe Cys Lys His Leu Gly Gly Thr Gin Lys Thr 
405 410 415 

Ala 



<210> 86 
<211> 1066 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (116) . . . (117) 

<223> xaa = Any Amino Acid 

<400> 86 

lie Leu His Gly Glu His Thr Leu ser His Gin Asp Asn Phe Ser Pro 

15 10 15 

Gly Gin Glu Val Phe Tyr Ser Cys Glu Pro Ser Tyr Asp Leu Arg Gly 

20 25 30 

Ala Ala Ser Leu His Cys Thr Pro Gin Gly Asp Trp Ser Pro Glu Ala 

35 40 45 

Pro Arg Cys Thr val Lys Ser cys Asp Asp Phe Leu Gly Gin Leu Pro 

50 55 60 

His Gly Arg val Leu Leu Pro Leu Asn Leu Gin Leu Gly Ala Lys val 

65 70 75 80 

Ser Phe val Cys Asp Glu Gly Phe Arg Leu Lys Gly Arg Ser Ala Ser 

85 90 95 

His Cys val Leu Ala Gly Met Lys Ala Leu Trp Asn ser Ser val Pro 
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100 105 110 

val Cys Glu xaa xaa Met lie Lys Thr val Phe Leu Phe Phe Ser Leu 

115 120 125 

pro lie Ser Asn Asn Ala His Glu Asn Pro Lys Glu val Ala lie His 

130 135 140 

Leu His Ser Gin Gly Gly Ser Ser Val His Pro Arg Thr Leu Gin Thr 
145 150 155 160 

Asn Glu Glu Asn Ser Arg Tyr lie His Thr Glu Phe Lys Met Phe Ser 

165 170 175 

Thr Thr Gin He Ser Lys Met Glu Thr Gly Leu Glu Tyr Asp lie Ala 

180 185 190 

Leu Ala Asn Asn Glu Cys Lys Asn Ser Tyr Ser Leu val Thr Arg Glu 

195 200 205 

lie Phe val lie His Tyr lie Asp Cys Ala Leu Pro Phe Pro Gly lie 

210 215 220 

lie Cys Gly Leu Pro Pro Thr lie Ala Asn Gly Asp Phe Thr Ser lie 
225 230 235 240 

Ser Arg Glu Tyr Phe His Tyr Gly Ser val Val Thr Tyr His Cys Asn 

245 * 250 255 

Leu Gly Ser Arg Gly Lys Lys val Phe Glu Leu val Gly Glu Pro Ser 

260 265 270 

lie Tyr Cys Thr Ser Lys Asp Asp Gin val Gly lie Trp Ser Gly Pro 

275 280 285 

Ala Pro Gin Cys lie lie Pro Asn Lys Cys Thr Pro Pro Asn Val Glu 

290 * 295 300 

Asn Gly lie Leu Val Ser Asp Asn Arg Ser Leu Phe Ser Leu Asn Glu 
305 310 315 320 

val val Glu Phe Arg Cys Gin Pro Gly Phe Gly Met Lys Gly Pro Ser 

325 330 335 

His val Lys Cys Gin Ala Leu Asn Lys Trp Glu Pro Glu Leu Pro Ser 

340 345 350 

Cys Ser Arg val Cys Gin Pro Pro Pro Asp val Leu His Ala Glu Arg 

355 360 365 

Thr Gin Arg Asp Lys Asp Asn Phe Ser Pro Gly Gin Glu Val Phe Tyr 

370 * 375 380 

Ser Cys Glu Pro Gly Tyr Asp Leu Arg Gly Ser Thr Tyr Leu His Cys 
385 390 395 400 

Thr Pro Gin Gly Asp Trp Ser Pro Ala Ala Pro Arg Cys Glu Val Lys 

405 410 " 415 

Ser Cys Asp Asp Phe Leu Gly Gin Leu Pro Asn Gly His Val Leu Phe 

420 425 430 

Pro Leu Asn Leu Gin Leu Gly Ala Lys val Asp Phe val Cys Asp Glu 

435 440 445 

Gly Phe Gin Leu Lys Gly Ser Ser Ala Ser Tyr Cys val Leu Ala Gly 

450 455 460 

Met Glu Ser Leu Trp Asn ser Ser val Pro val Cys Glu Arg val Thr 
465 470 475 480 

Phe Gin Ala Asn Leu Ser Pro Ser Ser val Gin Tyr Leu Thr His Asp 

485 490 495 

Thr Leu Arg Thr Glu Glu Ser Ser Asp Tyr Ser Thr Trp Leu Gin Asn 

500 505 510 

lie Phe Phe Pro Thr Gly Lys Ser Cys Glu Thr Pro Pro val Pro val 

515 520 525 

Asn Gly Met val His val lie Thr Asp lie His Val Gly Ser Arg lie 

530 535 540 

Asn Tyr Ser Cys Thr Thr Gly His Arg Leu lie Gly His Ser Ser Ala 
545 550 555 560 

Glu Cys lie Leu Ser Gly Asn Thr Ala His Trp Ser Met Lys Pro Pro 

565 570 575 

lie Cys Gin Arg lie Pro Cys Gly Leu Pro Pro Asn lie Thr Asn Gly 

580 585 590 

Tyr Phe lie Ser Thr Asp Arg Glu Tyr Phe His Tyr Gly Ser val val 
595 600 605 
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Thr Tyr His Cys Asn Leu Gly Ser Arg Gly Arg Lys Val Phe Glu Leu 

610 615 620 

val Gly Glu Pro Ser lie Tyr Cys Thr Ser Lys Asp Asp Gin val Val 
625 630 ' 635 640 

val Trp ser Gly Pro val Pro Gin Cys lie lie Pro Asn Lys Cys Thr 

645 650 655 

pro Pro Asn Val Glu Asn Gly lie Leu val Ser Asp Asn Arg Ser Leu 

660 665 670 

Phe ser Leu Asn Glu val val Glu Phe Arg Cys Gin Pro Gly Phe val 

675 680 685 

Met Lys Gly Pro His Arg val Gin cys Gin Ala Leu Asn Lys Trp Glu 

690 695 700 

pro Glu Leu Pro Ser Cys Ser Arg Gly Tyr Ser Lys Arg Asn Ser Pro 
705 710 715 720 

lie Thr Asn Lys Tyr Ser Gly Thr val Leu Ser Thr Met Cys Gin Pro 

725 730 735 

Pro Pro Glu lie Leu His Gly Glu His Thr Leu Ser His Gin Asp Asn 

740 745 750 

Phe Leu Pro Gly Gin Glu val Phe Tyr Ser Cys Glu Pro Ser Tyr Asp 

755 760 765 

Leu Arg Gly Ala Ala Ser Leu His Cys Met Pro Gin Gly Asp Trp Thr 

770 775 780 

Pro Glu Ala Pro Arg Cys Thr Gly Ala Ser Leu Ser Pro Ser His Gly 
785 790 795 800 

Ser Leu Thr Pro val Val Leu Phe Phe Leu Leu val Lys Ser Cys Asp 

805 810 815 

Asp Phe Leu Gly Gin Leu Pro His Gly Arg val Leu Phe Pro Leu Asn 

820 825 830 

Leu Gin Leu Gly Ala Lys val Ser Phe val Cys Asp Glu Gly Ser Ala 

835 840 845 

Ser His Cys val Leu Ala Gly Thr Lys Ala Leu Trp Asn Ser Ser val 

850 855 860 

Pro val Cys Glu Gin lie Phe Cys Pro Asn Pro Pro Ala lie Leu Asn 
865 870 875 880 

Gly Arg His Thr Gly Thr Pro Pro Gly Asp lie Pro Tyr Gly Lys Glu 

885 890 895 

val ser Tyr Thr Cys Asp Pro His Pro Asp Arg Gly Met Thr Phe Asn 

900 905 ~ 910 

Leu lie Gly Glu Ser Thr lie Arg Arg Thr Ser Glu Pro His Gly Asn 

915 920 ~ 925 

Gly val Trp Ser Ser Pro Ala Pro Arg Cys Glu Leu Pro val Gly Ala 

930 935 940 

Asp Gin Cys Asn Val Pro Glu Trp Leu Pro Phe Ala Arg Pro Thr Asn 
945 950 955 960 

Leu Thr Asp Asp Phe Glu Phe Pro lie Gly Thr Tyr Leu Asn Tyr Glu 

965 970 975 

Cys Arg Pro Gly Tyr Ser Gly Arg Pro Phe Ser lie lie Cys Leu Lys 

980 985 990 

Asn Ser val Trp Thr Ser Ala Lys Asp Lys Cys Lys Arg Lys Ser Cys 

995 1000 1005 

Arg Asn Pro Pro Asp Pro Val Asn Gly Met Ala His Val lie Lys Asp 

1010 1015 1020 

lie Gin Phe Arg ser Gin lie Lys Tyr Ser Cys Pro Lys Gly Tyr Arg 
1025 1030 1035 1040 

Leu lie Gly Ser ser ser Ala Thr cys lie lie Ser Gly Asn Thr val 

1045 1050 1055 

He Trp Asp Asn Lys Thr Pro Val Cys Asp 
1060 1065 

<210> 87 
<211> 683 
<212> PRT 

<213> Homo sapiens 
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<400> 87 

lie Cys Cys Pro Asp Asp Pro Gin Pro Ala Lys Asp Gin Leu Ala Thr 

15 10 15 

Val Pro Lys Asp lie Pro Leu Asp Cys Asp Cys val Leu Thr Gly Glu 

20 25 30 

Asp lie Leu Gly Glu val Ala Asn Arg Thr Ala Gin Gly Leu Glu Gly 

35 40 " 45 

Leu val Ser Asp Ser Ala Cys Thr val Gly Thr lie Asp Ala Glu Gin 

50 55 60 

Leu ser Asp Thr Asp Ser val Gin Met Phe Leu Glu Leu Glu Lys Glu 
65 70 75 80 

Cys Leu Cys Glu Glu Gly Val Thr Pro Leu val Glu Leu Gin Asn Gin 

85 90 95 

lie Ser ser Glu Gly Leu Ala Ala Ser Gin Asp Ala Glu Asn Leu Leu 

100 105 110 

Val lie Ser His Phe Ser Gly Ala Ala Leu Glu Lys Glu Gin His Leu 

115 120 125 

Gly Leu Leu His val Arg Ala Lys Asp Tyr Asp Thr Arg Leu Asp Cys 

130 135 140 

Gly Tyr Phe Asn Thr Leu Asp Ser Ser Gin val Pro Asn Ala val Glu 
145 150 155 160 

Leu lie Ala His val Asp lie Met Arg Asp Thr Ser Thr val Ser Lys 

165 170 175 

Glu Glu Cys Glu Lys val Pro Phe Ser Pro Arg Thr Ala Glu Phe Lys 

180 185 190 

Ser Arg Gin Pro Ala Asp Leu Asp Ser Leu Glu Lys Leu Asp Pro Gly 

195 200 205 

Gly Leu Leu Asn Ser Asp His Arg val ser His Glu Glu Lys Leu Ser 

210 215 " 220 

Gly Phe lie Ala Ser Glu Leu Ala Lys Asp Asn Gly Ser Leu Ser Gin 
225 230 235 240 

Gly Asp Cys Ser Gin Thr Glu Gly Asn Gly Glu Glu Cys lie Glu Arg 

245 250 255 

val Thr Phe Ser Phe Ala Phe Asn His Glu Leu Thr Asp val Thr ser 

260 265 270 

Gly Pro Glu val Glu val Leu Tyr Glu Ser Asn Leu Leu Thr Asp Glu 

275 280 285 

lie His Leu Glu Ser Gly Asn val Thr val Asn Gin Glu Asn Asn Ser 

290 295 300 

Leu Thr ser Met Gly Asn val val Thr Cys Glu Leu Ser val Glu Lys 
305 310 315 320 

val Cys Asp Glu Asp Gly Glu Ala Lys Glu Leu Asp Tyr Gin Ala Thr 

325 330 335 

Leu Leu Glu Asp Gin Ala Pro Ala His Phe His Arg Asn Phe Pro Glu 

340 345 350 

Gin val Phe Gin Asp Leu Gin Arg Lys Ser Pro Glu Ser Glu lie Leu 

355 360 365 

Ser Leu His Leu Leu val Glu Glu Leu Arg Leu Asn Pro Asp Gly val 

370 375 380 

Glu Thr val Asn Asp Thr Lys Pro Glu Leu Asn Val Ala Ser Ser Glu 
385 390 395 400 

Gly Gly Glu Met Glu Arg Arg Asp Ser Asp Ser Phe Leu Asn lie Phe 

405 ~ 410 415 

Pro Glu Lys Gin val Thr Lys Ala Gly Asn Thr Glu Pro val Leu Glu 

420 425 430 

Glu Trp lie Pro val Leu Gin Arg Pro Ser Arg Thr Ala Ala val Pro 

435 440 " 445 

Thr val Lys Asp Ala Leu Asp Ala Ala Leu Pro Ser Pro Glu Glu Gly 

450 455 460 

Thr ser lie Ala Ala val Pro Ala Pro Glu Gly Thr Ala val val Ala 
465 470 475 480 

Ala Leu val Pro Phe Pro His Glu Asp lie Leu val Ala Ser lie val 
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485 490 495 

Ser Leu Glu Glu Glu Asp val Thr Ala Ala Ala val Ser Ala Pro Glu 

500 505 510 

Arg Ala Thr val Pro Ala val Thr val Ser val Pro Glu Gly Thr Ala 

515 520 525 

Ala val Ala Ala val Ser ser Pro Glu Glu Thr Ala Pro Ala val Ala 

530 535 540 

Ala Ala lie Thr Gin Glu Gly Met Ser Ala val Ala Gly Phe Ser Pro 
545 550 555 560 

Glu Trp Ala Ala Leu Ala val Thr val Pro lie Thr Glu Glu Asp Ala 

565 570 575 

Ala Ala val Pro Thr Pro Glu val Ala Ala lie Pro Ala Ala Ser val 

580 585 590 

Pro Thr Pro Glu val Pro Ala lie Pro Ala Ala Ala val Pro Pro Met 

595 600 605 

Glu Glu val Ser Pro lie Gly val Pro Phe Leu Gly val Ser Ala His 

610 615 620 

Thr Asp Ser val Pro lie Ser Glu Glu Gly Thr Pro val Leu Glu Glu 
625 630 635 640 

Ala Ser Ser Thr Gly Met Trp lie Lys Glu Asp Leu Asp Ser Leu val 

645 650 655 

Phe Gly lie Lys Glu val Thr Ser Thr val Leu His Gly Lys val Pro 

660 665 670 

Leu Ala Ala Thr Ala Gly Leu Asn Ser Asp Glu 
675 680 

<210> 88 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 88 

Ser Glu Gly Asn Lys Arg Arg Leu Ser Thr Ala lie Ala Leu Met Gly 

1 5 10 15 

Arg ser ser val lie Phe Leu Asp Glu Pro Ser Thr Gly Met Asp Pro 

20 25 30 

val Ala Arg Arg Leu Leu Trp Asn Met val Thr Lys Thr Arg Glu ser 

35 40 45 

Gly Lys Ala lie val Met Thr ser His Ser Met Glu Glu Cys Asp Ala 

50 55 60 

Leu Cys Thr ser Leu Ala lie Met val Gin Gly Lys Phe Thr Cys Leu 
65 70 75 80 

Gly Ser Pro Gin His Leu Lys Ser Lys Phe Gly Asn lie Tyr lie Leu 

85 90 95 

Lys val Lys val Lys Thr Glu Asp Lys Leu Glu Asp Phe Lys Cys Tyr 

100 105 110 

val Ala Thr Thr Phe Pro Gly Glu lie Ala Met val Thr val Phe Leu 

115 120 125 

Leu Leu Leu Leu Lys val Phe Gly lie Leu Glu Glu Ala Lys Glu Gin 

130 135 140 

Phe Asp Leu Glu Asp Tyr Ser val Ser Gin lie Thr Leu Glu Gin val 
145 150 155 160 

Phe Leu Thr Phe Ala Asn Pro Glu Lys Ala Ser Ser Asp Asp 
165 170 

<210> 89 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 89 

Asp Cys Gly Pro Pro Pro Glu Leu Pro Phe Ala Phe Pro lie Asn Pro 
15 10 15 
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st 




Thr Cys 


Leu Tyr Asp Thr Glu 


Phe Lys Thr 


Gly 


Thr Thr 


Leu 


Lys 


Tyr 




20 




25 








30 


Asp Ala 


His Pro Gly His Gly 


Lys lie Asn 


Ser 


Ser Arg 


Leu 


lie 


Cys 


35 






40 






45 






Lys Asp Ser Trp Asn 


Tyr Ser lie 


Phe 


Cys Ala 


He 


Ala 


Lys 


Cys Glu 


50 






55 






60 








Pro Pro Pro Asp 


He 


Arg Asn Gly 


uya 


Hi <; Qpr 

n i j jci 


g1 v 

u i y 


Gly 


Asp 


Gin Glu 


65 






70 


75 








80 


Phe Tyr Thr Tyr Ala 


Ser Ser val 


Thr 


Tyr Ser 


cys 


Asn 


Pro 


Tyr Phe 






85 






90 






95 


Ser Leu lie Gly Asn 


val Ser lie 


Ser 


Cys Thr 


val 


Glu 


Asn 


Glu Thr 




100 






105 






HO 




lie Gly val 


Trp 


Ser 


Pro Asn Pro 


Pro 


lie Cys 


Glu 








115 




120 
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<211> 294 




















<212> PRT 




















<213> Homo sapiens 




































t1 o Cor* l\/c 

J. 1 e jc r Lyb 


Acn 
Ab p 


A r* n 
Mi y 


Lys Glu Arg 


val 


His Gin 


Gly 


Met 


val 


Arg Ala 


i 

X 




J 




10 








15 


Ala Th r Val 
Mid, 1 n 1 Vd 1 


\j i y 


i yr 


Gly lie Leu 


Arg 


Glu Gly 


Gly 


Ser 


Ala 


val Asp 




20 


25 






30 




Al a Val ftl 1 1 
A I d vd I u IU 


i y 


Ala 

A 1 d 


Val val Ala 


Leu 


Glu Asp 


Asp 


Pro 


Glu 


Phe Asn 


35 




40 




45 






Aid i y \»y b 


i y 


Cor* 


val Leu Asn 


Thr 


Asn Gly 


Glu 


val 


Glu 


Met Asp 


SO 




55 




60 






Ala Cor* Tl a 
A 1 d 1 1 Ic 




Acn 
Abp 


Gly Lys Asp 


Leu 


Ser Ala 


Gly 


Ala 


val 


Ser Ala 


Dj 




70 




75 






80 


Val Gin Cys 


lie 


Ala 


Asn Pro lie 


Lys 


Leu Ala 


Arg 


Leu 


val 


Met Glu 




85 




90 






95 


Ly5 1 n l rlO 


Ut c 
nib 


eys 


Phe Leu Thr 


Asp 


Gin Gly 


Ala 


Ala 


Gin 


Phe Ala 


i nn 

JLUU 




105 






110 




Ala Ala Mot 
Aid Aid met. 


/-"I w 

o i y 


V/a 1 
vd I 


Pro Glu lie 


Pro 


Gly Glu 


Lys 


Leu 


val 


Thr Glu 


115 




120 




125 






Arg Asn Lys 


Lys 


Arg 


Leu Glu Lys 


Glu 


Lys His 


Glu 


Lys 


Gly 


Ala Gin 


130 


135 






140 








Lys Thr Asp 


Cys 


Gin 


Lys Asn Leu 


Gly 


Thr val 


Gly 


Ala 


val 


Ala Leu 


145 




150 


155 








160 


Asp Cys Lys 


Gly 


Asn 


val Ala Tyr 


Ala 


Thr Ser 


Thr 


Gly 


Gly 


lie Val 


165 




170 




175 


Asn Lys Met 


val 


Gly 


Arg val Gly 


Asp 


Ser Pro 


cys 


Leu 


Gly 


Ala Gly 


180 


185 






190 


Gly Tyr Ala 


Asp 


Asn 


Asp lie Gly 


Ala 


val ser 


Thr 


Thr 


Gly 


His Gly 


195 




200 








205 




Glu Ser lie 


Leu 


Lys 


val Asn Leu 


Ala 


Arg Leu 


Thr 


Leu 


Phe 


His lie 


210 




215 




220 








Glu Gin Gly 


Lys 


Thr 


val Glu Glu 


Ala 


Ala Asp 


Leu 


Ser 


Leu 


Gly Tyr 


225 




230 




235 








240 


Met Lys Ser 


Arg 


val 


Lys Gly Leu 


^1 V 

o i y 


u i y Leu 


Tip 


Val 


val 


Ser Lys 


245 


250 








255 


Thr Gly Asp 


Trp 


val 


Ala Lys Trp 


Thr 


Ser Thr 


Ser 


Met 


Pro 


Trp Ala 


260 




265 








270 


Ala Ala Lys 


Asp 


Gly 


Lys Leu His 


Phe 


Gly lie 


Asp 


Pro 


Asp 


Asp Thr 


275 






280 








285 






Thr lie Thr 


ASp 


Leu 


Pro 














290 


















<210> 91 




















<211> 467 




















<212> PRT 
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<213> Homo sapiens 
<400> 91 

Leu Gin Leu Gly Ala Lys Val Ser Phe Val Cys Asp Glu Gly Phe Arg 

1 5 10 15 

Leu Lys Gly Arg ser Ala Ser His Cys val Leu Ala Gly Met Lys Ala 

20 25 30 

Leu Trp Asn Ser Ser val Pro Val Cys Glu Arg lie lie Cys Gly Leu 

35 40 45 

pro Pro Thr lie Ala Asn Gly Asp Phe Thr Ser He Ser Arg Glu Tyr 

50 55 60 

Phe His Tyr Gly Ser val Val Thr Tyr His Cys Asn Leu Gly Ser Arg 
65 70 75 80 

Gly Lys Lys val Phe Glu Leu val Gly Glu Pro Ser lie Tyr Cys Thr 

85 90 95 

ser Lys Asp Asp Gin val Gly lie Trp ser Gly Pro Ala Pro Gin Cys 

100 105 110 

lie lie Pro Asn Lys Cys Thr Pro Pro Asn val Glu Asn Gly lie Leu 

115 120 125 

val ser Asp Asn Arg Ser Leu Phe Ser Leu Asn Glu val val Glu Phe 

130 135 140 

Arg Cys Gin Pro Gly Phe Gly Met Lys Gly Pro Ser His val Lys Cys 
145 150 155 160 

Gin Ala Leu Asn Lys Trp Glu Pro Glu Leu Pro Ser Cys Ser Arg val 

165 170 175 

Cys Gin Pro Pro Pro Asp val Leu His Ala Glu Arg Thr Gin Arg Asp 

180 185 190 

Lys Asp Asn Phe Ser Pro Gly Gin Glu val Phe Tyr Ser Cys Glu Pro 

195 200 205 

Gly Tyr Asp Leu Arg Gly Ser Thr Tyr Leu His Cys Thr Pro Gin Gly 

210 215 220 

Asp Trp Ser Pro Ala Ala Pro Arg Cys Glu Val Lys Ser Cys Asp Asp 
225 230 235 240 

Phe Leu Gly Gin Leu Pro Asn Gly His val Leu Phe Pro Leu Asn Leu 

245 250 255 

Gin Leu Gly Ala Lys val Asp Phe Val Cys Asp Glu Gly Phe Gin Leu 

260 265 270 

Lys Gly Ser Ser Ala Ser Tyr Cys val Leu Ala Gly Met Glu Ser Leu 

275 280 285 

Trp Asn Ser Ser val Pro val Cys Glu Gin lie Phe Cys Pro Asn Pro 

290 295 300 

Pro Ala lie Leu Asn Gly Arg His Thr Gly Thr Pro Pro Gly Asp lie 
305 310 " 315 320 

pro Tyr Gly Lys Glu val Ser Tyr Thr Cys Asp Pro His Pro Asp Arg 

325 330 335 

Gly Met Thr Phe Asn Leu lie Gly Glu Ser Thr lie Arg Arg Thr Ser 

340 345 350 

Glu Pro His Gly Asn Gly val Trp Ser Ser Pro Ala Pro Arg Cys Glu 

355 360 365 

Leu Pro val Gly Ala Asp Gin Cys Asn val Pro Glu Trp Leu Pro Phe 

370 375 380 

Ala Arg Pro Thr Asn Leu Thr Asp Asp Phe Glu Phe Pro lie Gly Thr 
385 ~ 390 395 400 

Tyr Leu Asn Tyr Glu Cys Arg Pro Gly Tyr Ser Gly Arg Pro Phe Ser 

405 ~ 410 ~ 415 

lie lie cys Leu Lys Asn Ser val Trp Thr Ser Ala Lys Asp Lys Cys 

420 425 430 

Lys Arg Lys Ser Cys Arg Asn Pro Pro Asp Pro val Asn Gly Met Ala 

435 440 445 

His val lie Lys Asp lie Gin Phe Arg Ser Gin lie Lys Tyr Ser Cys 

450 455 460 

Pro Lys Gly 
465 
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<210> 92 

<211> 446 

<212> PRT 

<213> Homo sapiens 

<400> 92 

His Gly Arg val Leu Leu Pro Leu Asn Leu Gin Leu Gly Ala Lys val 

1 5 10 15 

ser Phe val Cys Asp Glu Gly Phe Arg Leu Lys Gly Arg Ser Ala Ser 

20 25 30 

His Cys val Leu Ala Gly Met Lys Ala Leu Trp Asn Ser Ser val Pro 

35 40 45 

val Cys Glu Arg lie lie Cys Gly Leu Pro Pro Thr lie Ala Asn Gly 

50 ~ 55 60 

Asp Phe Thr Ser lie Ser Arg Glu Tyr Phe His Tyr Gly Ser val Val 
65 70 75 80 

Thr Tyr His Cys Asn Leu Gly Ser Arg Gly Lys Lys Val Phe Glu Leu 

85 90 95 

val Gly Glu Pro Ser lie Tyr cys Thr Ser Lys Asp Asp Gin val Gly 

100 105 110 

lie Trp Ser Gly Pro Ala Pro Gin Cys lie lie Pro Asn Lys Cys Thr 

115 120 125 

Pro Pro Asn val Glu Asn Gly lie Leu val Ser Asp Asn Arg ser Leu 

130 135 140 

Phe Ser Leu Asn Glu val Val Glu Phe Arg Cys Gin Pro Gly Phe Gly 
145 150 155 160 

Met Lys Gly Pro Ser His val Lys Cys Gin Ala Leu Asn Lys Trp Glu 

165 170 175 

Pro Glu Leu Pro Ser Cys Ser Arg Val Cys Gin Pro Pro Pro Asp val 

180 185 190 

Leu His Ala Glu Arg Thr Gin Arg Asp Lys Asp Asn Phe Ser Pro Gly 

195 200 205 

Gin Glu val Phe Tyr Ser Cys Glu Pro Gly Tyr Asp Leu Arg Gly Ser 

210 215 220 

Thr Tyr Leu His Cys Thr Pro Gin Gly Asp Trp Ser Pro Ala Ala Pro 
225 230 235 240 

Arg cys Glu val Lys Ser cys Asp Asp Phe Leu Gly Gin Leu Pro Asn 

245 250 255 

Gly His val Leu Phe Pro Leu Asn Leu Gin Leu Gly Ala Lys val Asp 

260 265 270 

Phe Val Cys Asp Glu Gly Phe Gin Leu Lys Gly Ser Ser Ala Ser Tyr 

275 280 285 

Cys val Leu Ala Gly Met Glu Ser Leu Trp Asn Ser Ser Val Pro Val 

290 295 300 

Cys Glu Gin lie Phe Cys Pro Asn Pro Pro Ala lie Leu Asn Gly Arg 
305 310 315 320 

His Thr Gly Thr Pro Pro Gly Asp lie Pro Tyr Gly Lys Glu val Ser 

325 330 335 

Tyr Thr Cys Asp Pro His Pro Asp Arg Gly Met Thr Phe Asn Leu lie 

340 345 350 

Gly Glu Ser Thr lie Arg Arg Thr Ser Glu Pro His Gly Asn Gly val 

355 ~ 360 365 

Trp Ser Ser Pro Ala Pro Arg Cys Glu Leu Pro val Gly Ala Gly Gin 

370 375 380 

Tyr Pro Leu Pro His lie Leu Asn Gly Phe Arg lie Cys Ser Glu Val 
385 390 395 400 

Glu val Phe Glu Tyr Leu Asn Ala val Thr Asp Ser Cys Asp Pro Ala 

405 410 415 

Pro Gly Pro Asp Pro Phe ser Leu lie Gly Glu Ser Thr lie Tyr Cys 

420 425 430 

Gly Asp Asn Ser val Trp Asn His Ala Ala Pro Glu Cys Lys 
435 440 445 
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